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11 — 194179 

ccaggaggca gccttccctt ttgccttaag tcacccatct tccagtaagc agtttattct 1596 

gagccccggg ggtagacagt cctcagtgag gggttttggg gagtttgggg tcaagagagc 1656 

ataggtaggt tccagttact cttcccacaa gttcccttaa gtcttgccct agctgtgctc 1716 

tgccaccttc cagactcact cccctctgca aatacctgca tttcttaccc tggtgagaaa 1776 

agcacaagcg gtgtaggctc caatgctgct ttcccaggag ggtgaagatg gtgctgtgct 1836 

gaggaaaggg gatgcagagc cctgcccagc accaccacct cctatgctcc tggatcccta 1896 

ggctctgttc catgagcctg ttgcaggttt tggtacttta gaaatgtaac tttttgctct 1956 

tataatttta ttttattaaa ttaaattact gc 1988 

<210> 166 
<211> 432 
<212> PRT 

<213> Homo sapiens 

<400> 166 

Met Asp Ala Arg Trp Trp Ala Val Val Val Leu Ala Ala Phe Pro Ser 

15 10 15 

Leu Gly Ala Gly Gly Glu Thr Pro Glu Ala Pro Pro Glu Ser Trp Thr 

20 25 30 

6 6 4 ffiIIE*#2 0 0 0 - 3 0 6 2 5 2 2 
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Gin Leu Trp Phe Phe Arg Phe Val Val Asn Ala Ala Gly Tyr Ala Ser 

35 40 45 

Phe Met Val Pro Gly Tyr Leu Leu Val Gin Tyr Phe Arg Arg Lys Asn 

50 55 60 



Tyr Leu Glu Thr Gly Arg Gly Leu Cys Phe Pro Leu Val Lys Ala Cys 

65 70 75 80 

Val Phe Gly Asn Glu Pro Lys Ala Ser Asp Glu Val Pro Leu Ala Pro 

85 90 95 

Arg Thr Glu Ala Ala Glu Thr Thr Pro Met Trp Gin Ala Leu Lys Leu 

100 105 110 

Leu Phe Cys Ala Thr Gly Leu Gin Val Ser Tyr Leu Thr Trp Gly Val 

115 120 125 

Leu Gin Glu Arg Val Met Thr Arg Ser Tyr Gly Ala Thr Ala Thr Ser 

130 135 140 

Pro Gly Glu Arg Phe Thr Asp Ser Gin Phe Leu Val Leu Met Asn Arg 
145 150 155 160 

Val Leu Ala Leu He Val Ala Gly Leu Ser Cys Val Leu Cys Lys Gin 

165 170 175 

Pro Arg His Gly Ala Pro Met Tyr Arg Tyr Ser Phe Ala Ser Leu Ser 



6 6 5 
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o 

180 185 190 

Asn Val Leu Ser Ser Trp Cys Gin Tyr Glu Ala Leu Lys Phe Val Ser 
195 200 205 

Phe Pro Thr Gin Val Leu Ala Lys Ala Ser Lys Val He Pro Val Met 

210 215 220 

Leu Met Gly Lys Leu Val Ser Arg Arg Ser Tyr Glu His Trp Glu Tyr 

225 230 235 240 

Leu Thr Ala Thr Leu He Ser He Gly Val Ser Met Phe Leu Leu Ser 

245 - 250 255 

Ser Gly Pro Glu Pro Arg Ser Ser Pro Ala Thr Thr Leu Ser Gly Leu 

260 265 270 

He Leu Leu Ala Gly Tyr He Ala Phe Asp Ser Phe Thr Ser Asn Trp 

275 280 285 

Gin Asp Ala Leu Phe Ala Tyr Lys Met Ser Ser Val Gin Met Met Phe 

290 295 300 

Gly Val Asn Phe Phe Ser Cys Leu Phe Thr Val Gly Ser Leu Leu Glu 

305 310 315 320 

Gin Gly Ala Leu Leu Glu Gly Thr Arg Phe Met Gly Arg His Ser Gly 

325 330 335 

6 6 6 tfiSMS 2000-3062522 
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Phe Ala Ala His Ala Leu Leu Leu Ser He Cys Ser Ala Cys Gly Gin 

340 345 350 

Leu Phe He Phe Tyr Thr He Gly Gin Phe Gly Ala Ala Val Phe Thr 

355 360 365 



He lie Met Thr Leu Arg Gin Ala Phe Ala He Leu Leu Ser Cys Leu 

370 375 380 

Leu Tyr Gly His Thr Val Thr Val Val Gly Gly Leu Gly Val Ala Val 

385 390 395 400 

Val Phe Ala Ala Leu Leu Leu Arg Val Tyr Ala Arg Gly Arg Leu Lys 

405 410 415 

Gin Arg Gly Lys Lys Ala Val Pro Val Glu Ser Pro Val Gin Lys Val 

420 425 430 



<210> 167 
<211> 2259 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (20).. (670) 

<400> 167 

6 6 7 ffi$E# 2000-3062522 
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gcaccccagc cagtttgcc atg ggg ggc gcc ttc tec age atg gcg gee get 52 

Met Gly Gly Ala Phe Ser Ser Met Ala Ala Ala 
1 5 10 

ggc atg ggt ccc etc ctg gcc acg gtt tct ggg gcc tec ace ggt gtc 100 
Gly Met Gly Pro Leu Leu Ala Thr Val Ser Gly Ala Ser Thr Gly Val 
15 20 25 

teg ggc ctg gat tec acg gcc atg gcc tct gcc get gcg gcg cag gga 148 
Ser Gly Leu Asp Ser Thr Ala Met Ala Ser Ala Ala Ala Ala Gin Gly 

30 35 40 

ctg tec ggg gcg tec gcg gcc acc ctg ccc ttc cac etc cag cag cac 196 
Leu Ser Gly Ala Ser Ala Ala Thr Leu Pro Phe His Leu Gin Gin His 

45 50 55 

gtc ctg gcc tct cag ggc ctg gcc atg tec cct ttc gga age ctg ttc 244 
Val Leu Ala Ser Gin Gly Leu Ala Met Ser Pro Phe Gly Ser Leu Phe 

60 65 70 75 

cct tac ccc tac acg tac atg gcc gca gcg gcg gcc gcc tec tct gcg 292 
Pro Tyr Pro Tyr Thr Tyr Met Ala Ala Ala Ala Ala Ala Ser Ser Ala 
80 85 90 

gca gcc tec age teg gtg cac cgc cac ccc ttc etc aat ctg aac acc 340 
Ala Ala Ser Ser Ser Val His Arg His Pro Phe Leu Asn Leu Asn Thr 

95 100 105 

atg cgc ccg egg ctg cgc tac age ccc tac tec ate ccg gtg ccg gtc 388 

6 6 8 milft 2000-3062522 
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Met Arg Pro Arg Leu Arg Tyr Ser Pro Tyr Ser lie Pro Val Pro Val 

110 115 120 

ccg gac ggc age agt ctg etc ace acc gec ctg ccc tec atg gcg gcg 436 

Pro Asp Gly Ser Ser Leu Leu Thr Thr Ala Leu Pro Ser Met Ala Ala 

125 130 135 



gec gcg ggg ccc ctg gac ggc aaa gtc gec gec ctg gec gec age ccg 484 
Ala Ala Gly Pro Leu Asp Gly Lys Val Ala Ala Leu Ala Ala Ser Pro 

140 145 150 155 

gec teg gtg gca gtg gac teg ggc tct gaa etc aac age cgc tec tec 532 
Ala Ser Val Ala Val Asp Ser Gly Ser Glu Leu Asn Ser Arg Ser Ser 

160 165 170 

acg etc tec tec age tec atg tec ttg teg ccc aaa etc tgc gcg gag 580 
Thr Leu Ser Ser Ser Ser Met Ser Leu Ser Pro Lys Leu Cys Ala Glu 
175 180 185 

aaa gag gcg gee acc age gaa ctg cag age ate cag egg ttg gtt age 628 
Lys Glu Ala Ala Thr Ser Glu Leu Gin Ser He Gin Arg Leu Val Ser 
190 195 200 

ggc ttg gaa gee aag ccg gac agg tec cgc age gcg tec ccg 670 
Gly Leu Glu Ala Lys Pro Asp Arg Ser Arg Ser Ala Ser Pro 

205 210 215 

tagacccgtc ccagacacgt cttttcattc cagtccagtt caggctgccg tgcactttgt 730 

6 6 9 m$E# 2000-3062 5 22 
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cggatataaa ataaaccacg ggcccgccat ggcgttagcc cttccttttg cagttgcgtc 790 

tgggaagggg ccccagactc cctcgagaga atgtgctaga gacagcccct gtcttcttgg 850 

cgtggtttat atgtccggga tctggatcag attctggggg ctcagaaacg tcggttgcat 910 

tgagctactg ggggtaggag ttccaacatt tatgtccaga gcaacttcca gcaaggctgg 970 

tctgggtctc tgcccaccag gcggggaggt gttcaaagac atctccctca gtgcggattt 1030 

atatatatat ttttccttca ctgtgtcaag tggaaacaaa aacaaaatct ttcaaaaaaa 1090 

aaatcgggac aagtgaacac attaacatga ttctgtttgt gcagattaaa aactttatag 1150 

ggacttgcat tatcggttct caataaatta ctgagcagct ttgtttgggg agggaagtcc 1210 

ctaccatcct tgtttagtct atattaagaa aatctgtgtc tttttaatat tcttgtgatg 1270 

ttttcagagc cgctgtaggt ctcttcttgc atgtccacag taatgtattt gtggttttta 1330 

ttttgaacgc ttgcttttag agagaaaaca atatagcccc ctaccctttt cccaatcctt 1390 

tgccctcaaa tcagtgaccc aagggaggga gggatttaaa gggaaggagt gggcaaaaca 1450 

cataaaatga atttattata tctaagctct gtagcaggat tcatgtcgtt ctttgacagt 1510 

tctttctctt tcctgtatat gcaataacaa ggttttaaaa aaataataaa gaagtgagac 1570 

tattagacaa agtatttatg taattatttg ataactcttg taaataggtg gaatatgaat 1630 

6 7 0 £B!I# 2000-3062522 
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gcttggaaaa ttaaacttta atttattgac attgtacata gctctgtgta aatagaattg 1690 

caactgtcag gttttgtgtt cttgttttcc tttagttggg tttatttcca ggtcacagaa 1750 

ttgctgttaa cactagaaaa cacacttcct gcaccaacac caataccctt tcaaaagagt 1810 

tgtctgcaac atttttgttt tcttttttaa tgtccaaaag tgggggaaag tgctatttcc 1870 

tattttcacc aaaattgggg aaggagtgcc actttccagc tccacttcaa attccttaaa 1930 

atataactga gattgctgtg gggzgggzgg agggcagagg ctgcggtttg actttttaat 1990 

ttttcttttg ttatttgtat ttgctagtct ctgatttcct caaaacgaag tggaatttac 2050 

tactgttgtc agtatcggtg ttttgaattg gtgcctgcct atagagatat attcacagtt 2110 

caaaagtcag gtgctgagag atggtttaaa gacaaattca tgaaggtata ttttgtgtta 2170 

tagttgttga tgagttcttt ggttttctgt atttttcccc ctctctttaa aacatcactg 2230 

aaatttcaat aaatttttat tgaaatgtc 2259 



<210> 168 
<211> 217 
<212> PRT 

<213> Homo sapiens 
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<400> 168 

Met Gly Gly Ala Phe Ser Ser Met Ala Ala Ala Gly Met Gly Pro Leu 

15 10 15 

Leu Ala Thr Val Ser Gly Ala Ser Thr Gly Val Ser Gly Leu Asp Ser 

20 25 30 

Thr Ala Met Ala Ser Ala Ala Ala Ala Gin Gly Leu Ser Gly Ala Ser 

35 40 45 

Ala Ala Thr Leu Pro Phe His Leu Gin Gin His Val Leu Ala Ser Gin 

50 55 60 

Gly Leu Ala Met Ser Pro Phe Gly Ser Leu Phe Pro Tyr Pro Tyr Thr 

65 70 75 80 

Tyr Met Ala Ala Ala Ala Ala Ala Ser Ser Ala Ala Ala Ser Ser Ser 

85 90 95 

Val His Arg His Pro Phe Leu Asn Leu Asn Thr Met Arg Pro Arg Leu 

100 105 110 

Arg Tyr Ser Pro Tyr Ser He Pro Val Pro Val Pro Asp Gly Ser Ser 
115 120 125 

Leu Leu Thr Thr Ala Leu Pro Ser Met Ala Ala Ala Ala Gly Pro Leu 

130 135 140 

Asp Gly Lys Val Ala Ala Leu Ala Ala Ser Pro Ala Ser Val Ala Val 
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145 150 155 160 

Asp Ser Gly Ser Glu Leu Asn Ser Arg Ser Ser Thr Leu Ser Ser Ser 
165 170 175 

Ser Met Ser Leu Ser Pro Lys Leu Cys Ala Glu Lys Glu Ala Ala Thr 
180 185 190 

Ser Glu Leu Gin Ser He Gin Arg Leu Val Ser Gly Leu Glu Ala Lys 

195 200 205 

Pro Asp Arg Ser Arg Ser Ala Ser Pro 

210 215 

<210> 169 

<211> 1688 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (56).. (1456) 

<400> 169 

agcgctcccg aggccgcggg agcctgcaga gaggacagcc ggcctgcgcc gggac atg 58 

Met 
1 

. 6 7 3 fflIIE# 2000-3062522 
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egg ccc cag gag etc ccc agg etc gcg ttc ccg ttg ctg ctg ttg ctg 106 
Arg Pro Gin Glu Leu Pro Arg Leu Ala Phe Pro Leu Leu Leu Leu Leu 

5 10 15 

ttg ctg ctg ctg ccg ccg ccg ccg tgc cct gec cac age gec acg cgc 154 
Leu Leu Leu Leu Pro Pro Pro Pro Cys Pro Ala His Ser Ala Thr Arg 

20 25 30 

ttc gac ccc acc tgg gag tec ctg gac gec cgc cag ctg ccc gcg tgg 202 
Phe Asp Pro Thr Trp Glu Ser Leu Asp Ala Arg Gin Leu Pro Ala Trp 

35 40 45 

ttt gac cag gec aag ttc ggc ate ttc ate cac tgg gga gtg ttt tec 250 
Phe Asp Gin Ala Lys Phe Gly He Phe He His Trp Gly Val Phe Ser 

50 55 60 65 

gtg ccc age ttc ggt age gag tgg ttc tgg tgg tat tgg caa aag gaa 298 
Val Pro Ser Phe Gly Ser Glu Trp Phe Trp Trp Tyr Trp Gin Lys Glu 

70 75 80 

aag ata ccg aag tat gtg gaa ttt atg aaa gat aat tac cct cct agt 346 
Lys He Pro Lys Tyr Val Glu Phe Met Lys Asp Asn Tyr Pro Pro Ser 

85 90 95 

ttc aaa tat gaa gat ttt gga cca eta ttt aca gca aaa ttt ttt aat 394 
Phe Lys Tyr Glu Asp Phe Gly Pro Leu Phe Thr Ala Lys Phe Phe Asn 

100 105 110 

gec aac cag tgg gca gat att ttt cag gec tct ggt gec aaa tac att 442 

6 7 4 ti}|iE#2 000-3062522 
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Ala Asn Gin Trp Ala Asp lie Phe Gin Ala Ser Gly Ala Lys Tyr He 

115 120 125 

gtc tta act tec aaa cat cat gaa ggc ttt acc ttg tgg ggg tea gaa 490 
Val Leu Thr Ser Lys His His Glu Gly Phe Thr Leu Trp Gly Ser Glu 
130 135 140 145 



tat teg tgg aac tgg aat gee ata gat gag ggg ccc aag agg gac att 538 
Tyr Ser Trp Asn Trp Asn Ala He Asp Glu Gly Pro Lys Arg Asp He 

150 155 160 

gtc aag gaa ctt gag gta gee att agg aac aga act gac ctg cgt ttt 586 
Val Lys Glu Leu Glu Val Ala He Arg Asn Arg Thr Asp Leu Arg Phe 

165 170 175 

gga ctg tac tat tec ctt ttt gaa tgg ttt cat ccg etc ttc ctt gag 634 
Gly Leu Tyr Tyr Ser Leu Phe Glu Trp Phe His Pro Leu Phe Leu Glu 

180 185 190 

gat gaa tec agt tea ttc cat aag egg caa ttt cca gtt tct aag aca 682 
Asp Glu Ser Ser Ser Phe His Lys Arg Gin Phe Pro Val Ser Lys Thr 

195 200 205 

ttg cca gag etc tat gag tta gtg aac aac tat cag cct gag gtt ctg 730 
Leu Pro Glu Leu Tyr Glu Leu Val Asn Asn Tyr Gin Pro Glu Val Leu 

210 215 220 225 

tgg teg gat ggt gac gga gga gca ccg gat caa tac tgg aac age aca 778 
Trp Ser Asp Gly Asp Gly Gly Ala Pro Asp Gin Tyr Trp Asn Ser Thr 

6 7 5 miE#2 0 0 0 - 3 0 6 2 5 2 2 
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230 235 240 

ggc ttc ttg gcc tgg tta tat aat gaa age cca gtt egg ggc aca gta 826 

Gly Phe Leu Ala Trp Leu Tyr Asn Glu Ser Pro Val Arg Gly Thr Val 

245 250 255 



gtc ace aat gat cgt tgg gga get ggt age ate tgt aag cat ggt ggc 874 
Val Thr Asn Asp Arg Trp Gly Ala Gly Ser He Cys Lys His Gly Gly 

260 265 270 

ttc tat acc tgc agt gat cgt tat aac cca gga cat ctt ttg cca cat 922 

Phe Tyr Thr Cys Ser Asp Arg Tyr Asn Pro Gly His Leu Leu Pro His 

275 280 285 

aaa tgg gaa aac tgc atg aca ata gac aaa ctg tec tgg ggc tat agg 970 

Lys Trp Glu Asn Cys Met Thr He Asp Lys Leu Ser Trp Gly Tyr Arg 

290 295 300 305 

agg gaa get gga ate tct gac tat ctt aca att gaa gaa ttg gtg aag 1018 

Arg Glu Ala Gly He Ser Asp Tyr Leu Thr He Glu Glu Leu Val Lys 

310 315 320 

caa ctt gta gag aca gtt tea tgt gga gga aat ctt ttg atg aat att 1066 

Gin Leu Val Glu Thr Val Ser Cys Gly Gly Asn Leu Leu Met Asn He 

325 330 335 

ggg ccc aca eta gat ggc acc att tct gta gtt ttt gag gag cga ctg 1114 

Gly Pro Thr Leu Asp Gly Thr He Ser Val Val Phe Glu Glu Arg Leu 

340 345 350 

6 7 6 ffiliE4#2 0 0 0 - 3 0 6 2 5 2 2 
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agg caa gtg ggg tec tgg eta aaa ,gtc aat gga gaa get att tat gaa 1162 
Arg Gin Val Gly Ser Trp Leu Lys Val Asn Gly Glu Ala lie Tyr Glu 

355 360 365 



acc tat ace tgg cga tec cag aac gac act gtc acc cca gat gtg tgg 1210 
Thr Tyr Thr Trp Arg Ser Gin Asn Asp Thr Val Thr Pro Asp Val Trp 

370 375 380 385 



tac aca tec aag cct aaa gaa aaa tta gtc tat gee att ttt cct aaa 1258 
Tyr Thr Ser Lys Pro Lys Glu Lys Leu Val Tyr Ala He Phe Pro Lys 

390 395 400 



tgg ccc aca tea gga cag ctg ttc ctt ggc cat ccc aaa get att ctg 1306 

Trp Pro Thr Ser Gly Gin Leu Phe Leu Gly His Pro Lys Ala lie Leu 

405 410 415 

ggg gca aca gag gtg aaa eta ctg ggc cat gga cag cca ctt aac tgg 1354 

Gly Ala Thr Glu Val Lys Leu Leu Gly His Gly Gin Pro Leu Asn Trp 

420 425 430 

att tct ttg gag caa aat ggc att atg gta gaa ctg cca cag eta acc 1402 

lie Ser Leu Glu Gin Asn Gly He Met Val Glu Leu Pro Gin Leu Thr 

435 440 445 



att cat cag atg ccg tgt aaa tgg ggc tgg get eta gec eta act aat 1450 
lie His Gin Met Pro Cys Lys Trp Gly Trp Ala Leu Ala Leu Thr Asn 

450 455 460 465 



6 7 7 



fttl^l 2000-3062522 



11 — 194179 

gtg ate taaagtgcag cagagtggct gatgetgeaa gttatgtcta aggctaggaa 1506 
Val He 

ctatcaggtg tctataattg tagcacatgg agaaagcaaa tgtaaaactg gataagaaaa 1566 
ttattttggc agttcagccc tttccctttt tcccactaaa ttttttctta aattacccat 1626 



gtaaccattt taactctcca gtgcactttg ccattaaagt ctcttcacat tgatttgtct 1686 
cc 1688 



<210> 170 
<211> 467 
<212> PRT 

<213> Homo sapiens 

<400> 170 

Met Arg Pro Gin Glu Leu Pro Arg Leu Ala Phe Pro Leu Leu Leu Leu 

15 10 15 

Leu Leu Leu Leu Leu Pro Pro Pro Pro Cys Pro Ala His Ser Ala Thr 

20 25 30 

Arg Phe Asp Pro Thr Trp Glu Ser Leu Asp Ala Arg Gin Leu Pro Ala 

35 40 45 

Trp Phe Asp Gin Ala Lys Phe Gly He Phe He His Trp Gly Val Phe 

50 55 60 
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Ser Val Pro Ser Phe Gly Ser Glu Trp Phe Trp Trp Tyr Trp Gin Lys 

65 70 75 80 

Glu Lys He Pro Lys Tyr Val Glu Phe Met Lys Asp Asn Tyr Pro Pro 

85 90 95 



Ser Phe Lys Tyr Glu Asp Phe Gly Pro Leu Phe Thr Ala Lys Phe Phe 
100 105 110 

Asn Ala Asn Gin Trp Ala Asp He Phe Gin Ala Ser Gly Ala Lys Tyr 
115 120 125 

He Val Leu Thr Ser Lys His His Glu Gly Phe Thr Leu Trp Gly Ser 

130 135 140 

Glu Tyr Ser Trp Asn Trp Asn Ala He Asp Glu Gly Pro Lys Arg Asp 

145 150 155 160 

He Val Lys Glu Leu Glu Val Ala He Arg Asn Arg Thr Asp Leu Arg 

165 170 175 

Phe Gly Leu Tyr Tyr Ser Leu Phe Glu Trp Phe His Pro Leu Phe Leu 

180 185 190 

Glu Asp Glu Ser Ser Ser Phe His Lys Arg Gin Phe Pro Val Ser Lys 

195 200 205 

Thr Leu Pro Glu Leu Tyr Glu Leu Val Asn Asn Tyr Gin Pro Glu Val 
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210 215 220 

Leu Trp Ser Asp Gly Asp Gly Gly Ala Pro Asp Gin Tyr Trp Asn Ser 

225 230 235 240 

Thr Gly Phe Leu Ala Trp Leu Tyr Asn Glu Ser Pro Val Arg Gly Thr 

245 250 255 

Val Val Thr Asn Asp Arg Trp Gly Ala Gly Ser He Cys Lys His Gly 

260 265 270 

Gly Phe Tyr Thr Cys Ser Asp Arg Tyr Asn Pro Gly His Leu Leu Pro 

275 280 285 

His Lys Trp Glu Asn Cys Met Thr He Asp Lys Leu Ser Trp Gly Tyr 

290 295 300 

Arg Arg Glu Ala Gly He Ser Asp Tyr Leu Thr He Glu Glu Leu Val 

305 310 315 320 

Lys Gin Leu Val Glu Thr Val Ser Cys Gly Gly Asn Leu Leu Met Asn 

325 330 335 

lie Gly Pro Thr Leu Asp Gly Thr He Ser Val Val Phe Glu Glu Arg 

340 345 350 

Leu Arg Gin Val Gly Ser Trp Leu Lys Val Asn Gly Glu Ala He Tyr 

355 360 365 
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Glu Thr Tyr Thr Trp Arg Ser Gin Asn Asp Thr Val Thr Pro Asp Val 

370 375 380 

Trp Tyr Thr Ser Lys Pro Lys Glu Lys Leu Val Tyr Ala He Phe Pro 
385 390 395 400 



Lys Trp Pro Thr Ser Gly Gin Leu Phe Leu Gly His Pro Lys Ala He 

405 410 415 

Leu Gly Ala Thr Glu Val Lys Leu Leu Gly His Gly Gin Pro Leu Asn 

420 425 430 

Trp He Ser Leu Glu Gin Asn Gly He Met Val Glu Leu Pro Gin Leu 

435 440 445 

Thr He His Gin Met Pro Cys Lys Trp Gly Trp Ala Leu Ala Leu Thr 

450 455 460 

Asn Val He 

465 



<210> 171 
<211> 2130 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
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<222> (20).. (1141) 
<400> 171 

acatggcccg cgggacaac atg get gcg ccc gca eta ggg ctg gtg tgt gga 52 

Met Ala Ala Pro Ala Leu Gly Leu Val Cys Gly 
1 5 10 



cgt tgc cct gag ctg ggt etc gtc etc ttg ctg ctg ctg etc teg ctg 100 
Arg Cys Pro Glu Leu Gly Leu Val Leu Leu Leu Leu Leu Leu Ser Leu 

15 20 25 

ctg tgt gga gcg gca ggg age cag gag gec ggg acc ggt gcg ggc gcg 148 
Leu Cys Gly Ala Ala Gly Ser Gin Glu Ala Gly Thr Gly Ala Gly Ala 

30 35 40 

ggg tec ctt gcg ggt tct tgc ggc tgc ggc acg ccc cag egg cct ggc 196 
Gly Ser Leu Ala Gly Ser Cys Gly Cys Gly Thr Pro Gin Arg Pro Gly 

45 50 55 

gee cat ggc agt teg gca gec get cac cga tac teg egg gag get aac 244 
Ala His Gly Ser Ser Ala Ala Ala His Arg Tyr Ser Arg Glu Ala Asn 

60 65 70 75 

get ccg ggc ccc gta ccc gga gag egg caa etc gcg cac tea aag atg 292 
Ala Pro Gly Pro Val Pro Gly Glu Arg Gin Leu Ala His Ser Lys Met 

80 85 90 

gtc ccc ate cct get gga gta ttt aca atg ggc aca gat gat cct cag 340 
Val Pro lie Pro Ala Gly Val Phe Thr Met Gly Thr Asp Asp Pro Gin 

6 8 2 ffif£# 2000-3062522 



#3* 11 — 19417 



95 



100 



105 



ata aag cag gat ggg gaa gca cct gcg agg aga gtt act att gat gcc 388 
He Lys Gin Asp Gly Glu Ala Pro Ala Arg Arg Val Thr He Asp Ala 
110 115 120 



ctt tac atg gat gcc tat gaa gtc agt aat act gaa ttt gag aag ttt 436 
Leu Tyr Met Asp Ala Tyr Glu Val Ser Asn Thr Glu Phe Glu Lys Phe 

125 130 135 

gtg aac tea act ggc tat ttg aca gag get gag aag ttt ggc gac tec 484 
Val Asn Ser Thr Gly Tyr Leu Thr Glu Ala Glu Lys Phe Gly Asp Ser 

140 145 150 155 

ttt gtc ttt gaa ggc atg ttg agt gag caa gtg aag acc aat att caa 532 
Phe Val Phe Glu Gly Met Leu Ser Glu Gin Val Lys Thr Asn He Gin 

160 165 170 

cag gca gtt gca get get ccc tgg tgg tta cct gtg aaa ggc get aac 580 
Gin Ala Val Ala Ala Ala Pro Trp Trp Leu Pro Val Lys Gly Ala Asn 
175 180 185 

tgg aga cac cca gaa ggg cct gac tct act att ctg cac agg ccg gat 628 
Trp Arg His Pro Glu Gly Pro Asp Ser Thr He Leu His Arg Pro Asp 
190 195 200 

cat cca gtt etc cat gtg tec tgg aat gat gcg gtt gcc tac tgc act 676 
His Pro Val Leu His Val Ser Trp Asn Asp Ala Val Ala Tyr Cys Thr 

205 210 215 



6 8 3 



ffil£#2 000-3062522 



11-19 4 17 9 



tgg gca ggg aag egg ctg ccc acg gaa get gag tgg gaa tac age tgt 724 
Trp Ala Gly Lys Arg Leu Pro Thr Glu Ala Glu Trp Glu Tyr Ser Cys 

220 225 230 235 

cga gga ggc ctg cat aat aga ctt ttc ccc tgg ggc aac aaa ctg cag 772 
Arg Gly Gly Leu His Asn Arg Leu Phe Pro Trp Gly Asn Lys Leu Gin 

240 245 250 

ccc aaa ggc cag cat tat gec aac att tgg cag ggc gat ttt ccg gtg 820 
Pro Lys Gly Gin His Tyr Ala Asn He Trp Gin Gly Asp Phe Pro Val 

255 260 265 

acc aac act ggt gag gat ggc ttc caa gga act gcg cct gtt gat gec 868 
Thr Asn Thr Gly Glu Asp Gly Phe Gin Gly Thr Ala Pro Val Asp Ala 

270 275 280 

ttc cct ccc aat ggt tat ggc tta tac aac ata gtg ggg aac gca tgg 916 
Phe Pro Pro Asn Gly Tyr Gly Leu Tyr Asn He Val Gly Asn Ala Trp 

285 290 295 

gaa tgg act tea gac tgg tgg act gtt cat cat tct gtt gaa gaa acg 964 
Glu Trp Thr Ser Asp Trp Trp Thr Val His His Ser Val Glu Glu Thr 

300 305 310 315 

ctt aac cca aaa ggt ccc cct tct ggg aaa gac cga gtg aag aaa ggt 1012 
Leu Asn Pro Lys Gly Pro Pro Ser Gly Lys Asp Arg Val Lys Lys Gly 

320 325 330 

6 8 4 ffisEE4f 2 0 0 0 - 3 0 6 2 5 2 2 



11-19417 



gga tec tac atg tgc cat agg tct tat tgt tac agg tat cgc tgt get 1060 
Gly Ser Tyr Met Cys His Arg Ser Tyr Cys Tyr Arg Tyr Arg Cys Ala 

335 340 345 

get egg age cag aac aca cct gat age tct get teg aat ctg gga ttc 1108 

Ala Arg Ser Gin Asn Thr Pro Asp Ser Ser Ala Ser Asn Leu Gly Phe 
~~ 350 ~ 355 360 

cgc tgt gca gee gac cgc ctg ccc acc atg gac tgacaaccaa gggtagtctt 1161 

Arg Cys Ala Ala Asp Arg Leu Pro Thr Met Asp 

365 370 

ccccagtcca aggagcagtc gtgtctgacc tacattgggc tttcctcaga actttgaacg 1221 

atcccatgca aagaattccc accctgaggt gggttacata cctgcccaat ggccaaagga 1281 

accgccttgt gagaccaaat tgctgacctg ggtcagtgca tgtgctttat ggtgtggtgc 1341 

atctttggag atcatcacca tattttactt ttgagagtct ttaaagagga aggggagtgg 1401 

agggaaccct gagctaggct teaggaggee cgcatcctac gcaggctctg ccacaggggt 1461 

tagaccccag gtccgacgct tgaccttcct gggcctcaag tgccctcccc tatcaaatga 1521 

aggaatggac agcatgacct ctgggtgtct ctccaactca ccagttctaa aaagggtatc 1581 

agattctatt gtgacttcat agaatttatg atagattatt ttttagctat tttttccatg 1641 

tgtgaacctt gagtgatact aatcatgtaa agtaagagtt ctcttatgta ttatgttcgg 1701 

6 8 5 mtE# 2000-3062522 



#31 11-194179 

aagaggggtg tggtgactcc tttatattcg tactgcactt tgtttttcca aggaaatcag 1761 
tgtcttttac gttgttatga tgaatcccac atggggccgg tgatggtatg ctgaagttca 1821 
gccgttgaac acataggaat gtctgtgggg tgactctact gtgctttatc ttttaacatt 1881 
aagtgccttt ggttcagagg ggcagtcata agctctgttt ccccctctcc ccaaagcctt 1941 
cagcgaacgt gaaatgtgcg ctaaacgggg aaacctgttt aattctagat atagggaaaa 2001 
aggaacgagg accttgaatg agctatattc agggtatccg gtattttgta atagggaata 2061 
ggaaaccttg ttggctgtgg aatatccgat gctttgaatc atgcactgtg ttgaataaac 2121 
gtatctgct 2130 

<210> 172 
<211> 374 
<212> PRT 

<213> Homo sapiens 
<400> 172 

Met Ala Ala Pro Ala Leu Gly Leu Val Cys Gly Arg Cys Pro Glu Leu 

15 10 15 

Gly Leu Val Leu Leu Leu Leu Leu Leu Ser Leu Leu Cys Gly Ala Ala 

20 25 30 

6 8 6 ffifl4f 2000-3062522 



#5p 11-194179 • 



Gly Ser Gin Glu Ala Gly Thr Gly Ala Gly Ala Gly Ser Leu Ala Gly 

35 40 45 

Ser Cys Gly Cys Gly Thr Pro Gin Arg Pro Gly Ala His Gly Ser Ser 

50 55 60 



Ala Ala Ala His Arg Tyr Ser Arg Glu Ala Asn Ala Pro Gly Pro Val 

65 70 75 80 

Pro Gly Glu Arg Gin Leu Ala His Ser Lys Met Val Pro He Pro Ala 

85 90 95 

Gly Val Phe Thr Met Gly Thr Asp Asp Pro Gin lie Lys Gin Asp Gly 
100 105 110 

Glu Ala Pro Ala Arg Arg Val Thr He Asp Ala Leu Tyr Met Asp Ala 

115 120 125 

Tyr Glu Val Ser Asn Thr Glu Phe Glu Lys Phe Val Asn Ser Thr Gly 

130 135 140 

Tyr Leu Thr Glu Ala Glu Lys Phe Gly Asp Ser Phe Val Phe Glu Gly 

145 150 155 160 

Met Leu Ser Glu Gin Val Lys Thr Asn He Gin Gin Ala Val Ala Ala 

165 170 175 

Ala Pro Trp Trp Leu Pro Val Lys Gly Ala Asn Trp Arg His Pro Glu 



6 8 7 
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11 — 194179 
180 185 190 

Gly Pro Asp Ser Thr lie Leu His Arg Pro Asp His Pro Val Leu His 

195 200 205 

Val Ser Trp Asn Asp Ala Val Ala Tyr Cys Thr Trp Ala Gly Lys Arg 
210 215 220 

Leu Pro Thr Glu Ala Glu Trp Glu Tyr Ser Cys Arg Gly Gly Leu His 

225 230 235 240 

Asn Arg Leu Phe Pro Trp Gly Asn Lys Leu Gin Pro Lys Gly Gin His 

245 250 255 

Tyr Ala Asn He Trp Gin Gly Asp Phe Pro Val Thr Asn Thr Gly Glu 

260 265 270 

Asp Gly Phe Gin Gly Thr Ala Pro Val Asp Ala Phe Pro Pro Asn Gly 

275 280 285 

Tyr Gly Leu Tyr Asn He Val Gly Asn Ala Trp Glu Trp Thr Ser Asp 

290 295 300 

Trp Trp Thr Val His His Ser Val Glu Glu Thr Leu Asn Pro Lys Gly 

305 310 315 320 

Pro Pro Ser Gly Lys Asp Arg Val Lys Lys Gly Gly Ser Tyr Met Cys 

325 330 335 



6 8 8 
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#3* 11-19 4 17 




His Arg Ser Tyr Cys Tyr Arg Tyr Arg Cys Ala Ala Arg Ser Gin Asn 

340 345 350 

Thr Pro Asp Ser Ser Ala Ser Asn Leu Gly Phe Arg Cys Ala Ala Asp 

355 360 365 



Arg Leu Pro Thr Met Asp 

370 

<210> 173 
<211> 1836 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (150).. (560) 

<400> 173 

ctgtcagcgc ctttgtgagg agaaatgtgg ctgtctacta cgtgtcctat gctgtcttcg 60 

ttgtcaccta cctgatcctt gcctgctgcc agggacccag acgccgtttc ccatggaaca 120 

tcattctgct gacccttttt acttttgcc atg ggc ttc atg acg ggc acc att 173 

Met Gly Phe Met Thr Gly Thr He 

1 5 

tec agt atg tac caa acc aaa gec gtc ate att gca atg ate ate act 221 



6 8 9 



ffiIE#2 000-3062522 




11-19 4 17 9 



Ser Ser Met Tyr Gin Thr Lys Ala Val He He Ala Met He He Thr 

10 15 20 

gcg gtg gta tec att tea gtc ace ate ttc tgc ttt cag ace aag gtg 269 

Ala Val Val Ser lie Ser Val Thr He Phe Cys Phe Gin Thr Lys Val 

25 30 35 40 



gac ttc ace teg tgc aca ggc etc ttc tgt gtc ctg gga att gtg etc 317 
Asp Phe Thr Ser Cys Thr Gly Leu Phe Cys Val Leu Gly He Val Leu 

45 50 55 

ctg gtg act ggg att gtc act age att gtg etc tac ttc caa tac gtt 365 
Leu Val Thr Gly He Val Thr Ser He Val Leu Tyr Phe Gin Tyr Val 

60 65 70 

tac tgg etc cac atg etc tat get get ctg ggg gee att tgt ttc ace 413 
Tyr Trp Leu His Met Leu Tyr Ala Ala Leu Gly Ala He Cys Phe Thr 

75 80 85 

ctg ttc ctg get tac gac aca cag ctg gtc ctg ggg aac egg aag cac 461 
Leu Phe Leu Ala Tyr Asp Thr Gin Leu Val Leu Gly Asn Arg Lys His 

90 95 100 

ace ate age ccc gag gac tac ate act ggc gee ctg cag att tac aca 509 
Thr lie Ser Pro Glu Asp Tyr He Thr Gly Ala Leu Gin He Tyr Thr 

105 110 115 120 

gac ate ate tac ate ttc ace ttt gtg ctg cag ctg atg ggg gat cgc 557 
Asp He He Tyr He Phe Thr Phe Val Leu Gin Leu Met Gly Asp Arg 



6 9 0 
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125 



130 



135 



aat taaggagcaa gcccccattt tcacccgatc ctgggctctc ccttccaagc 



610 



Asn 



tagagggctg ggccctatga ctgtggtctg ggctttaggc ccctttcctt ccccttgagt 670 



aacatgccca gtttcctttc tgtcctggag acaggtggcc tctctggcta tggatgtgtg 730 



ggtacttggt ggggacggag gagctaggga ctaactgttg ctcttggtgg gcttggcagg 790 



gactaggctg aagatgtgtc ttctccccgc cacctactgt atgacaccac attcttccta 850 



acagctgggg ttgtgaggaa tatgaaaaga gcctattcga tagctagaag ggaatatgaa 910 



aggtagaagt gacttcaagg tcacgaggtt cccctcccac ctctgtcaca ggcttcttga 970 



ctacgtagtt ggagctattt cctcccccag caaagccaga gagctttgtc cccggcctcc 1030 



tggacacata ggccattatc ctgtattcct ttggcttggc atcttttagc tcaggaaggt 1090 



agaagagatc tgtgcccatg ggtctccttg cttcaatccc ttcttgtttc agtgacatat 1150 



gtattgttta tctgggttag ggatggggga cagataatag aacgagcaaa gtaacctata 1210 



caggccagca tggaacagca tctcccctgg gcttgctcct ggcttgtgac gctataagac 1270 



agagcagcca catgtggcca tctgctcccc attcttgaaa gctgctgggg cctccttgca 1330 



6 9 1 



mtrE4t 2000-3062522 




11-194179 



ggcttctgga tctctggtca gagtgaactc ttgcttcctg tattcaggca gctcagagca 1390 

gaaagtaagg ggcagagtca tacgtgtggc caggaagtag ccagggtgaa gagagactcg 1450 

gtgcgggcag ggagaatgcc tgggggtccc tcacctggct agggagatac cgaagcctac 1510 

tgtggtactg aagacttctg ggttctttcc ttctgctaac ccagggaggg tcctaagagg 1570 

aaggtgactt ctctctgttt gtcttaagtt gcactggggg atttctgact tgaggcccat 1630 

ctctccagcc agccactccc ttctttgtaa tattaagtgc cttgagctgg aatggggaag 1690 

ggggacaagg gtcagtctgt cgggtggggg cagaaatcaa atcagcccaa ggatatagtt 1750 

aggattaatt acttaataga gaaatcctaa ctatatcaca caaagggata caactataaa 1810 

tgtaataaaa tttatgtcta gaagtt 1836 

<210> 174 
<211> 137 
<212> PRT 

<213> Homo sapiens 
<400> 174 

Met Gly Phe Met Thr Gly Thr He Ser Ser Met Tyr Gin Thr Lys Ala 
15 10 15 

Val He He Ala Met He lie Thr Ala Val Val Ser He Ser Val Thr 

6 9 2 fflSEIf 2000-3062522 



11-19 4 17 




20 25 30 

lie Phe Cys Phe Gin Thr Lys Val Asp Phe Thr Ser Cys Thr Gly Leu 

35 40 45 

Phe Cys Val Leu Gly He Val Leu Leu Val Thr Gly He Val Thr Ser 

50 55 60 

He Val Leu Tyr Phe Gin Tyr Val Tyr Trp Leu His Met Leu Tyr Ala 

65 70 75 80 

Ala Leu Gly Ala He Cys Phe Thr Leu Phe Leu Ala Tyr Asp Thr Gin 

85 90 95 

Leu Val Leu Gly Asn Arg Lys His Thr lie Ser Pro Glu Asp Tyr He 
100 105 110 

Thr Gly Ala Leu Gin He Tyr Thr Asp He He Tyr He Phe Thr Phe 

115 120 125 

Val Leu Gin Leu Met Gly Asp Arg Asn 

130 135 



<210> 175 
<211> 2198 
<212> DNA 

<213> Homo sapiens 

6 9 3 ai!I#2 0 0 0- 3 0 6 2 5 2 2 
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<220> 
<221> CDS 

<222> (123).. (1238) 
<400> 175 

aaaaaactct ttcttcggct cgcgagctga gaggagcagg tagaggggca gaggcgggac 60 



tgtcgtctgg gggagccgcc caggaggctc ctcaggccga ccccagtccc tggctggcca 120 

gg atg aag tat etc egg cac egg egg ccc aat gec acc etc att ctg 167 
Met Lys Tyr Leu Arg His Arg Arg Pro Asn Ala Thr Leu He Leu 
1 5 10 15 

gee ate ggc get ttc acc etc etc etc ttc agt ctg eta gtg tea cca 215 
Ala He Gly Ala Phe Thr Leu Leu Leu Phe Ser Leu Leu Val Ser Pro 

20 25 30 

ccc acc tgc aag gtc cag gag cag cca ccg gcg ate ccc gag gee ctg 263 
Pro Thr Cys Lys Val Gin Glu Gin Pro Pro Ala He Pro Glu Ala Leu 

35 40 45 

gee tgg ccc act cca ccc acc cgc cca gee ccg gee ccg tgc cat gec 311 
Ala Trp Pro Thr Pro Pro Thr Arg Pro Ala Pro Ala Pro Cys His Ala 

50 55 60 

aac acc tct atg gtc acc cac ccg aac ttc gec acg cag ccg cag cac 359 
Asn Thr Ser Met Val Thr His Pro Asn Phe Ala Thr Gin Pro Gin His 

65 70 75 



6 9 4 
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11-19417 



gtt cag aac ttc etc ctg tac aga cac tgc cgc cac ttt ccc ctg ctg 407 

Val Gin Asn Phe Leu Leu Tyr Arg His Cys Arg His Phe Pro Leu Leu 

80 85 90 95 

cag gac gtg ccc ccc tct aag tgc gcg cag ccg gtc ttc ctg ctg ctg 455 

Gin Asp Val Pro Pro Ser Lys Cys Ala Gin Pro Val Phe Leu Leu Leu 
100 105 110 

gtg ate aag tec tec cct age aac tat gtg cgc cgc gag ctg ctg egg 503 

Val lie Lys Ser Ser Pro Ser Asn Tyr Val Arg Arg Glu Leu Leu Arg 

115 120 125 

cgc acg tgg ggc cgc gag cgc aag gta egg ggt ttg cag ctg cgc etc 551 

Arg Thr Trp Gly Arg Glu Arg Lys Val Arg Gly Leu Gin Leu Arg Leu 
130 135 140 

etc ttc ctg gtg ggc aca gee tec aac ccg cac gag gee cgc aag gtc 599 

Leu Phe Leu Val Gly Thr Ala Ser Asn Pro His Glu Ala Arg Lys Val 
145 150 155 

aac egg ctg ctg gag ctg gag gca cag act cac gga gac ate ctg cag 647 

Asn Arg Leu Leu Glu Leu Glu Ala Gin Thr His Gly Asp lie Leu Gin 

160 165 170 175 

tgg gac ttc cac gac tec ttc ttc aac etc acg etc aag cag gtc ctg 695 

Trp Asp Phe His Asp Ser Phe Phe Asn Leu Thr Leu Lys Gin Val Leu 
180 185 190 

ttc tta cag tgg cag gag aca agg tgc gec aac gee age ttc gtg etc 743 

6 9 5 ffi|E#2 0 0 0 - 3 0 6 2 5 2 2 



11-194179 



Phe Leu Gin Trp Gin Glu Thr Arg Cys Ala Asn Ala Ser Phe Val Leu 

195 200 205 

aac ggg gat gat gac gtc ttt gca cac aca gac aac atg gtc ttc tac 791 
Asn Gly Asp Asp Asp Val Phe Ala His Thr Asp Asn Met Val Phe Tyr 
210 215 220 



ctg cag gac cat gac cct ggc cgc cac etc ttc gtg ggg caa ctg ate 839 
Leu Gin Asp His Asp Pro Gly Arg His Leu Phe Val Gly Gin Leu He 

225 230 235 

caa aac gtg ggc ccc ate egg get ttt tgg age aag tac tat gtg cca 887 
Gin Asn Val Gly Pro He Arg Ala Phe Trp Ser Lys Tyr Tyr Val Pro 

240 245 250 255 

gag gtg gtg act cag aat gag egg tac cca ccc tat tgt ggg ggt ggt 935 
Glu Val Val Thr Gin Asn Glu Arg Tyr Pro Pro Tyr Cys Gly Gly Gly 

260 265 270 

ggc ttc ttg ctg tec cgc ttc acg gec get gec ctg cgc cgt get gee 983 
Gly Phe Leu Leu Ser Arg Phe Thr Ala Ala Ala Leu Arg Arg Ala Ala 

275 280 285 

cat gtc ttg gac ate ttc ccc att gat gat gtc ttc ctg ggt atg tgt 1031 
His Val Leu Asp He Phe Pro He Asp Asp Val Phe Leu Gly Met Cys 

290 295 300 

ctg gag ctt gag gga ctg aag cct gec tec cac age ggc ate cgc acg 1079 
Leu Glu Leu Glu Gly Leu Lys Pro Ala Ser His Ser Gly He Arg Thr 

6 9 6 ffiU#2 0 0 0 - 3 0 6 2 5 2 2 
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305 310 315 

tct ggc gtg egg get cca teg caa cgc ctg tec tec ttt gac ccc tgc 1127 

Ser Gly Val Arg Ala Pro Ser Gin Arg Leu Ser Ser Phe Asp Pro Cys 

320 325 330 335 



ttc tac cga gac ctg ctg ctg gtg cac cgc ttc eta cct tat gag atg 1175 
Phe Tyr Arg Asp Leu Leu Leu Val His Arg Phe Leu Pro Tyr Glu Met 

340 345 350 

ctg etc atg tgg gat gcg ctg aac egg ccc aac etc acc tgc ggc aat 1223 
Leu Leu Met Trp Asp Ala Leu Asn Arg Pro Asn Leu Thr Cys Gly Asn 

355 360 365 

cag aca cag ate tac tgagtcagca tcagggtccc cagcctctgg gctcctgttt 1278 
Gin Thr Gin He Tyr 

370 

ccataggaag gggcgacacc ttcctcccag gaagctgaga cctttgtggt ctgagcataa 1338 

gggagtgcca gggaaggttt gaggtttgat gagtgaatat actggctggc gaactcctac 1398 

acatccttca aaacccacct ggtactgttc cagcatcttc cctggatggc tggaggaact 1458 

ccagaaaata tccatcttct ttttgtggct gctaatggca gaagtgcctg tgctagagtt 1518 

ccaactgtgg atgcatccgt cccgtttgag tcaaagtctt acttccctgc tctcacctac 1578 

teacagaegg gatgetaage agtgcacctg cagtggttta atggcagata agctccgtct 1638 



6 9 7 
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gcagttccag gccagccaga aactcctgtg cacatagagc tgacgtgaga aatatctttc 1698 



agcccaggag agaggggtcc tgatcttaac cctttcctgg gcctcagaca actcagaagg 1758 



ttggggggat accagagagg tggtggaata ggaccgcccc ctccttactt gtgggatcaa 1818 



atgctgtaat ggtggaggtg tgggcagagg agggaggcaa gtgtcctttg aaagttgtga 1878 



gagctcagag tttctggggt cctcattagg agcccccatc cctgtgttcc ccaagaattc 1938 



agagaacagc actggggctg gaatgatctt taatgggccc aaggccaaca ggcatatgcc 1998 



tcactactgc ctggagaagg gagagattca ggtcctccag cagcctccct cgcccagtat 2058 



gttttacaga ttacgggggg accgggtgag ccagtgaccc cctgtagccc ccagcttcag 2118 



gcctcagtgt ctgccagtca agcttcacag gcattgtgat ggggcagcct tggggaatat 2178 



aaaattttgt gaagacttgg 2198 



<210> 176 
<211> 372 
<212> PRT 

<213> Homo sapiens 
<400> 176 

Met Lys Tyr Leu Arg His Arg Arg Pro Asn Ala Thr Leu lie Leu Ala 



6 9 8 mi£# 2000-3062522 
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15 10 15 

lie Gly Ala Phe Thr Leu Leu Leu Phe Ser Leu Leu Val Ser Pro Pro 

20 25 30 

Thr Cys Lys Val Gin Glu Gin Pro Pro Ala lie Pro Glu Ala Leu Ala 

35 40 45 

Trp Pro Thr Pro Pro Thr Arg Pro Ala Pro Ala Pro Cys His Ala Asn 

50 55 60 

Thr Ser Met Val Thr His Pro Asn Phe Ala Thr Gin Pro Gin His Val 

65 70 75 80 



Gin Asn Phe Leu Leu Tyr Arg His Cys Arg His Phe Pro Leu Leu Gin 

85 90 95 

Asp Val Pro Pro Ser Lys Cys Ala Gin Pro Val Phe Leu Leu Leu Val 

100 105 HO 

lie Lys Ser Ser Pro Ser Asn Tyr Val Arg Arg Glu Leu Leu Arg Arg 

115 120 125 

Thr Trp Gly Arg Glu Arg Lys Val Arg Gly Leu Gin Leu Arg Leu Leu 

130 135 140 

Phe Leu Val Gly Thr Ala Ser Asn Pro His Glu Ala Arg Lys Val Asn 

145 150 155 160 



6 9 9 
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Arg Leu Leu Glu Leu Glu Ala Gin Thr His Gly Asp He Leu Gin Trp 

165 170 175 

Asp Phe His Asp Ser Phe Phe Asn Leu Thr Leu Lys Gin Val Leu Phe 
180 185 190 



Leu Gin Trp Gin Glu Thr Arg Cys Ala Asn Ala Ser Phe Val Leu Asn 

195 200 205 

Gly Asp Asp Asp Val Phe Ala His Thr Asp Asn Met Val Phe Tyr Leu 
210 215 220 

Gin Asp His Asp Pro Gly Arg His Leu Phe Val Gly Gin Leu He Gin 

225 230 235 240 

Asn Val Gly Pro He Arg Ala Phe Trp Ser Lys Tyr Tyr Val Pro Glu 

245 250 255 

Val Val Thr Gin Asn Glu Arg Tyr Pro Pro Tyr Cys Gly Gly Gly Gly 

260 265 270 

Phe Leu Leu Ser Arg Phe Thr Ala Ala Ala Leu Arg Arg Ala Ala His 

275 280 285 

Val Leu Asp lie Phe Pro He Asp Asp Val Phe Leu Gly Met Cys Leu 

290 295 300 

Glu Leu Glu Gly Leu Lys Pro Ala Ser His Ser Gly He Arg Thr Ser 

305 310 315 320 
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Gly Val Arg Ala Pro Ser Gin Arg Leu Ser Ser Phe Asp Pro Cys Phe 

325 330 335 

Tyr Arg Asp Leu Leu Leu Val His Arg Phe Leu Pro Tyr Glu Met Leu 
340 345 350 

Leu Met Trp Asp Ala Leu Asn Arg Pro Asn Leu Thr Cys Gly Asn Gin 

355 360 365 

Thr Gin lie Tyr 

370 

<210> 177 
<211> 2222 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (45).. (1532) 

<400> 177 

aaaaaaaatt ccgccaagtc tctcgctctg cccaggacgc acag atg aga gcg etc 56 

Met Arg Ala Leu 
1 

cga aga ctg att cag ggc agg ate ctg etc ctg acc ate tgc get gec 104 

7 0 1 fflSE# 2000-3062522 
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Arg Arg Leu He Gin Gly Arg lie 

5 10 

ggc att ggt ggg act ttt cag ttt 
Gly He Gly Gly Thr Phe Gin Phe 

25 



Leu Leu Leu Thr He Cys Ala Ala 

15 20 

ggc tat aac etc tct ate ate aat 152 
Gly Tyr Asn Leu Ser He He Asn 

30 35 



gec ccg acc ttg cac att cag gaa ttc acc aat gag aca tgg cag gcg 200 
Ala Pro Thr Leu His He Gin Glu Phe Thr Asn Glu Thr Trp Gin Ala 

40 45 50 

cgt act gga gag cca ctg ccc gat cac eta gtc ctg ctt atg tgg tec 248 
Arg Thr Gly Glu Pro Leu Pro Asp His Leu Val Leu Leu Met Trp Ser 

55 60 65 

etc ate gtg tct ctg tat ccc ctg gga ggc etc ttt gga gca ctg ctt 296 
Leu He Val Ser Leu Tyr Pro Leu Gly Gly Leu Phe Gly Ala Leu Leu 

70 75 80 

gca ggt ccc ttg gec ate acg ctg gga agg aag aag tec etc ctg gtg 344 
Ala Gly Pro Leu Ala He Thr Leu Gly Arg Lys Lys Ser Leu Leu Val 

85 90 95 100 

aat aac ate ttt gtg gtg tea gca gca ate ctg ttt gga ttc age cgc 392 
Asn Asn He Phe Val Val Ser Ala Ala He Leu Phe Gly Phe Ser Arg 

105 110 115 

aaa gca ggc tec ttt gag atg ate atg ctg gga aga ctg etc gtg gga 440 
Lys Ala Gly Ser Phe Glu Met He Met Leu Gly Arg Leu Leu Val Gly 



7 0 2 
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120 125 130 

gtc aat gca ggt gtg age atg aac ate cag ccc atg tac ctg ggg gag 488 

Val Asn Ala Gly Val Ser Met Asn lie Gin Pro Met Tyr Leu Gly Glu 

135 140 145 



age gee cct aag gag etc cga gga get gtg gee atg age tea gee ate 536 
Ser Ala Pro Lys Glu Leu Arg Gly Ala Val Ala Met Ser Ser Ala He 

150 155 160 

ttt acg get ctg ggg ate gtg atg gga cag gtg gtc gga etc agg gag 584 
Phe Thr Ala Leu Gly lie Val Met Gly Gin Val Val Gly Leu Arg Glu 

165 170 175 180 

etc eta ggt ggc cct cag gee tgg ccc ctg ctg ctg gee age tgc ctg 632 
Leu Leu Gly Gly Pro Gin Ala Trp Pro Leu Leu Leu Ala Ser Cys Leu 

185 190 195 

gtg ccc ggg gcg etc cag etc gee tec ctg cct ctg etc cct gaa age 680 
Val Pro Gly Ala Leu Gin Leu Ala Ser Leu Pro Leu Leu Pro Glu Ser 

200 205 210 

ccg cgc tac etc etc att gac tgt gga gac acc gag gee tgc ctg gca 728 
Pro Arg Tyr Leu Leu He Asp Cys Gly Asp Thr Glu Ala Cys Leu Ala 

215 220 225 

gca eta egg egg etc egg ggc tec ggg gac ttg gca ggg gag ctg gag 776 
Ala Leu Arg Arg Leu Arg Gly Ser Gly Asp Leu Ala Gly Glu Leu Glu 

230 235 240 

7 0 3 miE#2 0 0 0 - 3 0 6 2 5 2 2 
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gag ctg gag gag gag cgc get gec tgc cag ggc tgc cgt gec egg cgc 824 

Glu Leu Glu Glu Glu Arg Ala Ala Cys Gin Gly Cys Arg Ala Arg Arg 

245 250 255 260 

cca tgg gag ctg ttc cag cat egg gec ctg agg aga cag gtg aca age 872 

Pro Trp Glu Leu Phe Gin His Arg Ala Leu Arg Arg Gin Val Thr Ser 

265 270 275 

etc gtg gtt ctg ggc agt gec atg gag etc tgc ggg aat gac teg gtg 920 

Leu Val Val Leu Gly Ser Ala Met Glu Leu Cys Gly Asn Asp Ser Val 

280 285 290 

tac gec tac gec tec tec gtg ttc egg aag gca gga gtg ccg gaa gcg 968 

Tyr Ala Tyr Ala Ser Ser Val Phe Arg Lys Ala Gly Val Pro Glu Ala 

295 300 305 

aag ate cag tac gcg ate ate ggg act ggg age tgc gag ctg etc acg 1016 

Lys He Gin Tyr Ala lie He Gly Thr Gly Ser Cys Glu Leu Leu Thr 

310 315 320 

gcg gtt gtt agt tgt gtg gta ate gag agg gtg ggt egg cgc gtg ctg 1064 

Ala Val Val Ser Cys Val Val He Glu Arg Val Gly Arg Arg Val Leu 

325 330 335 340 

etc ate ggt ggg tac age ctg atg ace tgc tgg ggg age ate ttc act 1112 

Leu He Gly Gly Tyr Ser Leu Net Thr Cys Trp Gly Ser He Phe Thr 

345 350 355 

7 0 4 tfJUEftF 2 0 0 0 - 3 0 6 2 5 2 2 
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gtg gcc ctg tgc ctg cag age tec ttc ccc tgg aca etc tac ctg gec 1160 
Val Ala Leu Cys Leu Gin Ser Ser Phe Pro Trp Thr Leu Tyr Leu Ala 

360 365 370 

atg gcc tgc ate ttt gcc ttc ate etc age ttt ggc att ggc cct gcc 1208 
Met Ala Cys lie Phe Ala Phe He Leu S er Phe Gly He Gly Pro Ala 

' 375 380 385 

gga gtg acg ggg ate ctg gcc aca gag ctg ttt gac cag atg gcc agg 1256 
Gly Val Thr Gly He Leu Ala Thr Glu Leu Phe Asp Gin Met Ala Arg 

390 395 400 

cct get gcc tgc atg gtc tgc ggg gcg etc atg tgg ate atg etc ate 1304 
Pro Ala Ala Cys Met Val Cys Gly Ala Leu Met Trp He Met Leu He 
405 410 415 420 

ctg gtc ggc ctg gga ttt ccc ttt ate atg gag gcc ttg tec cac ttc 1352 
Leu Val Gly Leu Gly Phe Pro Phe lie Met Glu Ala Leu Ser His Phe 

425 430 435 

etc tat gtc cct ttc ctt ggt gtc tgt gtc tgt ggg gcc ate tac act 1400 
Leu Tyr Val Pro Phe Leu Gly Val Cys Val Cys Gly Ala He Tyr Thr 

440 445 450 

ggc ctg ttc ctt cct gag ace aaa ggc aag ace ttc caa gag ate tec 1448 
Gly Leu Phe Leu Pro Glu Thr Lys Gly Lys Thr Phe Gin Glu lie Ser 

455 460 465 

aag gaa tta cac aga etc aac ttc ccc agg egg gcc cag ggc ccc acg 1496 



7 0 5 
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Lys Glu Leu His Arg Leu Asn Phe Pro Arg Arg Ala Gin Gly Pro Thr 

470 475 480 

tgg agg age ctg gag gtt ate cag tea aca gaa etc tagtcccaaa 1542 

Trp Arg Ser Leu Glu Val He Gin Ser Thr Glu Leu 
485 490 495 



ggggtggcca gagecaaage cagctactgt cctgtcctct gcttcctgcc agggecctgg 1602 
tcctcactcc ctcctgcatt cctcatttaa ggagtgttta ttgagcaccc tttgtgtgca 1662 
gacatggctc caggtgetta gcaatcaatg gtgagcgtgg tattccaggc taaaggtaat 1722 
taactgacag aaaatcagta acaacataat tacaggctgg ttgtggcagc tcatgactgt 1782 
aatcccagca ctttgggagg ccaaggtggg aggatcaatt gaggecagag tttgaaacca 1842 
gectaggtaa catagtgaga ccccctacct ctacaaaaaa ttttaaacat tagctgggca 1902 
tggtggtatg tgetaacage tctagctact caggaggctg aggcagcagg atcacttgag 1962 
tccaagagtt caaggtagca gtaagctaca atcacaccac tgcatgccag actgggtgac 2022 
agagggagac ttcatctctt taaaacataa taataataat tacagactca ggaaatgcag 2082 
tgaaagaaaa atacaggttg gecaggtgag gtggctgatg cctgtaatcc cagcactttg 2142 
ggaggccaag atgggaagat tgctttgaga ccagaagttt gagaccagcc tgggecacat 2202 

7 0 6 mtE^P 2000-3062522 



11-19 4 17 

agtaagatcc tgtttctacc 2222 



<210> 178 
<211> 496 

<212> PRT 

<213> Homo sapiens 

<400> 178 

Met Arg Ala Leu Arg Arg Leu He Gin Gly Arg He Leu Leu Leu Thr 
15 10 15 

He Cys Ala Ala Gly He Gly Gly Thr Phe Gin Phe Gly Tyr Asn Leu 

20 25 30 

Ser lie He Asn Ala Pro Thr Leu His He Gin Glu Phe Thr Asn Glu 

35 40 45 

Thr Trp Gin Ala Arg Thr Gly Glu Pro Leu Pro Asp His Leu Val Leu 

50 55 60 

Leu Met Trp Ser Leu He Val Ser Leu Tyr Pro Leu Gly Gly Leu Phe 

65 70 75 80 

Gly Ala Leu Leu Ala Gly Pro Leu Ala He Thr Leu Gly Arg Lys Lys 

85 90 95 

Ser Leu Leu Val Asn Asn He Phe Val Val Ser Ala Ala He Leu Phe 
100 105 110 

7 0 7 miE# 2000-3062522 
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Gly Phe Ser Arg Lys Ala Gly Ser Phe Glu Met He Met Leu Gly Arg 

115 120 125 

Leu Leu Val Gly Val Asn Ala Gly Val Ser Met Asn He Gin Pro Met 

130 135 140 



Tyr Leu Gly Glu Ser Ala Pro Lys Glu Leu Arg Gly Ala Val Ala Met 

145 150 155 160 

Ser Ser Ala He Phe Thr Ala Leu Gly He Val Met Gly Gin Val Val 

165 170 175 

Gly Leu Arg Glu Leu Leu Gly Gly Pro Gin Ala Trp Pro Leu Leu Leu 
180 185 190 

Ala Ser Cys Leu Val Pro Gly Ala Leu Gin Leu Ala Ser Leu Pro Leu 

195 200 205 

Leu Pro Glu Ser Pro Arg Tyr Leu Leu He Asp Cys Gly Asp Thr Glu 

210 215 220 

Ala Cys Leu Ala Ala Leu Arg Arg Leu Arg Gly Ser Gly Asp Leu Ala 

225 230 235 240 

Gly Glu Leu Glu Glu Leu Glu Glu Glu Arg Ala Ala Cys Gin Gly Cys 

245 250 255 

Arg Ala Arg Arg Pro Trp Glu Leu Phe Gin His Arg Ala Leu Arg Arg 



7 0 8 



ffiliE# 2000-3062522 



11-19417 




260 265 270 

Gin Val Thr Ser Leu Val Val Leu Gly Ser Ala Met Glu Leu Cys Gly 

275 280 285 

Asn Asp Ser Val Tyr Ala Tyr Ala Ser Ser Val Phe Arg Lys Ala Gly 

290 295 300 

Val Pro Glu Ala Lys He Gin Tyr Ala He He Gly Thr Gly Ser Cys 

305 310 315 320 

Glu Leu Leu Thr Ala Val Val Ser Cys Val Val He Glu Arg Val Gly 

325 330 335 

Arg Arg Val Leu Leu He Gly Gly Tyr Ser Leu Met Thr Cys Trp Gly 

340 345 350 

Ser He Phe Thr Val Ala Leu Cys Leu Gin Ser Ser Phe Pro Trp Thr 

355 360 365 

Leu Tyr Leu Ala Met Ala Cys He Phe Ala Phe He Leu Ser Phe Gly 

370 375 380 

He Gly Pro Ala Gly Val Thr Gly He Leu Ala Thr Glu Leu Phe Asp 

385 390 395 400 

Gin Met Ala Arg Pro Ala Ala Cys Met Val Cys Gly Ala Leu Met Trp 
405 410 415 



7 0 9 
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He Met Leu He Leu Val Gly Leu Gly Phe Pro Phe He Met Glu Ala 

420 425 430 

Leu Ser His Phe Leu Tyr Val Pro Phe Leu Gly Val Cys Val Cys Gly 
435 440 445 



Ala He Tyr Thr Gly Leu Phe Leu Pro Glu Thr Lys Gly Lys Thr Phe 

450. 455 460 

Gin Glu He Ser Lys Glu Leu His Arg Leu Asn Phe Pro Arg Arg Ala 

465 470 475 480 

Gin Gly Pro Thr Trp Arg Ser Leu Glu Val He Gin Ser Thr Glu Leu 

485 490 495 

<210> 179 
<211> 1320 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (90).. (902) 

<400> 179 

actcgatcag cccgccggct ccggagcggc tctgccttcc cgagcgcggg acgcggcgcc 60 

ctgggggagg agggcgaagc gacgcggcg atg get ccg egg gca etc ccg ggg 113 

7 10 tBH# 2000-3062522 
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Met Ala Pro Arg Ala Leu Pro Gly 
1 5 



tec gec gtc eta gee get get gtc ttc gtg gga ggc gee gtg agt teg 161 
Ser Ala Val Leu Ala Ala Ala Val Phe Val Gly Gly Ala Val Ser Ser 

10 15 20 



ccg ctg gtg get ccg gac aat ggg age age cgc gca ttg cac tec aga 209 

Pro Leu Val Ala Pro Asp Asn Gly Ser Ser Arg Ala Leu His Ser Arg 

25 30 35 40 

aca gag acg ace ccg teg ccc age aac 

Thr Glu Thr Thr Pro Ser Pro Ser Asn 

45 

gaa tat att gca tac gcg ctt gtc cct gtg ttc ttt ate atg ggt etc 305 

Glu Tyr lie Ala Tyr Ala Leu Val Pro Val Phe Phe He Met Gly Leu 

60 65 70 

ttt ggc gtc etc att tgc cac ctg ctt aag aag aaa ggc tat cgt tgt 353 

Phe Gly Val Leu lie Cys His Leu Leu Lys Lys Lys Gly Tyr Arg Cys 
75 80 85 

aca aca gaa gca gag caa gat ate gaa gag gaa aag gtt gaa aag ata 401 

Thr Thr Glu Ala Glu Gin Asp He Glu Glu Glu Lys Val Glu Lys He 

90 95 100 

gaa ttg aat gac agt gtg aat gaa aac agt gac act gtt ggg caa ate 449 

Glu Leu Asn Asp Ser Val Asn Glu Asn Ser Asp Thr Val Gly Gin He 



gat act ggg aat gga cac cca 257 
Asp Thr Gly Asn Gly His Pro 

50 55 
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105 110 115 120 

gtc cac tac ate atg aaa aat gaa gcg aat get gat gtc tta aag gcg 497 
Val His Tyr lie Met Lys Asn Glu Ala Asn Ala Asp Val Leu Lys Ala 
125 130 135 

atg gta gca gat aac age ctg tat gat cct gaa age ccc gtg ace ccc 545 
Met Val Ala Asp Asn Ser Leu Tyr Asp Pro Glu Ser Pro Val Thr Pro 

140 145 150 

age aca cca ggg age ccg cca gtg agt cct ggg cct ttg tea cca ggg 593 
Ser Thr Pro Gly Ser Pro Pro Val Ser Pro Gly Pro Leu Ser Pro Gly 

155 160 165 

ggg acg cca ggg aag cac gtc tgt ggc cat cat ctg cat acg gtg ggc 641 
Gly Thr Pro Gly Lys His Val Cys Gly His His Leu His Thr Val Gly 
170 175 180 

ggt gtt gtc gag agg gat gtg tgt cat egg tgt agg cac aag egg tgg 689 
Gly Val Val Glu Arg Asp Val Cys His Arg Cys Arg His Lys Arg Trp 
185 190 195 200 

cac ttt ata aag ccc act aac aag tec aga gag age aga cca egg cgc 737 
His Phe lie Lys Pro Thr Asn Lys Ser Arg Glu Ser Arg Pro Arg Arg 

205 210 215 

caa ggc gag gtc acg gtc ctt tct gtt ggc aga ttt aga gtt aca aaa 785 
Gin Gly Glu Val Thr Val Leu Ser Val Gly Arg Phe Arg Val Thr Lys 

220 225 230 
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gtg gag cac aag tea aac cag aag gaa egg aga age ctg atg tct gtt 833 
Val Glu His Lys Ser Asn Gin Lys Glu Arg Arg Ser Leu Met Ser Val 

235 240 245 

agt ggg get gaa ace gtc aat ggg gag gtg ccg gca aca cct gtg aag 881 
Ser Gly Ala Glu Thr Val Asn Gly Glu Val Pro Ala Thr Pro Val Lys 

250 255 260 

aga gaa cgc agt ggc aca gag tagcagtgtc ctgaatgaca gctcatctac 932 
Arg Glu Arg Ser Gly Thr Glu 

265 270 

acagagtgaa actccagata tgtgacaagc agcatgggac agatgetgae aatcagaaca 992 
gatgetggat gtaaacaact ggtaaggctg cactggtgca tgctggcaga atcacctgct 1052 
atgcatccag ggagcaaatg catctgeatg ctcagcatga caccagctta cctccctgtg 1112 
caaatcccct cccctaatca gtctcatcca aatcttctcc tgeagtagea gcttctaaag 1172 
ctgeaaggge ctccgccacc gctgcatcct cgtccacaat ctccccatcc ccatctccat 1232 
eggagecatg ggtatccccc tgcctgtttc ctgagtcaac cacaggcatg gcatgaacag 1292 
gacccttctc attaaagcag atgettag 1320 



<210> 180 



7 13 tf}tl# 2000-3062522 
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<211> 271 
<212> PRT 

<213> Homo sapiens 
<400> 180 

Met Ala Pro Arg Ala Leu Pro Gly Ser Ala Val Leu Ala Ala Ala Val 
15 10 15 

Phe Val Gly Gly Ala Val Ser Ser Pro Leu Val Ala Pro Asp Asn Gly 

20 25 30 

Ser Ser Arg Ala Leu His Ser Arg Thr Glu Thr Thr Pro Ser Pro Ser 

35 40 45 

Asn Asp Thr Gly Asn Gly His Pro Glu Tyr He Ala Tyr Ala Leu Val 

50 55 60 

Pro Val Phe Phe He Met Gly Leu Phe Gly Val Leu He Cys His Leu 

65 70 75 80 

Leu Lys Lys Lys Gly Tyr Arg Cys Thr Thr Glu Ala Glu Gin Asp He 

85 90 95 

Glu Glu Glu Lys Val Glu Lys lie Glu Leu Asn Asp Ser Val Asn Glu 
100 105 110 

Asn Ser Asp Thr Val Gly Gin He Val His Tyr He Met Lys Asn Glu 
115 120 125 

7 14 tfSH# 2000-3062522 
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Ala Asn Ala Asp Val Leu Lys Ala Met Val Ala Asp Asn Ser Leu Tyr 

130 135 140 

Asp Pro Glu Ser Pro Val Thr Pro Ser Thr Pro Gly Ser Pro Pro Val 

145 150 155 160 



Ser Pro Gly Pro Leu Ser Pro Gly Gly Thr Pro Gly Lys His Val Cys 
165 170 175 

Gly His His Leu His Thr Val Gly Gly Val Val Glu Arg Asp Val Cys 
180 185 190 

His Arg Cys Arg His Lys Arg Trp His Phe He Lys Pro Thr Asn Lys 

195 200 205 

Ser Arg Glu Ser Arg Pro Arg Arg Gin Gly Glu Val Thr Val Leu Ser 

210 215 220 

Val Gly Arg Phe Arg Val Thr Lys Val Glu His Lys Ser Asn Gin Lys 

225 230 235 240 

Glu Arg Arg Ser Leu Met Ser Val Ser Gly Ala Glu Thr Val Asn Gly 

245 250 255 

Glu Val Pro Ala Thr Pro Val Lys Arg Glu Arg Ser Gly Thr Glu 

260 265 270 

<210> 181 

715 miiE4€F2 0 O 0 - 3 0 6 2 5 2 2 



<211> 2167 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> (15).. (1748) 

<400> 181 

aagtagccgc aggc atg gcg gcg get atg ccg ctt get ctg etc gtc ctg 50 

Met Ala Ala Ala Met Pro Leu Ala Leu Leu Val Leu 
1 5 10 

ttg etc ctg ggg ccc ggc ggc tgg tgc ctt gca gaa ccc cca cgc gac 98 
Leu Leu Leu Gly Pro Gly Gly Trp Cys Leu Ala Glu Pro Pro Arg Asp 

15 20 25 

age ctg egg gag gaa ctt gtc ate acc ccg ctg cct tec ggg gac gta 146 
Ser Leu Arg Glu Glu Leu Val He Thr Pro Leu Pro Ser Gly Asp Val 

30 35 40 

gec gee aca ttc cag ttc cgc acg cgc tgg gat teg gag ctt cag egg 194 
Ala Ala Thr Phe Gin Phe Arg Thr Arg Trp Asp Ser Glu Leu Gin Arg 

45 50 55 60 

gaa gga gtg tec cat tac agg etc ttt ccc aaa gee ctg ggg cag ctg 242 
Glu Gly Val Ser His Tyr Arg Leu Phe Pro Lys Ala Leu Gly Gin Leu 

65 70 75 




11-194179 
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ate tec aag tat tct eta egg gag ctg cac ctg tea ttc aca caa ggc 290 
lie Ser Lys Tyr Ser Leu Arg Glu Leu His Leu Ser Phe Thr Gin Gly 
80 85 90 



ttt tgg agg acc cga tac tgg ggg cca ccc ttc ctg cag gec cca tea 338 

Phe Trp Arg Thr Arg Tyr Trp Gly Pro Pro Ph e Leu Gin Ala Pro Ser 

~~~~ 95 100 105 

ggt gca gag ctg tgg gtc tgg ttc caa gac act gtc act gat gtg gat 386 

Gly Ala Glu Leu Trp Val Trp Phe Gin Asp Thr Val Thr Asp Val Asp 

110 115 120 

aaa tct tgg aag gag etc agt aat gtc etc tea ggg ate ttc tgc gec 434 

Lys Ser Trp Lys Glu Leu Ser Asn Val Leu Ser Gly He Phe Cys Ala 
125 130 135 140 

tct etc aac ttc ate gac tec acc aac aca gtc act ccc act gee tec 482 

Ser Leu Asn Phe lie Asp Ser Thr Asn Thr Val Thr Pro Thr Ala Ser 

145 150 155 

ttc aaa ccc ctg ggt ctg gee aat gac act gac cac tac ttt ctg cgc 530 

Phe Lys Pro Leu Gly Leu Ala Asn Asp Thr Asp His Tyr Phe Leu Arg 

160 165 170 



tat get gtg ctg ccg egg gag gtg gtc tgc acc gaa aac etc acc ccc 578 

Tyr Ala Val Leu Pro Arg Glu Val Val Cys Thr Glu Asn Leu Thr Pro 

175 180 185 

tgg aag aag etc ttg ccc tgt agt tec aag gca ggc etc tct gtg ctg 626 



7 17 
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Trp Lys Lys Leu Leu Pro Cys Ser Ser Lys Ala Gly Leu Ser Val Leu 
190 195 200 

ctg aag gca gat cgc ttg ttc cac acc age tac cac tec cag gca gtg 674 

Leu Lys Ala Asp Arg Leu Phe His Thr Ser Tyr His Ser Gin Ala Val 
205 210 215 220 



cat ate cgc cct gtt tgc aga aat gca cgc tgt act age ate tec tgg 722 
His He Arg Pro Val Cys Arg Asn Ala Arg Cys Thr Ser lie Ser Trp 

225 230 235 

gag ctg agg cag acc ctg tea gtt gta ttt gat gee ttc ate acg ggg 770 
Glu Leu Arg Gin Thr Leu Ser Val Val Phe Asp Ala Phe He Thr Gly 

240 245 250 

cag gga aag aaa gac tgg tec etc ttc egg atg ttc tec cga acc etc 818 
Gin Gly Lys Lys Asp Trp Ser Leu Phe Arg Met Phe Ser Arg Thr Leu 

255 260 265 

acg gag ccc tgc ccc ctg get tea gag age cga gtc tat gtg gac ate 866 
Thr Glu Pro Cys Pro Leu Ala Ser Glu Ser Arg Val Tyr Val Asp He 

270 275 280 

acc acc tac aac cag gac aac gag aca tta gag gtg cac cca ccc ccg 914 
Thr Thr Tyr Asn Gin Asp Asn Glu Thr Leu Glu Val His Pro Pro Pro 

285 290 295 300 

acc act aca tat cag gac gtc ate eta ggc act egg aag acc tat gee 962 
Thr Thr Thr Tyr Gin Asp Val lie Leu Gly Thr Arg Lys Thr Tyr Ala 
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305 310 315 

ate tat gac ttg ctt gac acc gec atg ate aac aac tct cga aac etc 1010 

He Tyr Asp Leu Leu Asp Thr Ala Met He Asn Asn Ser Arg Asn Leu 

320 325 330 



aac ate cag etc aag tgg aag aga ccc cca gag aat gag gee ccc cca 1058 
Asn lie Gin Leu Lys Trp Lys Arg Pro Pro Glu Asn Glu Ala Pro Pro 

335 340 345 

gtg ccc ttc ctg cat gee cag egg tac gtg agt ggc tat ggg ctg cag 1106 
Val Pro Phe Leu His Ala Gin Arg Tyr Val Ser Gly Tyr Gly Leu Gin 

350 355 360 

aag ggg gag ctg age aca ctg ctg tac aac acc cac cca tac egg gec 1154 
Lys Gly Glu Leu Ser Thr Leu Leu Tyr Asn Thr His Pro Tyr Arg Ala 

365 370 375 380 

ttc ccg gtg ctg ctg ctg gac acc gta ccc tgg tat ctg egg ctg tat 1202 
Phe Pro Val Leu Leu Leu Asp Thr Val Pro Trp Tyr Leu Arg Leu Tyr 

385 390 395 

gtg cac acc etc acc ate acc tec aag ggc aag gag aac aaa cca agt 1250 
Val His Thr Leu Thr He Thr Ser Lys Gly Lys Glu Asn Lys Pro Ser 
400 405 410 

tac ate cac tac cag cct gec cag gac egg ctg caa ccc cac etc ctg 1298 
Tyr He His Tyr Gin Pro Ala Gin Asp Arg Leu Gin Pro His Leu Leu 

415 420 425 
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gag atg ctg att cag ctg ccg gcc aac tea gtc acc aag gtt tec ate 1346 
Glu Met Leu He Gin Leu Pro Ala Asn Ser Val Thr Lys Val Ser He 
430 435 440 

cag ttt gag egg gcg ctg ctg aag tgg acc gag tac acg cca gat cct 1394 
Gin Phe Glu Arg Ala Leu Leu Lys Trp Thr Glu Tyr Thr Pro Asp Pro 

445 450 455 460 

aac cat ggc ttc tat gtc age cca tct gtc etc age gcc ctt gtg ccc 1442 
Asn His Gly Phe Tyr Val Ser Pro Ser Val Leu Ser Ala Leu Val Pro 
465 470 475 

age atg gta gca gcc aag cca gtg gac tgg gaa gag agt ccc etc ttc 1490 
Ser Met Val Ala Ala Lys Pro Val Asp Trp Glu Glu Ser Pro Leu Phe 

480 485 490 

aac age ctg ttc cca gtc tct gat ggc tct aac tac ttt gtg egg etc 1538 
Asn Ser Leu Phe Pro Val Ser Asp Gly Ser Asn Tyr Phe Val Arg Leu 

495 500 505 

tac acg gag ccg ctg ctg gtg aac ctg ccg aca ccg gac ttc age atg 1586 
Tyr Thr Glu Pro Leu Leu Val Asn Leu Pro Thr Pro Asp Phe Ser Met 

510 515 520 



ccc tac aac gtg ate tgc etc acg tgc act gtg gtg gcc gtg tgc tat 
Pro Tyr Asn Val He Cys Leu Thr Cys Thr Val Val Ala Val Cys Tyr 

525 530 535 540 



1634 
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ggc tec ttc tac aat etc etc acc cga acc ttc cac ate gag gag ccc 1682 
Gly Ser Phe Tyr Asn Leu Leu Thr Arg Thr Phe His He Glu Glu Pro 

545 550 555 

cgc aca ggt ggc ctg gec aag egg ctg gee aac ctt ate egg cgc gec 1730 
Arg Thr Gly Gly Leu Ala Lys Arg Leu Ala Asn Leu He Arg Arg Ala 

560 565 570 

cga ggt gtc ccc cca etc tgattcttgc cctttccagc agetgeaget 1778 
Arg Gly Val Pro Pro Leu 

575 

gccgtttctc tctggggagg ggagcccaag ggctgtttct gccacttgct ctcctcagag 1838 
ttggcttttg aaccaaagtg ccctggacca ggtcagggee tacagctgtg ttgtccagta 1898 
caggagccac gagecaaatg tggcatttga atttgaatta acttagaaat tcatttcctc 1958 
acctgtagtg gccacctcta tattgaggtg ctcaataagc aaaagtggtc ggtggctgct 2018 
gtattggaca gcacagaaaa agatttccat caccacagaa aggteggctg gcagcactgg 2078 
ccaaggtgat ggggtgtgct acacagtgta tgtcactgtg tagtggatgg agtttactgt 2138 
ttgtggaata aaaacggctg tttccgtgg 2167 

<210> 182 
<211> 578 

7 2 1 2000-3062522 
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<212> PRT 

<213> Homo sapiens 
<400> 182 

Met Ala Ala Ala Met Pro Leu Ala Leu Leu Val Leu Leu Leu Leu Gly 
15 10 15 



Pro Gly Gly Trp Cys Leu Ala Glu Pro Pro Arg Asp Ser Leu Arg Glu 

20 25 30 

Glu Leu Val He Thr Pro Leu Pro Ser Gly Asp Val Ala Ala Thr Phe 

35 40 45 

Gin Phe Arg Thr Arg Trp Asp Ser Glu Leu Gin Arg Glu Gly Val Ser 

50 55 60 

His Tyr Arg Leu Phe Pro Lys Ala Leu Gly Gin Leu He Ser Lys Tyr 

65 70 75 80 

Ser Leu Arg Glu Leu His Leu Ser Phe Thr Gin Gly Phe Trp Arg Thr 

85 90 95 

Arg Tyr Trp Gly Pro Pro Phe Leu Gin Ala Pro Ser Gly Ala Glu Leu 

100 105 110 

Trp Val Trp Phe Gin Asp Thr Val Thr Asp Val Asp Lys Ser Trp Lys 

115 120 125 

Glu Leu Ser Asn Val Leu Ser Gly He Phe Cys Ala Ser Leu Asn Phe 

7 2 2 a$i£#2 0 0 0 - 3 0 6 2 5 2 2 



11-19417 I 

130 135 140 

He Asp Ser Thr Asn Thr Val Thr Pro Thr Ala Ser Phe Lys Pro Leu 
145 150 155 160 

Gly Leu Ala Asn Asp Thr Asp His Tyr Phe Leu Arg Tyr Ala Val Leu 
165 170 175 

Pro Arg Glu Val Val Cys Thr Glu Asn Leu Thr Pro Trp Lys Lys Leu 
180 185 190 

Leu Pro Cys Ser Ser Lys Ala Gly Leu Ser Val Leu Leu Lys Ala Asp 

195 200 205 

Arg Leu Phe His Thr Ser Tyr His Ser Gin Ala Val His He Arg Pro 

210 215 220 

Val Cys Arg Asn Ala Arg Cys Thr Ser He Ser Trp Glu Leu Arg Gin 

225 230 235 240 

Thr Leu Ser Val Val Phe Asp Ala Phe He Thr Gly Gin Gly Lys Lys 

245 250 255 

Asp Trp Ser Leu Phe Arg Met Phe Ser Arg Thr Leu Thr Glu Pro Cys 

260 265 270 

Pro Leu Ala Ser Glu Ser Arg Val Tyr Val Asp He Thr Thr Tyr Asn 

275 280 285 
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Gin Asp Asn Glu Thr Leu Glu Val His Pro Pro Pro Thr Thr Thr Tyr 

290 295 300 

Gin Asp Val He Leu Gly Thr Arg Lys Thr Tyr Ala He Tyr Asp Leu 

305 310 315 320 



Leu Asp Thr Ala Met He Asn Asn Ser Arg Asn Leu Asn He Gin Leu 

325 330 335 

Lys Trp Lys Arg Pro Pro Glu Asn Glu Ala Pro Pro Val Pro Phe Leu 

340 345 350 

His Ala Gin Arg Tyr Val Ser Gly Tyr Gly Leu Gin Lys Gly Glu Leu 

355 360 365 

Ser Thr Leu Leu Tyr Asn Thr His Pro Tyr Arg Ala Phe Pro Val Leu 

370 375 380 

Leu Leu Asp Thr Val Pro Trp Tyr Leu Arg Leu Tyr Val His Thr Leu 

385 390 395 400 

Thr He Thr Ser Lys Gly Lys Glu Asn Lys Pro Ser Tyr lie His Tyr 

405 410 415 

Gin Pro Ala Gin Asp Arg Leu Gin Pro His Leu Leu Glu Met Leu He 

420 425 430 

Gin Leu Pro Ala Asn Ser Val Thr Lys Val Ser He Gin Phe Glu Arg 

435 440 445 
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Ala Leu Leu Lys Trp Thr Glu Tyr Thr Pro Asp Pro Asn His Gly Phe 

450 455 460 

Tyr Val Ser Pro Ser Val Leu Ser Ala Leu Val Pro Ser Met Val Ala 

465 470 475 480 



Ala Lys Pro Val Asp Trp Glu Glu Ser Pro Leu Phe Asn Ser Leu Phe 

485 490 495 

Pro Val Ser Asp Gly Ser Asn Tyr Phe Val Arg Leu Tyr Thr Glu Pro 

500 505 510 

Leu Leu Val Asn Leu Pro Thr Pro Asp Phe Ser Met Pro Tyr Asn Val 

515 520 525 

lie Cys Leu Thr Cys Thr Val Val Ala Val Cys Tyr Gly Ser Phe Tyr 

530 535 540 

Asn Leu Leu Thr Arg Thr Phe His He Glu Glu Pro Arg Thr Gly Gly 

545 550 555 560 

Leu Ala Lys Arg Leu Ala Asn Leu He Arg Arg Ala Arg Gly Val Pro 

565 570 575 

Pro Leu 
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<210> 183 
<211> 1877 
<212> DNA 

<213> Homo sapiens 
<220> 



<221> CDS 

<222> (24).. (1412) 

<400> 183 

agaaggagag acggctggcc acc atg cac ggc tec tgc agt ttc ctg atg ctt 53 

Met His Gly Ser Cys Ser Phe Leu Met Leu 

1 5 10 

ctg ctg ccg eta ctg eta ctg ctg gtg gec acc aca ggc ccc gtt gga 101 
Leu Leu Pro Leu Leu Leu Leu Leu Val Ala Thr Thr Gly Pro Val Gly 

15 20 25 

gee etc aca gat gag gag aaa cgt ttg atg gtg gag ctg cac aac etc 149 
Ala Leu Thr Asp Glu Glu Lys Arg Leu Met Val Glu Leu His Asn Leu 

30 35 40 

tac egg gee cag gta tec ccg ccg gec tea gac atg ctg cac atg aga 197 
Tyr Arg Ala Gin Val Ser Pro Pro Ala Ser Asp Met Leu His Met Arg 

45 50 55 

tgg gac gag gag ctg gee gee ttc gec aag gec tac gca egg cag tgc 245 
Trp Asp Glu Glu Leu Ala Ala Phe Ala Lys Ala Tyr Ala Arg Gin Cys 

60 65 70 



7 2 6 



2000-3062522 



11-19417 



gtg tgg ggc cac aac aag gag cgc ggg cgc cgc ggc gag aat ctg ttc 293 

Val Trp Gly His Asn Lys Glu Arg Gly Arg Arg Gly Glu Asn Leu Phe 

75 80 85 90 

gcc ate aca gac gag ggc atg gac gtg ccg ctg gec atg gag gag tgg 341 

Ala He Thr Asp Glu Gly Met Asp Val Pro Leu Ala Met Glu Glu Trp 

95 100 105 

cac cac gag cgt gag cac tac aac etc age gcc gcc ace tgc age cca 389 

His His Glu Arg Glu His Tyr Asn Leu Ser Ala Ala Thr Cys Ser Pro 
110 115 120 

ggc cag atg tgc ggc cac tac acg cag gtg gta tgg gcc aag aca gag 437 

Gly Gin Met Cys Gly His Tyr Thr Gin Val Val Trp Ala Lys Thr Glu 
125 130 135 

agg ate ggc tgt ggt tec cac ttc tgt gag aag etc cag ggt gtt gag 485 

Arg He Gly Cys Gly Ser His Phe Cys Glu Lys Leu Gin Gly Val Glu 

140 145 150 

gag ace aac ate gaa tta ctg gtg tgc aac tat gag cct ccg ggg aac 533 

Glu Thr Asn He Glu Leu Leu Val Cys Asn Tyr Glu Pro Pro Gly Asn 

155 160 165 170 

gtg aag ggg aaa egg ccc tac cag ggg ggg act. ccg tgc tec caa tgt 581 

Val Lys Gly Lys Arg Pro Tyr Gin Gly Gly Thr Pro Cys Ser Gin Cys 
175 180 185 



7 2 7 



ft£E# 2000-3062522 



11 — 194179 



ccc tct ggc tac cac tgc aag aac tec etc tgt gaa ccc ate gga age 629 
Pro Ser Gly Tyr His Cys Lys Asn Ser Leu Cys Glu Pro lie Gly Ser 
190 195 200 

ccg gaa gat get cag gat ttg cct tac ctg gta act gag gee cca tec 677 
Pro Glu Asp Ala Gin Asp Leu Pro Tyr Leu Val Thr Glu Ala Pro Ser 

205 210 215 

ttc egg gcg act gaa gca tea gac tct agg aaa atg ggt act cct tct 725 
Phe Arg Ala Thr Glu Ala Ser Asp Ser Arg Lys Met Gly Thr Pro Ser 

220 225 230 

tec eta gca acg ggg att ccg get ttc ttg gta aca gag gtc tea ggc 773 
Ser Leu Ala Thr Gly He Pro Ala Phe Leu Val Thr Glu Val Ser Gly 

235 240 245 250 

tec ctg gca acc aag get ctg cct get gtg gaa acc cag gee cca act 821 
Ser Leu Ala Thr Lys Ala Leu Pro Ala Val Glu Thr Gin Ala Pro Thr 

255 260 265 

tec tta gca acg aag gac ccg ccc tec atg gca aca gag get cca cct 869 
Ser Leu Ala Thr Lys Asp Pro Pro Ser Met Ala Thr Glu Ala Pro Pro 

270 275 280 

tgc gta aca act gag gee cct tec att ttg gca get cac age ctg ccc 917 
Cys Val Thr Thr Glu Ala Pro Ser lie Leu Ala Ala His Ser Leu Pro 

285 290 295 

tec ttg gat gag gag cca gtt acc ttc ccc aaa teg acc cat gtt cct 965 



7 2 8 



£BttE# 2000-3062522 



#^ 11-19417 




Ser Leu Asp Glu Glu Pro Val Thr Phe Pro Lys Ser Thr His Val Pro 

300 305 310 

ate cca aaa tea gca gac aaa gtg aca gac aaa aca aaa gtg ccc tct 1013 

He Pro Lys Ser Ala Asp Lys Val Thr Asp Lys Thr Lys Val Pro Ser 

315 320 325 330 



agg age cca gag aac tct ctg gac ccc aag atg tec ctg aca ggg gca 1061 

Arg Ser Pro Glu Asn Ser Leu Asp Pro Lys Met Ser Leu Thr Gly Ala 

335 340 345 

agg gag etc eta ccc cat gee cag gag gag get gag get gag get gag 1109 

Arg Glu Leu Leu Pro His Ala Gin Glu Glu Ala Glu Ala Glu Ala Glu 

350 355 360 

ttg cct cct tec agt gag gtc ttg gee tea gtt ttt cca gee cag gac 1157 

Leu Pro Pro Ser Ser Glu Val Leu Ala Ser Val Phe Pro Ala Gin Asp 

365 370 375 

aag cca ggt gag ctg cag gee aca ctg gac cac acg ggg cac acc tec 1205 

Lys Pro Gly Glu Leu Gin Ala Thr Leu Asp His Thr Gly His Thr Ser 

380 385 390 

tec aag tec ctg ccc aat ttc ccc aat acc tct gec acc get aat gee 1253 

Ser Lys Ser Leu Pro Asn Phe Pro Asn Thr Ser Ala Thr Ala Asn Ala 

395 400 405 410 

acg ggt ggg cgt gee ctg get ctg cag teg tec ttg cca ggt gca gag 1301 

Thr Gly Gly Arg Ala Leu Ala Leu Gin Ser Ser Leu Pro Gly Ala Glu 

7 2 9 mtl#2 0 0 0 - 3 0 6 2 5 2 2 



#3* 11-194179 



415 420 425 

ggc cct gac aag cct age gtc gtg tea ggg ctg aac teg ggc cct ggt 1349 

Gly Pro Asp Lys Pro Ser Val Val Ser Gly Leu Asn Ser Gly Pro Gly 

430 435 440 



cat gtg tgg ggc cct etc ctg gga eta ctg etc ctg cct cct ctg gtg 1397 
His Val Trp Gly Pro Leu Leu Gly Leu Leu Leu Leu Pro Pro Leu Val 

445 450 455 

ttg get gga ate ttc tgaaggggat accactcaaa gggtgaagag gtcagctgtc 1452 
Leu Ala Gly He Phe 

460 

ctcctgtcat cttccccacc ctgtccccag cccctaaaca agatacttct tggttaaggc 1512 
cctccggaag ggaaaggcta eggggcatgt gcctcatcac accatccatc ctggaggcac 1572 
aaggcctggc tggctgegag ctcaggaggc cgcctgagga ctgcacaccg ggcccacacc 1632 
tctcctgccc ctccctcctg agtcctgggg gtgggaggat ttgagggagc tcactgccta 1692 
cctggcctgg ggctgtctgc ccacacagca tgtgcgctct ccctgagtgc ctgtgtagct 1752 
ggggatgggg attcctaggg gcagatgaag gacaagcccc actggagtgg ggttctttga 1812 
gtgggggagg cagggacgag ggaaggaaag taactcctga ctctccaata aaaacctgtc 1872 
caacc 1877 



7 3 0 



ffitl# 2000-3062522 



11-19 4 17 A 



<210> 184 
<211> 463 
<212> PRT 

<213> Homo sapiens 



<400> 184 

Met His Gly Ser Cys Ser Phe Leu Met Leu Leu Leu Pro Leu Leu Leu 
15 10 15 

Leu Leu Val Ala Thr Thr Gly Pro Val Gly Ala Leu Thr Asp Glu Glu 

20 25 30 

Lys Arg Leu Met Val Glu Leu His Asn Leu Tyr Arg Ala Gin Val Ser 

35 40 45 

Pro Pro Ala Ser Asp Met Leu His Met Arg Trp Asp Glu Glu Leu Ala 

50 55 60 

Ala Phe Ala Lys Ala Tyr Ala Arg Gin Cys Val Trp Gly His Asn Lys 

65 70 75 80 

Glu Arg Gly Arg Arg Gly Glu Asn Leu Phe Ala He Thr Asp Glu Gly 

85 90 95 

Met Asp Val Pro Leu Ala Met Glu Glu Trp His His Glu Arg Glu His 

100 105 110 

73 1 a}!iE# 2000-3062522 



11 — 194179 

Tyr Asn Leu Ser Ala Ala Thr Cys Ser Pro Gly Gin Met Cys Gly His 

115 120 125 

Tyr Thr Gin Val Val Trp Ala Lys Thr Glu Arg He Gly Cys Gly Ser 

130 135 140 



His Phe Cys Glu Lys Leu Gin Gly Val Glu Glu Thr Asn lie Glu Leu 

145 150 155 160 

Leu Val Cys Asn Tyr Glu Pro Pro Gly Asn Val Lys Gly Lys Arg Pro 
165 170 175 

Tyr Gin Gly Gly Thr Pro Cys Ser Gin Cys Pro Ser Gly Tyr His Cys 

180 185 190 

Lys Asn Ser Leu Cys Glu Pro He Gly Ser Pro Glu Asp Ala Gin Asp 

195 200 205 

Leu Pro Tyr Leu Val Thr Glu Ala Pro Ser Phe Arg Ala Thr Glu Ala 

210 215 220 

Ser Asp Ser Arg Lys Met Gly Thr Pro Ser Ser Leu Ala Thr Gly He 

225 230 235 240 

Pro Ala Phe Leu Val Thr Glu Val Ser Gly Ser Leu Ala Thr Lys Ala 

245 250 255 

Leu Pro Ala Val Glu Thr Gin Ala Pro Thr Ser Leu Ala Thr Lys Asp 

260 265 270 



7 3 2 
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Pro Pro Ser Met Ala Thr Glu Ala Pro Pro Cys Val Thr Thr Glu Ala 

275 280 285 



Pro Ser He Leu Ala Ala His Ser Leu Pro Ser Leu Asp Glu Glu Pro 

290 295 300 



Val Thr Phe Pro Lys Ser Thr His Val Pro lie Pro Lys Ser Ala Asp 

305 310 315 320 

Lys Val Thr Asp Lys Thr Lys Val Pro Ser Arg Ser Pro Glu Asn Ser 

325 330 335 

Leu Asp Pro Lys Met Ser Leu Thr Gly Ala Arg Glu Leu Leu Pro His 

340 345 350 

Ala Gin Glu Glu Ala Glu Ala Glu Ala Glu Leu Pro Pro Ser Ser Glu 

355 360 365 

Val Leu Ala Ser Val Phe Pro Ala Gin Asp Lys Pro Gly Glu Leu Gin 

370 375 380 

Ala Thr Leu Asp His Thr Gly His Thr Ser Ser Lys Ser Leu Pro Asn 

385 390 395 400 

Phe Pro Asn Thr Ser Ala Thr Ala Asn Ala Thr Gly Gly Arg Ala Leu 

405 410 415 

Ala Leu Gin Ser Ser Leu Pro Gly Ala Glu Gly Pro Asp Lys Pro Ser 



7 3 3 



f£J5E4$ 2000-3062522 



11-194179 
420 425 430 

Val Val Ser Gly Leu Asn Ser Gly Pro Gly His Val Trp Gly Pro Leu 

435 440 445 

Leu Gly Leu Leu Leu Leu Pro Pro Leu Val Leu Ala Gly He Phe 
450 455 460 



<210> 185 
<211> 2111 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> (4).. (729) 

<400> 185 

tgc atg ctg aag etc tac egg aag egg cac ccg gac ate aac gee age 48 

Met Leu Lys Leu Tyr Arg Lys Arg His Pro Asp He Asn Ala Ser 
15 10 15 

gee tac agt gee tac gee tgc ctg gee att gtc ate ttc ttc tct gtg 96 
Ala Tyr Ser Ala Tyr Ala Cys Leu Ala He Val He Phe Phe Ser Val 

20 25 30 

ctg ggc gtg gtc ttt ggc aaa ggg aac acg gcg ttc tgg ate gtc ttc 144 
Leu Gly Val Val Phe Gly Lys Gly Asn Thr Ala Phe Trp He Val Phe 

7 3 4 ffilE#2 0 0 0 - 3 0 6 2 5 2 2 



11-19417$ 



35 



40 



45 



tec ate att cac ate ate gee ace ctg etc etc age acg cag etc tat 192 
Ser lie He His He He Ala Thr Leu Leu Leu Ser Thr Gin Leu Tyr 
50 55 60 



tac atg ggc egg tgg aaa ctg gac teg ggg ate ttc cgc cgc ate etc 240 

Tyr Met Gly Arg Trp Lys Leu Asp Ser Gly He Phe Arg Arg lie Leu 

65 70 75 

cac gtg etc tac aca gac tgc ate egg cag tgc age ggg ccg etc tac 288 

His Val Leu Tyr Thr Asp Cys He Arg Gin Cys Ser Gly Pro Leu Tyr 

80 85 90 95 

gtg gac cgc atg gtg ctg ctg gtc atg ggc aac gtc ate aac tgg teg 336 

Val Asp Arg Met Val Leu Leu Val Met Gly Asn Val He Asn Trp Ser 

100 105 110 

ctg get gee tat ggg ctt ate atg cgc ccc aat gat ttc get tec tac 384 

Leu Ala Ala Tyr Gly Leu lie Met Arg Pro Asn Asp Phe Ala Ser Tyr 

115 120 125 

ttg ttg gee att ggc ate tgc aac ctg etc ctt tac ttc gec ttc tac 432 

Leu Leu Ala He Gly He Cys Asn Leu Leu Leu Tyr Phe Ala Phe Tyr 

130 135 140 

ate ate atg aag etc egg agt ggg gag agg ate aag etc ate ccc ctg 480 

He He Met Lys Leu Arg Ser Gly Glu Arg He Lys Leu He Pro Leu 

145 150 155 



7 3 5 



ftSE# 2000-3062522 



11 — 194179 



etc tgc ate gtt tgc ace tec gtg gtc tgg ggc ttc gcg etc ttc ttc 528 
Leu Cys He Val Cys Thr Ser Val Val Trp Gly Phe Ala Leu Phe Phe 
160 165 170 175 

ttc ttc cag gga etc age acc tgg cag aaa ace cct gca gag teg agg 576 
Phe Phe Gin Gly Leu Ser Thr Trp Gin Lys Thr Pro Ala Glu Ser Arg 
180 185 190 

gag cac aac egg gac tgc ate etc etc gac ttc ttt aac gac cac gac 624 
Glu His Asn Arg Asp Cys He Leu Leu Asp Phe Phe Asn Asp His Asp 

195 200 205 

ate tgg cac ttc etc tec tec ate gee atg ttc ggg tec ttc ctg gtg 672 
lie Trp His Phe Leu Ser Ser lie Ala Met Phe Gly Ser Phe Leu Val 

210 215 220 

ttg ctg aca ctg gat gac gac ctg gat act gtg cag egg gac aag ate 720 
Leu Leu Thr Leu Asp Asp Asp Leu Asp Thr Val Gin Arg Asp Lys He 

225 230 235 

tat gtc ttc tagcaggagc tgggcccttc gcttcacctc aaggggcect 769 
Tyr Val Phe 

240 

gagctccttt gtgtcataga ccggtcactc tgtcgtgctg tggggatgag tcccagcacc 829 
gctgcccagc actggatggc agcaggacag ccaggtctag cttaggcttg gectgggaca 889 

7 3 6 M2 0 0 0-3 0 6 2 5 2 2 



11 — 19 4 17 ^| 

gccatggggt ggcatggaac cttgcggctg ccctctgccg aggagcaggc ctgctcccct 949 

ggaaccccca gatgttggcc aaattgctgc tttcttctca gtgttggggc cttccatggg 1009 

cccctgtcct ttggctctcc atttgtccct ttgcaagagg aaggatggaa gggacaccct 1069 

ccccatttca tgccttgcat tttgcccgtc ctcctcccca caatgcccca gcctgggacc 1129 

taaggcctct ttttcctccc atactcccac tccagggcct agtctggggc ctgaatctct 1189 

gtcctgtatc agggccccag ttctctttgg gctgtccctg gctgccatca ctgcccattc 1249 

cagtcagcca ggatggatgg gggtatgaga ttttgggggt tggccagctg gtgccagact 1309 

tttggtgcta aggcctgcaa ggggcctggg gcagtgcgta ttctcttccc tctgacctgt 1369 

gctcagggct ggctctttag caatgcgctc agcccaattt gagaaccgcc ttctgattca 1429 

agaggctgaa ttcagaggtc acctcttcat cccatcagct cccagactga tgccagcacc 1489 

aggactggag ggagaagcgc ctcacccctt cccttccttc tttccaggcc cttagtcttg 1549 

ccaaacccca gctggtggcc tttcagtgcc attgacactg cccaagaatg tccaggggca 1609 

aaggagggat gatacagagt tcagcccgtt ctgcctccac agctgtgggc accccagtgc 1669 

ctaccttaga aaagggcttc aggaagggat gtgctgtttc cctctacgtg cccagtccta 1729 

gcctcgctct aggacccagg gctggcttct aagtttccgt ccagtcttca ggcaagttct 1789 

7 3 7 mfiE4t 2000-30625 2 2 



11-19 4 17 9 

i 

gtgttagtca tgcacacaca tacctatgaa accttggagt ttacaaagaa ttgccccagc 1849 
tctgggcacc ctggccaccc tggtccttgg atccccttcg tcccacctgg tccaccccag 1909 
atgctgagga tgggggagct caggcggggc ctctgctttg gggatgggaa tgtgtttttc 1969 



tcccaaactt gtttttatag ctctgcttga agggctggga gatgaggtgg gtctggatct 2029 
tttctcagag cgtctccatg ctatggttgc atttccgttt tctatgaatg aatttgcatt 2089 
caataaacaa ccagactcag tt 2111 

<210> 186 
<211> 242 
<212> PRT 

<213> Homo sapiens 
<400> 186 

Met Leu Lys Leu Tyr Arg Lys Arg His Pro Asp lie Asn Ala Ser Ala 
15 10 15 

Tyr Ser Ala Tyr Ala Cys Leu Ala He Val He Phe Phe Ser Val Leu 

20 25 30 

Gly Val Val Phe Gly Lys Gly Asn Thr Ala Phe Trp He Val Phe Ser 

35 40 45 

7 3 8 ffi£E# 2000-3062522 



#^ 11-19417 




lie He His He lie Ala Thr Leu Leu Leu Ser Thr Gin Leu Tyr Tyr 

50 55 60 

Met Gly Arg Trp Lys Leu Asp Ser Gly He Phe Arg Arg He Leu His 

65 70 75 80 



Val Leu Tyr Thr Asp Cys He Arg Gin Cys Ser Gly Pro Leu Tyr Val 

85 90 95 

Asp Arg Met Val Leu Leu Val Met Gly Asn Val lie Asn Trp Ser Leu 
100 105 110 

Ala Ala Tyr Gly Leu He Met Arg Pro Asn Asp Phe Ala Ser Tyr Leu 

115 120 125 

Leu Ala He Gly lie Cys Asn Leu Leu Leu Tyr Phe Ala Phe Tyr lie 

130 135 140 

He Met Lys Leu Arg Ser Gly Glu Arg He Lys Leu He Pro Leu Leu 

145 150 155 160 

Cys He Val Cys Thr Ser Val Val Trp Gly Phe Ala Leu Phe Phe Phe 

165 170 175 

Phe Gin Gly Leu Ser Thr Trp Gin Lys Thr Pro Ala Glu Ser Arg Glu 

180 185 190 

His Asn Arg Asp Cys He Leu Leu Asp Phe Phe Asn Asp His Asp He 

195 200 205 



7 3 9 
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11-194179 



Trp His Phe Leu Ser Ser He Ala Met Phe Gly Ser Phe Leu Val Leu 

210 215 220 

Leu Thr Leu Asp Asp Asp Leu Asp Thr Val Gin Arg Asp Lys He Tyr 

225 230 235 240 



Val Phe 



<210> 187 
<211> 874 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (335).. (643) 

<400> 187 

aggtgtgtgc agggggtggg tgtgttagcg tgggttaggg gaacgtgtgt gcgcgtgctg 60 
gtgggcatgt gagatgagtg actgccggtg aatgtgtcca cagttgagag gttggagcag 120 
gatgagggaa tcctgtcacc atcaataatc acttgtggag cgccagctct gcccaaggcg 180 
ccacctgggc ggacagccag gaactctcca tggccaggct gcctgtgtgc atgttccctg 240 

7 4 0 ai!iE#2 0 0 0 - 3 0 6 2 5 2 2 



11-19 4 17 



tctggtgccc ctttgcccgc ctcctgcaaa cctcacaggg tccccacaca acagtgccct 300 

ccagaagcag cccctcggag gcagaggaag gaaa atg ggg atg get ggg get etc 355 

Met Gly Met Ala Gly Ala Leu 
1 5 



tec ate etc ctt ttc tec ttg cct teg cat ggc tgg cct tec cct cca 403 
Ser He Leu Leu Phe Ser Leu Pro Ser His Gly Trp Pro Ser Pro Pro 

10 15 20 

aaa cct cca ttc ccc tgc tgc cag ccc ctt tgc cat age ctg att ttg 451 
Lys Pro Pro Phe Pro Cys Cys Gin Pro Leu Cys His Ser Leu He Leu 

25 30 35 

ggg agg agg aag ggg cga ttt gag gga gaa ggg gag aaa 
Gly Arg Arg Lys Gly Arg Phe Glu Gly Glu Gly Glu Lys 

40 45 50 

tgg gtc tgg ttt ctt ccc ttc cca gag ggt ctt act gtt cca ggg tgg 547 
Trp Val Trp Phe Leu Pro Phe Pro Glu Gly Leu Thr Val Pro Gly Trp 

60 65 70 

ccc cag ggc agg cag ggg cca cac tat gec tgc gec ctg gta aag gtg 595 
Pro Gin Gly Arg Gin Gly Pro His Tyr Ala Cys Ala Leu Val Lys Val 

75 80 85 

acc cct gec att tac cag cag ccc tgg cat gtt cct gec cca cag gaa 643 
Thr Pro Ala lie Tyr Gin Gin Pro Trp His Val Pro Ala Pro Gin Glu 

90 95 100 



get tat ggc 
Ala Tyr Gly 

55 



7 4 1 
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# 11 — 194179 

tagaatggag ggagctccag aaactttcca tcccaaaggc agtctccgtg gttgaagcag 703 
actggatttt tgttctgccc ctgacccctt gtccctcttt gagggagggg agctatgcta 763 
ggactccaac ctcagggact cgggtggcct gcgctagctt cttttgatac tgaaaacttt 823 



taaggtggga gggtggcaag ggatgtgctt aataaatcaa ttccaagcct c 874 

<210> 188 
<211> 103 
<212> PRT 

<213> Homo sapiens 
<400> 188 

Met Gly Met Ala Gly Ala Leu Ser He Leu Leu Phe Ser Leu Pro Ser 

15 10 15 

His Gly Trp Pro Ser Pro Pro Lys Pro Pro Phe Pro Cys Cys Gin Pro 

20 25 30 

Leu Cys His Ser Leu He Leu Gly Arg Arg Lys Gly Arg Phe Glu Gly 
35 40 45 

Glu Gly Glu Lys Ala Tyr Gly Trp Val Trp Phe Leu Pro Phe Pro Glu 

50 55 60 

Gly Leu Thr Val Pro Gly Trp Pro Gin Gly Arg Gin Gly Pro His Tyr 

7 4 2 ffiUE# 2000-3062522 
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65 



70 



75 



80 



Ala Cys Ala Leu Val Lys Val Thr Pro Ala He Tyr Gin Gin Pro Trp 

85 90 95 



His Val Pr o Ala Pro Gin Glu 
100 



<210> 189 
<211> 2533 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (44).. (850) 

<400> 189 

atactcctaa gctcctcccc cggcggcgag 



ccagggagaa agg atg gcc ggc ctg 
Met Ala Gly Leu 



gcg gcg egg ttg gtc 
Ala Ala Arg Leu Val 

5 

tec cag ggc gac cgt 
Ser Gin Gly Asp Arg 



ctg eta get ggg gca gcg 
Leu Leu Ala Gly Ala Ala 

10 15 

gag ccg gtg tac cgc gac 
Glu Pro Val Tyr Arg Asp 



gcg ctg gcg age ggc 103 
Ala Leu Ala Ser Gly 

20 

tgc gta ctg cag tgc 151 
Cys Val Leu Gin Cys 



7 4 3 
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25 30 35 

gaa gag cag aat tgc tct ggg ggc get ctg aat cac ttc cgc tec cgc 199 
Glu Glu Gin Asn Cys Ser Gly Gly Ala Leu Asn His Phe Arg Ser Arg 

40 45 50 

cag cca ate tac atg agt eta gca ggc tgg ace tgt egg gac gac tgt 247 
Gin Pro He Tyr Met Ser Leu Ala Gly Trp Thr Cys Arg Asp Asp Cys 

55 60 65 

aag tat gag tgt atg tgg gtc acc gtt ggg etc tac etc cag gaa ggt 295 
Lys Tyr Glu Cys Met Trp Val Thr Val Gly Leu Tyr Leu Gin Glu Gly 

70 75 80 

cac aaa gtg cct cag ttc cat ggc aag gtg tec etc aat gca tgg ttc 343 
His Lys Val Pro Gin Phe His Gly Lys Val Ser Leu Asn Ala Trp Phe 

85 90 95 100 

tgg ccc aca gtt ttc cac acc agg gac act gac etc aca gag aaa atg 391 
Trp Pro Thr Val Phe His Thr Arg Asp Thr Asp Leu Thr Glu Lys Met 

105 110 115 

gac tac ttc tgt gee tec act gtc ate eta cac tea ate tac ctg tgc 439 
Asp Tyr Phe Cys Ala Ser Thr Val lie Leu His Ser He Tyr Leu Cys 

120 125 130 

tgc gtc agg acc gtg ggg ctg cag cac cca get gtg gtc agt gee ttc 487 
Cys Val Arg Thr Val Gly Leu Gin His Pro Ala Val Val Ser Ala Phe 
135 140 145 



7 4 4 
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egg get etc ctg ctg etc atg ctg ace gtg cac gtc tec tac ctg age 
Arg Ala Leu Leu Leu Leu Met Leu Thr Val His Val Ser Tyr Leu Ser 
150 155 160 

etc ate cgc ttc gac tat ggc tac aac ctg gtg gee aac gtg get att 



535 



583 



Leu He Arg Phe Asp Tyr Gly Tyr Asn Leu Val Ala Asn Val Ala lie 

165 170 175 180 



ggc ctg gtc aac gtg gtg tgg tgg ctg gee tgg tgc ctg tgg aac cag 
Gly Leu Val Asn Val Val Trp Trp Leu Ala Trp Cys Leu Trp Asn Gin 

185 190 195 

egg egg ctg cct cac gtg cgc aag cgc gtg gtg gtg gtc ttg ctg ctg 
Arg Arg Leu Pro His Val Arg Lys Arg Val Val Val Val Leu Leu Leu 

200 205 210 

cag ggg ctg tec ctg etc gag ctg ctt gac ttc cca ccg etc ttc tgg 
Gin Gly Leu Ser Leu Leu Glu Leu Leu Asp Phe Pro Pro Leu Phe Trp 

215 220 225 

gtc ctg gat gee cat gee ate tgg cac ate age ace ate cct gtc cac 
Val Leu Asp Ala His Ala He Trp His He Ser Thr He Pro Val His 

230 235 240 

gtc etc ttt ttc age ttt ctg gaa gat gac age ctg tac ctg ctg aag 
Val Leu Phe Phe Ser Phe Leu Glu Asp Asp Ser Leu Tyr Leu Leu Lys 

245 250 255 260 



631 



679 



727 



775 



823 



7 4 5 
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gaa tea gag gac aag ttc aag ctg gac tgaagacctt ggagcgagtc 



870 



Glu Ser Glu Asp Lys Phe Lys Leu Asp 

265 

tgccccagtg gggatcctgc ccccgccctg ctggcctccc ttctcccctc aacccttgag 930 



atgattttct cttttcaact tcttgaactt ggacatgaag gatgtgggcc cagaatcatg 990 
tggccagccc accccctgtt ggccctcacc agecttggag tctgttctag ggaaggcetc 1050 
ccagcatctg ggactcgaga gtgggcagcc cctctacctc ctggagctga actggggtgg 1110 
aactgagtgt gctcttagct etacegggag gacagctgcc tgtttcctcc ccatcagcct 1170 
cctccccaca tccccagctg cctggctggg tcctgaagcc ctctgtctac ctgggagacc 1230 
agggaccaca ggccttaggg atacaggggg tccccttctg ttaccacccc ccaccctcct 1290 
ccaggacacc actaggtggt getggatget tgttctttgg ccagccaagg ttcaeggega 1350 
ttctccccat gggatcttga gggaccaagc tgctgggatt gggaaggagt ttcaccctga 1410 
ccattgccct agecaggtte ccaggaggcc tcaccatact ccctttcagg gccagggctc 1470 
cagcaagccc agggcaagga tcctgtgctg ctgtctggtt gagagectge caccgtgtgt 1530 
cgggagtgtg ggccaggctg agtgcatagg tgacagggee gtgagcatgg gcctgggtgt 1590 
gtgtgagctc aggectaggt gcgcagtgtg gagaegggtg ttgtcgggga agaggtgtgg 1650 
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cttcaaagtg tgtgtgtgca gggggtgggt gtgttagcgt gggttagggg aacgtgtgtg 1710 
cgcgtgctgg tgggcatgtg agatgagtga ctgccggtga atgtgtccac agttgagagg 1770 

ttggagcagg atgagggaat cctgtcacca tcaataatca cttgtggagc gccagctctg 1830 

cccaaggcgc cacctgggcg gacagccagg agctctccat ggccaggctg cctgtgtgca 1890 
tgttccctgt ctggtgcccc tttgcccgcc tcctgcaaac ctcacagggt ccccacacaa 1950 
cagtgccctc cagaagcagc ccctcggagg cagaggaagg aaaatgggga tggctggggc 2010 
tctctccatc ctccttttct ccttgccttc gcatggctgg ccttcccctc caaaacctcc 2070 
attcccctgc tgccagcccc tttgccatag cctgattttg gggaggagga aggggcgatt 2130 
tgagggagaa ggggagaaag cttatggctg ggtctggttt cttcccttcc cagagggtct 2190 
tactgctcca gggtggcccc agggcaggca ggggccacac tatgcctgcg ccctggtaaa 2250 
ggtgacccct gccacttacc agcagccctg gcatgttcct gccccacagg aatagaatgg 2310 
agggagctcc agaaactttc catcccaaag gcagtctccg tggttgaagc agactggatt 2370 
tttgctctgc ccctgacccc ttgtccctct ttgagggagg ggagctatgc taggactcca 2430 
acctcaggga ctcgggtggc ctgcgctagc ttcttttgat actgaaaact tttaaggtgg 2490 

7 4 7 »2 0 0 0 - 3 0 6 2 5 2 2 
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gagggtggca agggatgtgc ttaataaatc aattccaagc etc 



2533 



<210> 190 

<211> 269 

<212> PRT 

<213> Homo sapiens 

<400> 190 

Met Ala Gly Leu Ala Ala Arg Leu Val Leu Leu Ala Gly Ala Ala Ala 

15 10 15 

Leu Ala Ser Gly Ser Gin Gly Asp Arg Glu Pro Val Tyr Arg Asp Cys 

20 25 30 

Val Leu Gin Cys Glu Glu Gin Asn Cys Ser Gly Gly Ala Leu Asn His 

35 40 45 

Phe Arg Ser Arg Gin Pro He Tyr Met Ser Leu Ala Gly Trp Thr Cys 

50 55 60 

Arg Asp Asp Cys Lys Tyr Glu Cys Met Trp Val Thr Val Gly Leu Tyr 

65 70 75 80 

Leu Gin Glu Gly His Lys Val Pro Gin Phe His Gly Lys Val Ser Leu 

85 90 95 

Asn Ala Trp Phe Trp Pro Thr Val Phe His Thr Arg Asp Thr Asp Leu 

100 105 110 

7 4 8 ffill# 2000-3062522 
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Thr Glu Lys Met Asp Tyr Phe Cys Ala Ser Thr Val He Leu His Ser 

115 120 125 

He Tyr Leu Cys Cys Val Arg Thr Val Gly Leu Gin His Pro Ala Val 

130 135 140 



Val Ser Ala Phe Arg Ala Leu Leu Leu Leu Met Leu Thr Val His Val 

145 150 155 160 

Ser Tyr Leu Ser Leu He Arg Phe Asp Tyr Gly Tyr Asn Leu Val Ala 

165 170 175 

Asn Val Ala He Gly Leu Val Asn Val Val Trp Trp Leu Ala Trp Cys 

180 185 190 

Leu Trp Asn Gin Arg Arg Leu Pro His Val Arg Lys Arg Val Val Val 

195 200 205 

Val Leu Leu Leu Gin Gly Leu Ser Leu Leu Glu Leu Leu Asp Phe Pro 

210 215 220 

Pro Leu Phe Trp Val Leu Asp Ala His Ala He Trp His He Ser Thr 

225 230 235 240 

He Pro Val His Val Leu Phe Phe Ser Phe Leu Glu Asp Asp Ser Leu 

245 250 255 

Tyr Leu Leu Lys Glu Ser Glu Asp Lys Phe Lys Leu Asp 
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r 

260 265 



<210> 191 
<211> 1792 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (187).. (798) 

<400> 191 

aaaaagcggg tccgagccgc cgccgcgcgc gcgccgcgca ctgcagcccc aggccccggc 60 

cccccaccca cgtctgcgtt gctgccccgc ctgggccagg ccccaaaggc aaggacaaag 120 

cagctgtcag ggaacctccg ccggagtcga atttacgtgc agctgccggc aaccacaggt 180 

accaag atg gtt tgc ggg ggc ttc gcg tgt tec aag aac tgc ctg tgc 228 
Met Val Cys Gly Gly Phe Ala Cys Ser Lys Asn Cys Leu Cys 
1 5 10 

gec etc aac ctg ctt tac acc ttg gtt agt ctg ctg eta att gga att 276 
Ala Leu Asn Leu Leu Tyr Thr Leu Val Ser Leu Leu Leu He Gly He 

15 20 25 30 

get gcg tgg ggc att ggc ttc ggg ctg att tec agt etc cga gtg gtc 324 
Ala Ala Trp Gly He Gly Phe Gly Leu He Ser Ser Leu Arg Val Val 



7 5 0 
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m 



35 



40 



45 



ggc gtg gtc att gca gtg ggc ate ttc ttg ttc ctg att get tta gtg 372 
Gly Val Val He Ala Val Gly He Phe Leu Phe Leu He Ala Leu Val 

50 55 60 



ggt ctg att gga get gta aaa cat cat cag gtg ttg eta ttt ttt tat 420 
Gly Leu lie Gly Ala Val Lys His His Gin Val Leu Leu Phe Phe Tyr 

65 70 75 

atg att att ctg tta ctt gta ttt att gtt cag tct tct gta tct tgc 468 
Met He lie Leu Leu Leu Val Phe He Val Gin Ser Ser Val Ser Cys 

80 85 90 

get tgt tta gee ctg aac cag gag caa cag ggt cag ctt ctg gag gtt 516 
Ala Cys Leu Ala Leu Asn Gin Glu Gin Gin Gly Gin Leu Leu Glu Val 
95 100 105 110 

ggt tgg aac aat acg gca agt get cga aat gac ate cag aga aat eta 564 
Gly Trp Asn Asn Thr Ala Ser Ala Arg Asn Asp He Gin Arg Asn Leu 

115 120 125 

aac tgc tgt ggg ttc cga agt gtt aac cca aat gac acc tgt ctg get 612 
Asn Cys Cys Gly Phe Arg Ser Val Asn Pro Asn Asp Thr Cys Leu Ala 
130 135 140 

age tgt gtt aaa agt gac cac teg tgc teg cca tgt get cca ate ata 660 
Ser Cys Val Lys Ser Asp His Ser Cys Ser Pro Cys Ala Pro He lie 
145 150 155 
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gga gaa tat get gga gag gtt ttg aga ttt gtt ggt ggc att ggc ctg 708 
Gly Glu Tyr Ala Gly Glu Val Leu Arg Phe Val Gly Gly He Gly Leu 
160 165 170 

ttc ttc agt ttt aca gag ate ctg ggt gtt tgg ctg acc tac aga tac 756 
Phe Phe Ser Phe Thr Glu He Leu Gly Val Trp Leu Thr Tyr Arg Tyr 

175 180 185 190 

agg aac cag aaa gac ccc cgc gcg aat cct agt gca ttc ctt 798 
Arg Asn Gin Lys Asp Pro Arg Ala Asn Pro Ser Ala Phe Leu 

195 200 

tgatgagaaa acaaggaaga tttcctttcg tattatgatc ttgttcactt tctgtaattt 858 

tctgttaagc tccatttgcc agtttaagga aggaaacact atctggaaaa gtaccttatt 918 

gatagtggaa ttatatattt ttactctatg tttctctaca tgtttttttc tttccgttgc 978 

tgaaaaatat ttgaaacttg tggtctctga agctcggtgg cacctggaat ttactgtatt 1038 

cattgtcggg cactgtccac tgtggccttt cttagcattt ttacctgcag aaaaactttg 1098 

tatggtacca ctgtgttggt tatatggtga atetgaaegt acatctcact ggtataatta 1158 

tatgtagcac tgtgctgtgt agatagttcc tactggaaaa agagtggaaa tttattaaaa 1218 

tcagaaagta tgagatcctg ttatgttaag ggaaatccaa attcccaatt ttttttggtc 1278 
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tttttaggaa agatgtgttg tggtaaaaag tgttagtata aaaatgataa tttacttgta 1338 
gtcttttatg attacaccaa tgtattctag aaatagttat gtcttaggaa attgtggttt 1398 
aatttttgac ttttacaggt aagtgcaaag gagaagtggt ttcatgaaat gttctaatgt 1458 
ataataacat ttaccttcag cctccatcag aatggaacga gttttgagta atcaggaagt 1518 
atatctatat gatcttgata ttgttttata ataatttgaa gtctaaaaga ctgcattttt 1578 
aaacaagtta gtattaatgc gttggcccac gtagcaaaaa gatatttgat tatcttaaaa 1638 
attgttaaat accgttttca tgaaagttct cagtattgta acagcaactt gtcaaaccta 1698 
agcatatttg aatatgatct cccataattt gaaattgaaa tcgtattgtg tggctctgta 1758 
tattctgtta aaaaattaaa ggacagaaac cttt 1792 

<210> 192 
<211> 204 
<212> PRT 

<213> Homo sapiens 
<400> 192 

Met Val Cys Gly Gly Phe Ala Cys Ser Lys Asn Cys Leu Cys Ala Leu 
15 10 15 

Asn Leu Leu Tyr Thr Leu Val Ser Leu Leu Leu lie Gly He Ala Ala 
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25 



30 



Trp Gly lie Gly Phe Gly Leu He Ser Ser Leu Arg Val Val Gly Val 

35 40 45 



Val He Ala Val Gly He Phe Leu Phe Leu He Ala Leu Val Gly Leu 



50 



55 



60 



lie Gly Ala Val Lys His His Gin Val Leu Leu Phe Phe Tyr Met He 

65 70 75 80 

He Leu Leu Leu Val Phe He Val Gin Ser Ser Val Ser Cys Ala Cys 

85 90 95 

Leu Ala Leu Asn Gin Glu Gin Gin Gly Gin Leu Leu Glu Val Gly Trp 

100 105 110 

Asn Asn Thr Ala Ser Ala Arg Asn Asp lie Gin Arg Asn Leu Asn Cys 

115 120 125 

Cys Gly Phe Arg Ser Val Asn Pro Asn Asp Thr Cys Leu Ala Ser Cys 
130 135 140 

Val Lys Ser Asp His Ser Cys Ser Pro Cys Ala Pro He He Gly Glu 
145 150 155 160 



Tyr Ala Gly Glu Val Leu Arg Phe Val Gly Gly He Gly Leu Phe Phe 

165 170 175 
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Ser Phe Thr Glu He Leu Gly Val Trp Leu Thr Tyr Arg Tyr Arg Asn 
180 185 190 

Gin Lys Asp Pro Arg Ala Asn Pro Ser Ala Phe Leu 
195 200 



<210> 193 
<211> 2622 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (85).. (1143) 

<400> 193 

aaaagcgctg gccggagggc ccgcggccgg gccgccgggg tgagcgtgtc gaggcggctg 60 

tggcgcaggc ttccagcccc cacc atg ccg tgg ccc ctg ctg ctg ctg ctg 111 

Met Pro Trp Pro Leu Leu Leu Leu Leu 
1 5 

gcc gtg agt ggg gcc cag aca acc egg cca tgc ttc ccc ggg tgc caa 159 
Ala Val Ser Gly Ala Gin Thr Thr Arg Pro Cys Phe Pro Gly Cys Gin 

10 15 20 25 

tgc gag gtg gag acc ttc ggc ctt ttc gac age ttc age ctg act egg 207 
Cys Glu Val Glu Thr Phe Gly Leu Phe Asp Ser Phe Ser Leu Thr Arg 
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30 35 40 

gtg gat tgt age ggc ctg ggc ccc cac ate atg ccg gtg ccc ate cct 255 
Val Asp Cys Ser Gly Leu Gly Pro His He Met Pro Val Pro He Pro 

45 50 55 



ctg gac aca gec cac ttg gac ctg tec tec aac egg ctg gag atg gtg 303 
Leu Asp Thr Ala His Leu Asp Leu Ser Ser Asn Arg Leu Glu Met Val 

60 65 70 

aat gag teg gtg ttg gcg ggg ccg ggc tac acg acg ttg get ggc ctg 351 
Asn Glu Ser Val Leu Ala Gly Pro Gly Tyr Thr Thr Leu Ala Gly Leu 

75 80 85 

gat etc age cac aac ctg etc ace age ate tea ccc act gee ttc tec 399 
Asp Leu Ser His Asn Leu Leu Thr Ser He Ser Pro Thr Ala Phe Ser 

90 95 100 105 

cgc ctt cgc tac ctg gag teg ctt gac etc age cac aat ggc ctg aca 447 
Arg Leu Arg Tyr Leu Glu Ser Leu Asp Leu Ser His Asn Gly Leu Thr 

110 115 120 

gee ctg cca gee gag age ttc ace age tea ccc ctg age gac gtg aac 495 
Ala Leu Pro Ala Glu Ser Phe Thr Ser Ser Pro Leu Ser Asp Val Asn 

125 130 135 

ctt age cac aac cag etc egg gag gtc tea gtg tct gee ttc acg acg 543 
Leu Ser His Asn Gin Leu Arg Glu Val Ser Val Ser Ala Phe Thr Thr 
140 145 150 
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cac agt cag ggc egg gca eta cac gtg gac etc tec cac aac etc att 591 
His Ser Gin Gly Arg Ala Leu His Val Asp Leu Ser His Asn Leu He 

155 160 165 

cac cgc etc gtg ccc cac ccc acg agg gec ggc ctg cct gcg ccc acc 639 
His Arg Leu Val Pro His Pro Thr Arg Ala Gly Leu Pro Ala Pro Thr 
170 175 180 185 

att cag age ctg aac ctg gee tgg aac egg etc cat gee gtg ccc aac 687 
lie Gin Ser Leu Asn Leu Ala Trp Asn Arg Leu His Ala Val Pro Asn 

190 195 200 



etc cga gac ttg ccc ctg cgc tac ctg age ctg gat ggg aac cct eta 735 
Leu Arg Asp Leu Pro Leu Arg Tyr Leu Ser Leu Asp Gly Asn Pro Leu 

205 210 215 

get gtc att ggt ccg ggt gee ttc gcg ggg ctg gga ggc ctt aca cac 783 
Ala Val He Gly Pro Gly Ala Phe Ala Gly Leu Gly Gly Leu Thr His 

220 225 230 

ctg tct ctg gee age ctg cag agg etc cct gag ctg gcg ccc agt ggc 831 
Leu Ser Leu Ala Ser Leu Gin Arg Leu Pro Glu Leu Ala Pro Ser Gly 

235 240 245 

ttc cgt gag eta ccg ggc ctg cag gtc ctg gac ctg teg ggc aac ccc 879 
Phe Arg Glu Leu Pro Gly Leu Gin Val Leu Asp Leu Ser Gly Asn Pro 

250 255 260 265 
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aag ctt aac tgg gca gga get gag gtg ttt tea ggc ctg age tec ctg 927 
Lys Leu Asn Trp Ala Gly Ala Glu Val Phe Ser Gly Leu Ser Ser Leu 

270 275 280 

cag gag ctg gac ctt teg ggc ace aac ctg gtg ccc ctg cct gag gcg 975 
Gin Glu Leu Asp Leu Ser Gly Thr Asn Leu Val Pro Leu Pro Glu Ala 

285 290 295 

ctg etc etc cac etc ccg gca ctg cag age gtc age gtg ggc cag gat 1023 
Leu Leu Leu His Leu Pro Ala Leu Gin Ser Val Ser Val Gly Gin Asp 

300 305 310 

gtg egg tgc egg cgc ctg gtg egg gag ggc ace tac ccc egg agg cct 1071 
Val Arg Cys Arg Arg Leu Val Arg Glu Gly Thr Tyr Pro Arg Arg Pro 

315 320 325 

ggc tec age ccc aag gtg gee ctg cac tgc gta gac ace egg gaa tct 1119 
Gly Ser Ser Pro Lys Val Ala Leu His Cys Val Asp Thr Arg Glu Ser 

330 335 340 345 

get gee agg ggc ccc ace ate ttg tgacaaatgg tgtggcccag ggccacataa 1173 
Ala Ala Arg Gly Pro Thr He Leu 

350 

cagactgetg tcctgggctg cctcaggtcc cgagtaactt atgttcaatg tgccgacacc 1233 

agtggggagc ccgcaggcct atgtggcagc gtcaccacag gagttgtggg cctaggagag 1293 

gctttggacc tgggagecac acctaggagc aaagtctcac ccctttgtct aegttgette 1353 
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cccaaaccat gagcagaggg acttcgatgc caaaccagac tcgggtcccc tcctgcttcc 1413 



cttccccact tatcccccaa gtgccttccc tcatgcctgg gccggcctga cccgcaatgg 1473 



gcagagggtg ggtgggaccc cctgctgcag ggcagagttc aggtccactg ggctgagtgt 1533 



ccccttgggc ccatggccca gtcactcagg ggcgagtttc ttttctaaca tagccctttc 1593 



tttgccatga ggccatgagg cccgcttcat ccttttctat ttccctagaa ccttaatggt 1653 



agaaggaatt gcaaagaatc aagtccaccc ttctcatgtg acagatgggg aaactgaggc 1713 



cttgagaagg aaaaaggcta atctaagttc ctgcgggcag tggcatgact ggagcacagc 1773 



ctcctgcctc ccagcccgga cccaatgcac tttcttgtct cctctaataa gccccaccct 1833 



ccccgcctgg gctccccttg ctgcccttgc ctgttcccca ttagcacagg agtagcagca 1893 



gcaggacagg caagagcctc acaagtggga ctctgggcct ctgaccagct gtgcggcatg 1953 



ggctaagtca ctctgccctt cgggagcctc tggaagctta gggctcattg gttccagcct 2013 



agccagtttc tcaccctggg ttggggtccc ccagcatcca gactggaaac ctacccattt 2073 



tcccctgagc atcctctaga tgctgcccca aggagttgct gcagttctgg agcctcatct 2133 



ggctgggatc tccaaggggc ctcctggatt cagtccccac tggccctgag cacgacagcc 2193 
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cttcttaccc tcccaggaat gccgtgaaag gagacaaggt ctgcccgacc catgtctatg 2253 



ctctaccccc agggtagcat ctcagcttcc gaaccctggg ctgtttcctt agtcttcatt 2313 



ttataaaagt tgttgccttt ttaacggagt gtcactttca accggcctcc cctacccctg 2373 



ctggccgggg atggagacat gtcatttgta aaagcagaaa aaggttgcat ttgttcactt 2433 



ttgtaatatt gtcctgggcc tgtgttgggg tgttggggga agctgggcat cagtggccac 2493 



atgggcatca ggggctggcc ccacagagac cccacagggc agtgagctct gtcttccccc 2553 



acctgcctag cccatcatct atctaaccgg tccttgattt aataaacact ataaaaagtt 2613 



ctttgcttt 2622 



<210> 194 
<211> 353 
<212> PRT 

<213> Homo sapiens 
<400> 194 

Met Pro Trp Pro Leu Leu Leu Leu Leu Ala Val Ser Gly Ala Gin Thr 

15 10 15 

Thr Arg Pro Cys Phe Pro Gly Cys Gin Cys Glu Val Glu Thr Phe Gly 

20 25 30 
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Leu Phe Asp Ser Phe Ser Leu Thr Arg Val Asp Cys Ser Gly Leu Gly 

35 40 45 

Pro His lie Met Pro Val Pro lie Pro Leu Asp Thr Ala His Leu Asp 

50 55 60 



Leu Ser Ser Asn Arg Leu Glu Met Val Asn Glu Ser Val Leu Ala Gly 

65 70 75 80 

Pro Gly Tyr Thr Thr Leu Ala Gly Leu Asp Leu Ser His Asn Leu Leu 

85 90 95 

Thr Ser He Ser Pro Thr Ala Phe Ser Arg Leu Arg Tyr Leu Glu Ser 

100 105 110 

Leu Asp Leu Ser His Asn Gly Leu Thr Ala Leu Pro Ala Glu Ser Phe 

115 120 125 

Thr Ser Ser Pro Leu Ser Asp Val Asn Leu Ser His Asn Gin Leu Arg 

130 135 140 

Glu Val Ser Val Ser Ala Phe Thr Thr His Ser Gin Gly Arg Ala Leu 

145 150 155 160 

His Val Asp Leu Ser His Asn Leu He His Arg Leu Val Pro His Pro 

165 170 175 

Thr Arg Ala Gly Leu Pro Ala Pro Thr He Gin Ser Leu Asn Leu Ala 

180 185 190 
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Trp Asn Arg Leu His Ala Val Pro Asn Leu Arg Asp Leu Pro Leu Arg 

195 200 205 

Tyr Leu Ser Leu Asp Gly Asn Pro Leu Ala Val He Gly Pro Gly Ala 

210 215 220 



Phe Ala Gly Leu Gly Gly Leu Thr His Leu Ser Leu Ala Ser Leu Gin 

225 230 235 240 

Arg Leu Pro Glu Leu Ala Pro Ser Gly Phe Arg Glu Leu Pro Gly Leu 

245 250 255 

Gin Val Leu Asp Leu Ser Gly Asn Pro Lys Leu Asn Trp Ala Gly Ala 

260 265 270 

Glu Val Phe Ser Gly Leu Ser Ser Leu Gin Glu Leu Asp Leu Ser Gly 

275 280 285 

Thr Asn Leu Val Pro Leu Pro Glu Ala Leu Leu Leu His Leu Pro Ala 

290 295 300 

Leu Gin Ser Val Ser Val Gly Gin Asp Val Arg Cys Arg Arg Leu Val 

305 310 315 320 

Arg Glu Gly Thr Tyr Pro Arg Arg Pro Gly Ser Ser Pro Lys Val Ala 

325 330 335 

Leu His Cys Val Asp Thr Arg Glu Ser Ala Ala Arg Gly Pro Thr He 
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340 



345 



350 



Leu 



<210> 195 
<211> 2005 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (48).. (950) 

<400> 195 

atgcgcagcg gggccgtggg tgtacgcggc gcagcgcggc agtcctg atg gcc egg 56 

Met Ala Arg 
1 

cat ggg tta ccg ctg ctg ccc ctg ctg teg etc ctg gtc ggc gcg tgg 104 
His Gly Leu Pro Leu Leu Pro Leu Leu Ser Leu Leu Val Gly Ala Trp 

5 10 15 

etc aag eta gga aat gga cag get act age atg gtc caa ctg cag ggt 152 
Leu Lys Leu Gly Asn Gly Gin Ala Thr Ser Met Val Gin Leu Gin Gly 

20 25 30 35 

ggg aga ttc ctg atg gga aca aat tct cca gac age aga gat ggt gaa 200 
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Gly Arg Phe Leu Met Gly Thr Asn Ser Pro Asp Ser Arg Asp Gly Glu 

40 45 50 

ggg cct gtg egg gag gcg aca gtg aaa ccc ttt gec ate gac ata ttt 248 
Gly Pro Val Arg Glu Ala Thr Val Lys Pro Phe Ala He Asp He Phe 

55 60 65 



cct gtc acc aac aaa gat ttc agg gat ttt gtc agg gag aaa aag tat 296 
Pro Val Thr Asn Lys Asp Phe Arg Asp Phe Val Arg Glu Lys Lys Tyr 

70 75 80 

egg aca gaa get gag atg ttt gga tgg age ttt gtc ttt gag gac ttt 344 
Arg Thr Glu Ala Glu Met Phe Gly Trp Ser Phe Val Phe Glu Asp Phe 

85 90 95 

gtc tct gat gag ctg aga aac aaa gee acc cag cca atg aag tct gta 392 
Val Ser Asp Glu Leu Arg Asn Lys Ala Thr Gin Pro Met Lys Ser Val 

100 105 110 115 

etc tgg tgg ctt cca gtg gaa aag gca ttt tgg agg cag cct gca ggt 440 
Leu Trp Trp Leu Pro Val Glu Lys Ala Phe Trp Arg Gin Pro Ala Gly 

120 125 130 

cct ggc tct ggc ate cga gag aga ctg gag cac cca gtg tta cac gtg 488 
Pro Gly Ser Gly He Arg Glu Arg Leu Glu His Pro Val Leu His Val 

135 140 145 

age tgg aat gac gee cgt gee tac tgt get tgg egg gga aaa cga ctg 536 
Ser Trp Asn Asp Ala Arg Ala Tyr Cys Ala Trp Arg Gly Lys Arg Leu 
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150 



155 



160 



ccc acg gag gaa gag tgg gag ttt gcc gcc cga ggg ggc ttg aag ggt 584 
Pro Thr Glu Glu Glu Trp Glu Phe Ala Ala Arg Gly Gly Leu Lys Gly 
165 170 175 

caa gtt tac cca tgg ggg aac tgg ttc cag cca aac cgc acc aac ctg 632 
Gin Val Tyr Pro Trp Gly Asn Trp Phe Gin Pro Asn Arg Thr Asn Leu 

180 185 190 195 

tgg cag gga aag ttc ccc aag gga gac aaa get gag gat ggc ttc cat 680 
Trp Gin Gly Lys Phe Pro Lys Gly Asp Lys Ala Glu Asp Gly Phe His 

200 205 210 

gga gtc tec cca gtg aat get ttc ccc gcc cag aac aac tac ggg etc 728 
Gly Val Ser Pro Val Asn Ala Phe Pro Ala Gin Asn Asn Tyr Gly Leu 

215 220 225 

tat gac etc ctg ggg aac gtg tgg gag tgg aca gca tea ccg tac cag 776 
Tyr Asp Leu Leu Gly Asn Val Trp Glu Trp Thr Ala Ser Pro Tyr Gin 

230 235 240 

get get gag cag gac atg cgc gtc etc egg ggg gca tec tgg ate gac 824 
Ala Ala Glu Gin Asp Met Arg Val Leu Arg Gly Ala Ser Trp He Asp 

245 250 255 



aca get gat ggc tct gcc aat cac egg gcc egg gtc acc acc agg atg 872 
Thr Ala Asp Gly Ser Ala Asn. His Arg Ala Arg Val Thr Thr Arg Met 

260 265 270 275 
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ggc aac act cca gat tea gec tea gac aac etc ggt ttc cgc tgt get 920 
Gly Asn Thr Pro Asp Ser Ala Ser Asp Asn Leu Gly Phe Arg Cys Ala 
280 285 290 

gca gac gca ggc egg ccg cca ggg gag ctg taagcagccg ggtggtgaca 970 
Ala Asp Ala Gly Arg Pro Pro Gly Glu Leu 

295 300 

aggagaaaag ccttctaggg tcactgtcat tccctggcca tgttgcaaac agegcaatte 1030 
caagctcgag agcttcagcc tcaggaaaga acttcccctt ccctgtctcc catccctctg 1090 
tggcaggege ctctcaccag ggcaggagag gactcagcct cctgtgtttt ggagaagggg 1150 
cccaatgtgt gttgacgatg getgggggee aggtgtttct gttagaggee aagtattatt 1210 
gacacaggat tgcaaacaca caaacagttg gaacagagca ctctgaaagg ccatttttta 1270 
agcattttaa aatctattct ctcccccttt ctccctggat gattcaggaa gctgacattg 1330 
tttcctcaag gcagaatttt cctggttctg ttttctcagc cagttgctgt ggaaggagaa 1390 
tgctttcttt gtggcctcat ctgtggtttc gtgtccctct gaaggaaact agtttccact 1450 
gtgtaacagg cagacatgta actatttaaa gcacagttca gtcctaaaag ggtctgggag 1510 
aaccagatga tgtactaggt gaagcattgc attgtgggaa tcacaaagca aatagtactc 1570 

7 6 6 ffifiE4# 2000-3062522 



11-19417 




cagaaagaca aatatcagaa gcttcctatt cttttttttt tttttttttt ttttgagaca 1630 
gggtctttct ctgttgccca ggctagagtg cactggtggt cacggctcac tctagccttg 1690 
aattcctggg cccaagcaat tctcccacct cagcctcctg agtagctggg actacaagtg 1750 
tgcaccacca tgcctggcta attttttgaa tttttgtagt gatgggatct cgctctgttg 1810 
cccagggtgg tctcgaactc ctggcctcaa gcgatcctcc cacctcgacc tcccaaagtg 1870 
ctgggattac aggtgtgagc cacctcgcct gggccccctt ctccatatgc ctccaaaaac 1930 
atgtccctgg agagtagcct gctcccacac tgtcactgga tgtcatgggg ccaataaaat 1990 
ctcctgcaat tgtgt 2005 

<210> 196 
<211> 301 
<212> PRT 

<213> Homo sapiens 
<400> 196 

Met Ala Arg His Gly Leu Pro Leu Leu Pro Leu Leu Ser Leu Leu Val 
15 10 15 

Gly Ala Trp Leu Lys Leu Gly Asn Gly Gin Ala Thr Ser Met Val Gin 

20 25 30 

7 6 7 tfJSE4# 2000-3062522 
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Leu Gin Gly Gly Arg Phe Leu Met Gly Thr Asn Ser Pro Asp Ser Arg 

35 40 45 

Asp Gly Glu Gly Pro Val Arg Glu Ala Thr Val Lys Pro Phe Ala He 

50 55 60 



Asp lie Phe Pro Val Thr Asn Lys Asp Phe Arg Asp Phe Val Arg Glu 

65 70 75 80 

Lys Lys Tyr Arg Thr Glu Ala Glu Met Phe Gly Trp Ser Phe Val Phe 

85 90 95 

Glu Asp Phe Val Ser Asp Glu Leu Arg Asn Lys Ala Thr Gin Pro Met 
100 105 110 

Lys Ser Val Leu Trp Trp Leu Pro Val Glu Lys Ala Phe Trp Arg Gin 

115 120 125 

Pro Ala Gly Pro Gly Ser Gly lie Arg Glu Arg Leu Glu His Pro Val 

130 135 140 

Leu His Val Ser Trp Asn Asp Ala Arg Ala Tyr Cys Ala Trp Arg Gly 

145 150 155 160 

Lys Arg Leu Pro Thr Glu Glu Glu Trp Glu Phe Ala Ala Arg Gly Gly 

165 170 175 

Leu Lys Gly Gin Val Tyr Pro Trp Gly Asn Trp Phe Gin Pro Asn Arg 
180 185 190 



7 6 8 
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Thr Asn Leu Trp Gin Gly Lys Phe Pro Lys Gly Asp Lys Ala Glu Asp 

195 200 205 

Gly Phe His Gly Val Ser Pro Val Asn Ala Phe Pro Ala Gin Asn Asn 

210 215 220 



Tyr Gly Leu Tyr Asp Leu Leu Gly Asn Val Trp Glu Trp Thr Ala Ser 

225 230 235 240 

Pro Tyr Gin Ala Ala Glu Gin Asp Met Arg Val Leu Arg Gly Ala Ser 

245 250 255 

Trp He Asp Thr Ala Asp Gly Ser Ala Asn His Arg Ala Arg Val Thr 

260 265 270 

Thr Arg Met Gly Asn Thr Pro Asp Ser Ala Ser Asp Asn Leu Gly Phe 

275 280 285 

Arg Cys Ala Ala Asp Ala Gly Arg Pro Pro Gly Glu Leu 

290 295 300 

<210> 197 
<211> 2012 
<212> DNA 

<213> Homo sapiens 
<220> 

7 6 9 aisIE$#2 0 0 0 - 3 0 6 2 5 2 2 



11-194179 



<221> CDS 

<222> (305).. (1549) 
<400> 197 

aaaacgggat attcagcagt ggcctgtggc tgccagagca gctcctcagg ggaaactaag 60 



cgtcgagtca gacggcacca taatcgcctt taaaagtgcc tccgccctgc cggccgcgta 120 

tcccccggct acctgggccg ccccgcggcg gtgcgcgcgt gagagggagc gcgcgggcag 180 

ccgagcgccg gtgtgagcca gcgctgctgc cagtgtgagc ggcggtgtga gcgcggtggg 240 

tgcggagggg cgtgtgtgcc ggcgcgcgcg ccgtggggtg caaaccccga gcgtctacgc 300 

tgcc atg agg ggc gcg aac gcc tgg gcg cca etc tgc ctg ctg ctg get 349 
Met Arg Gly Ala Asn Ala Trp Ala Pro Leu Cys Leu Leu Leu Ala 
15 10 15 

gcc gcc acc cag etc teg egg cag cag tec cca gag aga cct gtt ttc 397 
Ala Ala Thr Gin Leu Ser Arg Gin Gin Ser Pro Glu Arg Pro Val Phe 

20 25 30 

aca tgt ggt ggc att ctt act gga gag tct gga ttt att ggc agt gaa 445 
Thr Cys Gly Gly He Leu Thr Gly Glu Ser Gly Phe lie Gly Ser Glu 

35 40 45 

ggt ttt cct gga gtg tac cct cca aat age aaa tgt act tgg aaa ate 493 
Gly Phe Pro Gly Val Tyr Pro Pro Asn Ser Lys Cys Thr Trp Lys lie 

50 55 60 



7 7 0 
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aca gtt ccc gaa gga aaa gta gtc gtt etc aat ttc cga ttc ata gac 541 
Thr Val Pro Glu Gly Lys Val Val Val Leu Asn Phe Arg Phe He Asp 

65 70 75 

etc gag agt gac a ac ctg tgc cgc tat gac ttt gtg gat gtg tac aat 589 
Leu Glu Ser Asp Asn Leu Cys Arg Tyr Asp Phe Val Asp Val Tyr Asn 

80 85 90 95 

ggc cat gec aat ggc cag cgc att ggc cgc ttc tgt ggc act ttc egg 637 
Gly His Ala Asn Gly Gin Arg He Gly Arg Phe Cys Gly Thr Phe Arg 
100 105 110 

cct gga gec ctt gtg tec agt ggc aac aag atg atg gtg cag atg att 685 
Pro Gly Ala Leu Val Ser Ser Gly Asn Lys Met Met Val Gin Met He 
115 120 125 

tct gat gec aac aca get ggc aat ggc ttc atg gec atg ttc tec get 733 
Ser Asp Ala Asn Thr Ala Gly Asn Gly Phe Met Ala Met Phe Ser Ala 
130 135 140 

get gaa cca aac gaa aga ggg gat cag tat tgt gga gga etc ctt gac 781 
Ala Glu Pro Asn Glu Arg Gly Asp Gin Tyr Cys Gly Gly Leu Leu Asp 

145 150 155 

aga cct tec ggc 
Arg Pro Ser Gly 
160 

7 7 1 ffil£4# 2000-3062522 



tct ttt aaa ace ccc aac tgg cca gac egg gat tac 829 
Ser Phe Lys Thr Pro Asn Trp Pro Asp Arg Asp Tyr 
165 170 175 



#^2- 1 1 — 194179 



cct gca gga gtc act tgt gtg tgg cac att gta gcc cca aag aat cag 877 
Pro Ala Gly Val Thr Cys Val Trp His He Val Ala Pro Lys Asn Gin 

180 185 190 

ctt ata gaa tta aag ttt gag aag ttt gat gtg gag cga gat aac tac 925 
Leu He Glu Leu Lys Phe Glu Lys Phe Asp Val Glu Arg Asp Asn Tyr 

195 200 205 

tgc cga tat gat tat gtg get gtg ttt aat ggc ggg gaa gtc aac gat 973 
Cys Arg Tyr Asp Tyr Val Ala Val Phe Asn Gly Gly Glu Val Asn Asp 

210 215 220 

get aga aga att gga aag tat tgt ggt gat agt cca cct gcg cca att 1021 
Ala Arg Arg He Gly Lys Tyr Cys Gly Asp Ser Pro Pro Ala Pro He 

225 230 235 

gtg tct gag aga aat gaa ctt ctt att cag ttt tta tea gac tta agt 1069 
Val Ser Glu Arg Asn Glu Leu Leu lie Gin Phe Leu Ser Asp Leu Ser 

240 245 250 255 

tta act gca gat ggg ttt att ggt cac tac ata ttc agg cca aaa aaa 1117 
Leu Thr Ala Asp Gly Phe He Gly His Tyr lie Phe Arg Pro Lys Lys 

260 265 270 

ctg cct aca act aca gaa cag cct gtc acc acc aca ttc cct gta acc 1165 
Leu Pro Thr Thr Thr Glu Gin Pro Val Thr Thr Thr Phe Pro Val Thr 

275 280 285 

acg ggt tta aaa ccc acc gtg gcc ttg tgt caa caa aag tgt aga egg 1213 

7 7 2 £fi!iE# 2000-3062522 



11-19417 




Thr Gly Leu Lys Pro Thr Val Ala Leu Cys Gin Gin Lys Cys Arg Arg 

290 295 300 

acg ggg act ctg gag ggc aat tat tgt tea agt gac ttt gta tta gec 1261 

Thr Gly Thr Leu Glu Gly Asn Tyr Cys Ser Ser Asp Phe Val Leu Ala 

305 310 315 



ggc act gtt ate aca acc ate act cgc gat ggg agt ttg cac gec aca 1309 

Gly Thr Val lie Thr Thr He Thr Arg Asp Gly Ser Leu His Ala Thr 

320 325 330 335 

gtc teg ate ate aac ate tac aaa gag gga aat ttg gcg att cag cag 1357 

Val Ser lie He Asn He Tyr Lys Glu Gly Asn Leu Ala He Gin Gin 

340 345 350 

gcg ggc aag aac atg agt gec agg ctg act gtc gtc tgc aag cag tgc 1405 

Ala Gly Lys Asn Met Ser Ala Arg Leu Thr Val Val Cys Lys Gin Cys 

355 360 365 

cct ccc etc aga aga ggt eta aat tac att att atg ggc caa gta ggt 1453 

Pro Pro Leu Arg Arg Gly Leu Asn Tyr He He Met Gly Gin Val Gly 

370 375 380 

gaa gat ggg cga ggc aaa ate atg cca aac age ttt ate atg atg ttc 1501 

Glu Asp Gly Arg Gly Lys He Met Pro Asn Ser Phe lie Met Met Phe 

385 390 395 

aag acc aag aat cag aag etc ctg gat gee tta aaa aat aag caa tgt 1549 

Lys Thr Lys Asn Gin Lys Leu Leu Asp Ala Leu Lys Asn Lys Gin Cys 
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ffifiE4f 2000-3062522 



11-194179 

400 405 410 415 

taacagtgaa ctgtgtccat ttaagctgta ttctgccatt gcctttgaaa gatctatgtt 1609 

ctctcagtag aaaaaaaaat acttataaaa ttacatattc tgaaagagga ttccgaaaga 1669 

tgggactggt tgactcttca catgatggag gtatgaggcc tccgagatag ctgagggaag 1729 

ttctttgcct gctgtcagag gagcagctat ctgattggaa acctgccgac ttagtgcggt 1789 

gataggaagc taaaagtgtc aagcgttgac agcttggaag cgtttattta tacatctctg 1849 

taaaaggata ttttagaatt gagttgtgtg aagatgtcaa aaaaagattt tagaagtgca 1909 

atatttatag tgttatttgt ttcaccttca agcctttgcc ctgaggtgtt acaaccttgt 1969 

cttgcgtttt ctaaatcaat gcttaataaa atatttttaa agg 2012 

<210> 198 
<211> 415 
<212> PRT 

<213> Homo sapiens 
<400> 198 

Met Arg Gly Ala Asn Ala Trp Ala Pro Leu Cys Leu Leu Leu Ala Ala 
15 10 15 

Ala Thr Gin Leu Ser Arg Gin Gin Ser Pro Glu Arg Pro Val Phe Thr 

7 7 4 fcBSBE4# 2000-3062522 
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20 



25 



30 



Cys Gly Gly He Leu Thr Gly Glu Ser Gly Phe He Gly Ser Glu Gly 

35 40 45 

Phe Pro Gly Val Tyr Pro Pro Asn Ser Lys Cys Thr Trp Lys He Thr 
50 55 60 

Val Pro Glu Gly Lys Val Val Val Leu Asn Phe Arg Phe lie Asp Leu 

65 70 75 80 

Glu Ser Asp Asn Leu Cys Arg Tyr Asp Phe Val Asp Val Tyr Asn Gly 

85 90 95 

His Ala Asn Gly Gin Arg lie Gly Arg Phe Cys Gly Thr Phe Arg Pro 
100 105 HO 



Gly Ala Leu Val Ser Ser Gly Asn Lys Met Met Val Gin Met lie Ser 



115 



120 



125 



Asp Ala Asn Thr Ala Gly Asn Gly Phe Met Ala Met Phe Ser Ala Ala 

130 135 140 

Glu Pro Asn Glu Arg Gly Asp Gin Tyr Cys Gly Gly Leu Leu Asp Arg 

145 150 155 160 



Pro Ser Gly Ser Phe Lys Thr Pro Asn Trp Pro Asp Arg Asp Tyr Pro 

165 170 175 
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Ala Gly Val Thr Cys Val Trp His He Val Ala Pro Lys Asn Gin Leu 
180 185 190 

He Glu Leu Lys Phe Glu Lys Phe Asp Val Glu Arg Asp Asn Tyr Cys 
195 200 205 



Arg Tyr Asp Tyr Val Ala Val Phe Asn Gly Gly Glu Val Asn Asp Ala 

210 215 220 

Arg Arg He Gly Lys Tyr Cys Gly Asp Ser Pro Pro Ala Pro He Val 

225 230 235 240 

Ser Glu Arg Asn Glu Leu Leu He Gin Phe Leu Ser Asp Leu Ser Leu 

245 250 255 

Thr Ala Asp Gly Phe He Gly His Tyr lie Phe Arg Pro Lys Lys Leu 

260 265 270 

Pro Thr Thr Thr Glu Gin Pro Val Thr Thr Thr Phe Pro Val Thr Thr 

275 280 285 

Gly Leu Lys Pro Thr Val Ala Leu Cys Gin Gin Lys Cys Arg Arg Thr 

290 295 300 

Gly Thr Leu Glu Gly Asn Tyr Cys Ser Ser Asp Phe Val Leu Ala Gly 

305 310 315 320 

Thr Val He Thr Thr He Thr Arg Asp Gly Ser Leu His Ala Thr Val 

325 330 335 
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Ser He He Asn He Tyr Lys Glu Gly Asn Leu Ala He Gin Gin Ala 

340 345 350 

Gly Lys Asn Met Ser Ala Arg Leu Thr Val Val Cys Lys Gin Cys Pro 

355 360 365 



Pro Leu Arg Arg Gly Leu Asn Tyr He He Met Gly Gin Val Gly Glu 

370 375 380 

Asp Gly Arg Gly Lys He Met Pro Asn Ser Phe He Met Met Phe Lys 

385 390 395 400 

Thr Lys Asn Gin Lys Leu Leu Asp Ala Leu Lys Asn Lys Gin Cys 
405 410 415 



<210> 199 
<211> 1740 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (40).. (1257) 

<400> 199 

gcacgttcct tctactctgg caccactctc caggctgcc atg ggg ccc age acc 54 

Met Gly Pro Ser Thr 

7 7 7 0^2 0 0 0 -3 0 6 2 5 2 2 
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cct etc etc ate ttg ttc ctt ttg tea tgg teg gga ccc etc caa gga 102 
Pro Leu Leu He Leu Phe Leu Leu Ser Trp Ser Gly Pro Leu Gin Gly 
10 15 20 

cag cag cac cac ctt gtg gag tac atg gaa cgc cga eta get get tta 150 
Gin Gin His His Leu Val Glu Tyr Met Glu Arg Arg Leu Ala Ala Leu 

25 30 35 

gag gaa egg ctg gee cag tgc cag gac cag agt agt egg cat get get 198 
Glu Glu Arg Leu Ala Gin Cys Gin Asp Gin Ser Ser Arg His Ala Ala 

40 45 50 

gag ctg egg gac ttc aag aac aag atg ctg cca ctg ctg gag gtg gca 246 
Glu Leu Arg Asp Phe Lys Asn Lys Met Leu Pro Leu Leu Glu Val Ala 

55 60 65 

gag aag gag egg gag gca etc aga act gag gee gac ace ate tec ggg 294 
Glu Lys Glu Arg Glu Ala Leu Arg Thr Glu Ala Asp Thr He Ser Gly 

70 75 80 85 

aga gtg gat cgt ctg gag egg gag gta gac tat ctg gag acc cag aac 342 
Arg Val Asp Arg Leu Glu Arg Glu Val Asp Tyr Leu Glu Thr Gin Asn 

90 95 100 

cca get ctg ccc tgt gta gag ttt gat gag aag gtg act gga ggc cct 390 
Pro Ala Leu Pro Cys Val Glu Phe Asp Glu Lys Val Thr Gly Gly Pro 
105 110 115 



7 7 8 
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ggg acc aaa ggc aag gga aga agg aat gag aag tac gat atg gtg aca 438 

Gly Thr Lys Gly Lys Gly Arg Arg Asn Glu Lys Tyr Asp Met Val Thr 
120 125 130 

gac tgt ggc tac aca ate tct caa gtg aga tea atg aag att ctg aag 486 

Asp Cys Gly Tyr Thr He Ser Gin Val Arg Ser Met Lys He Leu Lys 

135 140 145 

cga ttt ggt ggc cca get ggt eta tgg acc aag gat cca ctg ggg caa 534 

Arg Phe Gly Gly Pro Ala Gly Leu Trp Thr Lys Asp Pro Leu Gly Gin 

150 155 160 165 

aca gag aag ate tac gtg tta gat ggg aca cag aat gac aca gee ttt 582 

Thr Glu Lys He Tyr Val Leu Asp Gly Thr Gin Asn Asp Thr Ala Phe 

170 175 180 

gtc ttc cca agg ctg cgt gac ttc acc ctt gec atg get gec egg aaa 630 

Val Phe Pro Arg Leu Arg Asp Phe Thr Leu Ala Met Ala Ala Arg Lys 

185 190 195 

get tec cga gtc egg gtg ccc ttc ccc tgg gta ggc aca ggg cag ctg 678 

Ala Ser Arg Val Arg Val Pro Phe Pro Trp Val Gly Thr Gly Gin Leu 

200 205 210 

ttt get egg agg cct cct gga aga cct 726 

Phe Ala Arg Arg Pro Pro Gly Arg Pro 

225 



gta tat ggt ggc ttt ctt tat 
Val Tyr Gly Gly Phe Leu Tyr 

215 220 



7 7 9 
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ggt gga ggt ggt gag atg gag aac act ttg cag eta ate aaa ttc cac 774 
Gly Gly Gly Gly Glu Met Glu Asn Thr Leu Gin Leu He Lys Phe His 

230 235 240 245 

ctg gca aac cga aca gtg gtg gac age tea gta ttc cca gca gag ggg 822 
Leu Ala Asn Arg Thr Val Val Asp Ser Ser Val Phe Pro Ala Glu Gly 

250 255 260 

ctg ate ccc ccc tac ggc ttg aca gca gac ace tac ate gac ctg gca 870 
Leu He Pro Pro Tyr Gly Leu Thr Ala Asp Thr Tyr He Asp Leu Ala 

265 270 275 

get gat gag gaa ggt ctt tgg get gtc tat gee ace egg gag gat gac 918 
Ala Asp Glu Glu Gly Leu Trp Ala Val Tyr Ala Thr Arg Glu Asp Asp 

280 285 290 

agg cac ttg tgt ctg gee aaa tta gat cca cag aca ctg gac aca gag 966 
Arg His Leu Cys Leu Ala Lys Leu Asp Pro Gin Thr Leu Asp Thr Glu 

295 300 305 

cag cag tgg gac aca cca tgt ccc aga gag aat get gag get gee ttt 1014 
Gin Gin Trp Asp Thr Pro Cys Pro Arg Glu Asn Ala Glu Ala Ala Phe 

310 315 320 325 

gtc ate tgt ggg acc etc tat gtc gtc tat aac ace cgt cct gee agt 1062 
Val He Cys Gly Thr Leu Tyr Val Val Tyr Asn Thr Arg Pro Ala Ser 

330 335 340 

egg gee cgc ate cag tgc tec ttt gat gee age ggc acc ctg acc cct 1110 

7 8 0 2000-3062522 
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Arg Ala Arg lie Gin Cys Ser Phe Asp Ala Ser Gly Thr Leu Thr Pro 

345 350 355 

gaa egg gca gca etc cct tat ttt ccc cgc aga tat ggt gee cat gee 1158 
Glu Arg Ala Ala Leu Pro Tyr Phe Pro Arg Arg Tyr Gly Ala His Ala 

360 365 370 



age etc cgc tat aac ccc cga gaa cgc cag etc tat gee tgg gat gat 1206 
Ser Leu Arg Tyr Asn Pro Arg Glu Arg Gin Leu Tyr Ala Trp Asp Asp 

375 380 385 

ggc tac cag att gtc tat aag ctg gag atg agg aag aaa gag gag gag 1254 
Gly Tyr Gin He Val Tyr Lys Leu Glu Met Arg Lys Lys Glu Glu Glu 

390 395 400 405 

gtt tgaggagcta gccttgtttt ttgcatcttt ctcactccca tacatttata 1307 
Val 

ttatatcccc actaaatttc ttgttcctca ttcttcaaat gtgggccagt tgtggctcaa 1367 

atcctctata tttttageca atggcaatca aattctttca gctcctttgt ttcatacgga 1427 

actccagatc ctgagtaatc cttttagagc ccgaagagtc aaaaccctca atgttccctc 1487 

ctgctctcct gccccatgtc aacaaatttc aggctaagga tgccccagac ccagggctct 1547 

aaccttgtat gegggcagge ccagggagca ggcagcagtg ttcttcccct cagagtgact 1607 

tggggaggga gaaataggag gagaegtcca gctctgtcct ctcttcctca ctcctccctt 1667 
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cagtgtcctg aggaacagga ctttctccac attgttttgt attgcaacat tttgcattaa 1727 
aaggaaaatc cac 1740 



<210> 200 
<211> 406 
<212> PRT 

<213> Homo sapiens 
<400> 200 

Met Gly Pro Ser Thr Pro Leu Leu lie Leu Phe Leu Leu Ser Trp Ser 
15 10 15 

Gly Pro Leu Gin Gly Gin Gin His His Leu Val Glu Tyr Met Glu Arg 

20 25 30 

Arg Leu Ala Ala Leu Glu Glu Arg Leu Ala Gin Cys Gin Asp Gin Ser 

35 40 45 

Ser Arg His Ala Ala Glu Leu Arg Asp Phe Lys Asn Lys Met Leu Pro 

50 55 60 

Leu Leu Glu Val Ala Glu Lys Glu Arg Glu Ala Leu Arg Thr Glu Ala 

65 70 75 80 

Asp Thr He Ser Gly Arg Val Asp Arg Leu Glu Arg Glu Val Asp Tyr 

85 90 95 
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Leu Glu Thr Gin Asn Pro Ala Leu Pro Cys Val Glu Phe Asp Glu Lys 
100 105 110 

Val Thr Gly Gly Pro Gly Thr Lys Gly Lys Gly Arg Arg Asn Glu Lys 
115 120 125 



Tyr Asp Met Val Thr Asp Cys Gly Tyr Thr He Ser Gin Val Arg Ser 

130 135 140 

Met Lys lie Leu Lys Arg Phe Gly Gly Pro Ala Gly Leu Trp Thr Lys 

145 150 155 160 

Asp Pro Leu Gly Gin Thr Glu Lys lie Tyr Val Leu Asp Gly Thr Gin 

165 170 175 

Asn Asp Thr Ala Phe Val Phe Pro Arg Leu Arg Asp Phe Thr Leu Ala 

180 185 190 

Met Ala Ala Arg Lys Ala Ser Arg Val Arg Val Pro Phe Pro Trp Val 

195 200 205 

Gly Thr Gly Gin Leu Val Tyr Gly Gly Phe Leu Tyr Phe Ala Arg Arg 

210 215 220 

Pro Pro Gly Arg Pro Gly Gly Gly Gly Glu Met Glu Asn Thr Leu Gin 

225 230 235 240 

Leu lie Lys Phe His Leu Ala Asn Arg Thr Val Val Asp Ser Ser Val 
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245 250 255 

Phe Pro Ala Glu Gly Leu He Pro Pro Tyr Gly Leu Thr Ala Asp Thr 

260 265 270 

Tyr He Asp Leu Ala Ala Asp Glu Glu Gly Leu Trp Ala Val Tyr Ala 

275 280 285 

Thr Arg Glu Asp Asp Arg His Leu Cys Leu Ala Lys Leu Asp Pro Gin 

290 295 300 

Thr Leu Asp Thr Glu Gin Gin Trp Asp Thr Pro Cys Pro Arg Glu Asn 

305 310 315 320 

Ala Glu Ala Ala Phe Val He Cys Gly Thr Leu Tyr Val Val Tyr Asn 

325 330 335 

Thr Arg Pro Ala Ser Arg Ala Arg He Gin Cys Ser Phe Asp Ala Ser 

340 345 350 

Gly Thr Leu Thr Pro Glu Arg Ala Ala Leu Pro Tyr Phe Pro Arg Arg 

355 360 365 

Tyr Gly Ala His Ala Ser Leu Arg Tyr Asn Pro Arg Glu Arg Gin Leu 

370 375 380 

Tyr Ala Trp Asp Asp Gly Tyr Gin He Val Tyr Lys Leu Glu Met Arg 

385 390 395 400 
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Lys Lys Glu Glu Glu Val 

405 



<210> 201 
<211> 2308 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (269).. (934) 

<400> 201 

aggattettc tcatcgcagt gctccaggca gccactacca atcgattgga gttagcctgt 60 

gaggaaactg gagaggcgtg gctggaccaa gacctccccc catgtgagca ggcttcctcc 120 

tcccccaaca accgttgcca ccacgcccag aaacgtcctt aagccctggc cctcagggga 180 

aaggtagcag gaggccagag ccgggaccat gtgacggcgc tggccctcgc caccgccgtc 240 

ccccgaccct ggccccaggc ccggcacc atg atg ttc cga gac cag gtg ggc 292 

Met Met Phe Arg Asp Gin Val Gly 
1 5 

ate etc get ggc tgg ttc aaa ggc tgg aat gag tgt gag cag aca gtg 340 
lie Leu Ala Gly Trp Phe Lys Gly Trp Asn Glu Cys Glu Gin Thr Val 

10 15 20 
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gcc etc ctg tea ctt ctg aaa egg gtc ace cgt acc cag gec cgc ttc 388 
Ala Leu Leu Ser Leu Leu Lys Arg Val Thr Arg Thr Gin Ala Arg Phe 

25 30 35 40 

ctg cag etc tgc ctg gag cac tea ctg gcg gac tgc aat gac ate cac 436 
Leu Gin Leu Cys Leu Glu His Ser Leu Ala Asp Cys Asn Asp He His 

45 50 55 

ctg ctg gag teg gag gcc aac agt get gcc ate gtc age cag tgg cag 484 
Leu Leu Glu Ser Glu Ala Asn Ser Ala Ala He Val Ser Gin Trp Gin 

60 65 70 

cag gag tec aaa gag aag gtg gtg tec etc ctg ctg tec cac ctt ccc 532 
Gin Glu Ser Lys Glu Lys Val Val Ser Leu Leu Leu Ser His Leu Pro 
75 80 85 

ctg ctt cag cca ggc aac aca gag gcc aag teg gag tac atg agg eta 580 
Leu Leu Gin Pro Gly Asn Thr Glu Ala Lys Ser Glu Tyr Met Arg Leu 

90 95 100 

ctg cag aaa gtg ctg gcc tac tea ate gag age aat get ttc ate gag 628 
Leu Gin Lys Val Leu Ala Tyr Ser He Glu Ser Asn Ala Phe He Glu 
105 110 115 120 

gag agt cgc cag ctg ctt tec tat gcc etc ate cac cca gcc acc aca 676 
Glu Ser Arg Gin Leu Leu Ser Tyr Ala Leu He His Pro Ala Thr Thr 

125 130 135 
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ctg gag gac cgc aac gca ctg gcc etc tgg ctg age cac ctg gaa gag 724 
Leu Glu Asp Arg Asn Ala Leu Ala Leu Trp Leu Ser His Leu Glu Glu 

140 145 150 

egg ttg get agt ggc ttc cgc tec egg cca gag ccc tec tac cat tea 772 
Arg Leu Ala Ser Gly Phe Arg Ser Arg Pro Glu Pro Ser Tyr His Ser 
155 160 165 

cgt caa ggc tea gat gag tgg ggg ggc cct gca gag eta ggc cct ggg 820 
Arg Gin Gly Ser Asp Glu Trp Gly Gly Pro Ala Glu Leu Gly Pro Gly 

170 175 180 

gag gca ggg cca ggc tgg cag gac aag cca ccc egg gaa aat gga cac 868 
Glu Ala Gly Pro Gly Trp Gin Asp Lys Pro Pro Arg Glu Asn Gly His 

185 190 195 200 

gtg ccc ttc cac cca tec age tea gtg ccg cca gcc ate aac agt att 916 
Val Pro Phe His Pro Ser Ser Ser Val Pro Pro Ala He Asn Ser He 

205 210 215 

ggg age aat ttc age tta tgaacccctg taaagcaatt teagctttge 964 
Gly Ser Asn Phe Ser Leu 

220 

ttcatggtat atttgettte tatccagagg ttaattcgtt agttttctta aaacaatgtt 1024 

tttcttaatg gtcttattgt ttagaagtaa caagtggact ggaaaagtat atggggccta 1084 

agtttataac attgtcttct cattatcagg gaaaaaggag aagecaaaga agttcactag 1144 

7 8 7 ttilE# 2000-3062522 
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acaaccaaaa aagcaggtat cttcaccctg tgcccagagg aaagaaaagg cattggagaa 1204 



gtcagcttct agagatgtgt ctcctttcgt tatgagtatg cagaagaata agtgggatgc 1264 



cacaagatcc ttgagattca accaggatgc acaaagagaa gacgatcaac ggcgaatgac 1324 



tgaaattacg gggcacctaa taaaaatgag attgggggat ctggaccgag tcaagtcaaa 1384 



ggaagcaaaa gaaacagaca aactgagacc cagagacggc actgtgtcta agagcaacag 1444 



aaaaagtggt ttgagcagtg tgctcttgat gacagtgttg ctgtgttaaa cgaattaata 1504 



catgaaagga cttggaatac tgcttgacat atctttccaa ggcaggaaag ataaagagac 1564 



aaagaaagtg ccttgtacag atgcaaacgg aggtgtagac tgtgcagctg ccaaagtggt 1624 



gacaagcgat ccagaggacc atgaaaggat cttaatgcaa gtcatgaact tgaatgtgcc 1684 



gatgaggcct ggcattcttg tccagagaca gagtaaggaa gtgttggcca cacccttaga 1744 



aaacagaagg gacatggagg cagaagagga gaaccaaata aatgagaagc aagagcctga 1804 



gaatgctgga gaaactggtc aagaagagga tgatggtttg cagaaaatac acacatctgt 1864 



cactagaact ccttcagttg ttgaaagcca aaaaagacct ttaaaaggag tgacattttc 1924 



tagggaggta attgttgtgg atcttgggaa tgaataccct acacctcgaa gctatactcg 1984 



7 8 8 ffiliE# 2000-3062522 
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agaacataaa gagaggaaat gaagctcaaa aaagggtaag agtgaaagaa aatgtaacgt 2044 
ttgactaacg ttgaaagact gagggtacaa aatcatgttg aaacaacaaa acaatgggga 2104 
attaagcaaa taaagatatt attttacctt tgtgcagaaa ggagtgagcc atgtgcaaaa 2164 



ttctgtaagt aaaatactta gagcttgaat ataatttttt aaaaattcaa atctgagttc 2224 
aagaaattga ttgtattgcc cttaaaacta tctactcaaa cactgttctg gcatgtgaat 2284 
aaagtgattt ttgtttgtac aaat 2308 

<210> 202 
<211> 222 
<212> PRT 

<213> Homo sapiens 

<400> 202 

Met Met Phe Arg Asp Gin Val Gly He Leu Ala Gly Trp Phe Lys Gly 

15 10 15 

Trp Asn Glu Cys Glu Gin Thr Val Ala Leu Leu Ser Leu Leu Lys Arg 

20 25 30 

Val Thr Arg Thr Gin Ala Arg Phe Leu Gin Leu Cys Leu Glu His Ser 

35 40 45 

Leu Ala Asp Cys Asn Asp He His Leu Leu Glu Ser Glu Ala Asn Ser 

7 89 ffif#2000-3 06 2 52 2 



#^ 11-194179 
50 55 60 

Ala Ala He Val Ser Gin Trp Gin Gin Glu Ser Lys Glu Lys Val Val 

65 70 75 80 

Ser Leu Leu Leu Ser His Leu Pro Leu Leu Gin Pro Gly Asn Thr Glu 

85 90 95 

Ala Lys Ser Glu Tyr Met Arg Leu Leu Gin Lys Val Leu Ala Tyr Ser 

100 105 110 

He Glu Ser Asn Ala Phe lie Glu Glu Ser Arg Gin Leu Leu Ser Tyr 

115 120 125 

Ala Leu He His Pro Ala Thr Thr Leu Glu Asp Arg Asn Ala Leu Ala 

130 135 140 

Leu Trp Leu Ser His Leu Glu Glu Arg Leu Ala Ser Gly Phe Arg Ser 

145 150 155 160 

Arg Pro Glu Pro Ser Tyr His Ser Arg Gin Gly Ser Asp Glu Trp Gly 

165 170 175 

Gly Pro Ala Glu Leu Gly Pro Gly Glu Ala Gly Pro Gly Trp Gin Asp 

180 185 190 

Lys Pro Pro Arg Glu Asn Gly His Val Pro Phe His Pro Ser Ser Ser 
195 200 205 



7 9 0 



2000-3062522 



11 — 19 4 1 



7 # 



Val Pro Pro Ala He Asn Ser He Gly Ser Asn Phe Ser Leu 



210 



215 



220 



<210> 203 

<211> 1890 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (274).. (768) 

<400> 203 

ccttcagtct cagccgccaa ctccggaggc gcggtgctcg gcccgggagc gcgagcggga 60 

ggagcagaga cccgcagccg ggagcccgag cgcgggcgat gcaggctccg cgagcggcac 120 

ctgcggctcc tctaagctac gaccgtcgtc tccgcggcag cagcgcgggc cccagcagcc 180 

tcggcagcca cagccgctgc agccggggca gcctccgctg ctgtcgcctc ctctgatgcg 240 

cttgccctct cccggccccg ggactccggg aga atg tgg gtc eta ggc ate gcg 294 

Met Trp Val Leu Gly He Ala 



gca act ttt tgc gga ttg ttc ttg ctt cca ggc ttt gcg ctg caa ate 342 
Ala Thr Phe Cys Gly Leu Phe Leu Leu Pro Gly Phe Ala Leu Gin lie 



1 



5 



10 



15 



20 



7 9 1 



2000-3062522 



4f ¥ 11-194179 



cag tgc tac cag tgt gaa gaa ttc cag ctg aac aac gac tgc tec tec 390 
Gin Cys Tyr Gin Cys Glu Glu Phe Gin Leu Asn Asn Asp Cys Ser Ser 

25 30 35 

ccc gag ttc att gtg aat tgc acg gtg aac gtt caa gac atg tgt cag 438 
Pro Glu Phe He Val Asn Cys Thr Val Asn Val Gin Asp Met Cys Gin 

40 45 50 55 

aaa gaa gtg atg gag caa agt gec ggg ate atg tac cgc aag tec tgt 486 
Lys Glu Val Met Glu Gin Ser Ala Gly He Met Tyr Arg Lys Ser Cys 

60 65 70 

gca tea tea gcg gec tgt etc ate gec tct gee ggg tac cag tec ttc 534 
Ala Ser Ser Ala Ala Cys Leu He Ala Ser Ala Gly Tyr Gin Ser Phe 
75 80 85 

tgc tec cca ggg aaa ctg aac tea gtt tgc ate age tgc tgc aac ace 582 
Cys Ser Pro Gly Lys Leu Asn Ser Val Cys He Ser Cys Cys Asn Thr 
90 95 100 

cct ctt tgt aac ggg cca agg ccc aag aaa agg gga agt tct gec teg 630 
Pro Leu Cys Asn Gly Pro Arg Pro Lys Lys Arg Gly Ser Ser Ala Ser 
105 110 115 

gee etc agg cca ggg etc cgc ace ace ate ctg ttc etc aaa tta gee 678 
Ala Leu Arg Pro Gly Leu Arg Thr Thr He Leu Phe Leu Lys Leu Ala 

120 125 130 135 

7 9 2 ffiflE^ 2000-3062522 
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tct tct egg cac act get gaa ctg aag gag atg cca ccc cct cct gca 726 
Ser Ser Arg His Thr Ala Glu Leu Lys Glu Met Pro Pro Pro Pro Ala 
140 145 150 

ttg ttc ttc cag ccc teg ccc cca acc ccc cac etc cct gag 768 
Leu Phe Phe Gin Pro Ser Pro Pro Thr Pro His Leu Pro Glu 
155 160 165 

tgagtttctt ctgggtgtcc ttttattctg ggtagggagc gggagtccgt gttctctttt 828 
gttcctgtgc aaataatgaa agagcteggt aaagcattct gaataaattc agcttgactg 888 
aattttcagt atgtacttga aggaaggagg tggagtgaaa gttcaccccc atgtctgtgt 948 
aaceggagtc aaggecagge tggcagagtc agtccttaga agtcactgag gtgggcatct 1008 
gccttttgta aagcctccag tgtccattcc atccctgatg ggggcatagt ttgagactgc 1068 
agagtgagag tgacgttttc ttagggctgg agggecagtt cccactcaag gctccctcgc 1128 
ttgacattca aacttcatgc tcctgaaaac cattctctgc agcagaattg gctggtttcg 1188 
cgcctgagtt gggctctagt gactcgagac tcaatgactg ggacttagac tggggctegg 1248 
cctcgctctg aaaagtgctt aagaaaatct tctcagttct cccttgcaga ggactggcgc 1308 
egggacgega agagcaaegg gcgctgcaca aagegggege tgtcggtggt ggagtgcgca 1368 
tgtacgegea ggcgcttctc gtggttggcg tgctgcagcg acaggeggea gcacagcacc 1428 

7 9 3 tfiSE4$ 2000-3062522 
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tgcacgaaca cccgccgaaa ctgctgcgag gacaccgtgt acaggagcgg gttgatgacc 1488 
gagctgaggt agaaaaacgt ctccgagaag gggaggagga tcatgtacgc ccggaagtag 1548 

gacctcgtcc agtcgtgctt gggtttggcc gcagccatga tcctccgaat ctggttgggc 1608 

atccagcata cggccaatgt cacaacaatc agccctgggc agacacgagc aggagggaga 1668 

gacagagaaa agaaaaacac agcatgagaa cacagtaaat aaataaaacc ataaaatatt 1728 

tagcccctct gttctgtgct tactggccag gaaatggtac caatttttca gtgttggact 1788 

tgacagcttc ttttgccaca agcaagagag aatttaacac tgtttcaaac ccgggggagt 1848 

tggctgtgtt aaagaaagac cattaaatgc tttagacagt gt 1890 

<210> 204 
<211> 165 
<212> PRT 

<213> Homo sapiens 
<400> 204 

Met Trp Val Leu Gly He Ala Ala Thr Phe Cys Gly Leu Phe Leu Leu 

1 5 10 15 

Pro Gly Phe Ala Leu Gin He Gin Cys Tyr Gin Cys Glu Glu Phe Gin 

20 25 30 

7 9 4 fB£E# 2000-3062522 
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Leu Asn Asn Asp Cys Ser Ser Pro Glu Phe He Val Asn Cys Thr Val 

35 40 45 

Asn Val Gin Asp Met Cys Gin Lys Glu Val Met Glu Gin Ser Ala Gly 

50 55 60 



He Met Tyr Arg Lys Ser Cys Ala Ser Ser Ala Ala Cys Leu He Ala 

65 70 75 80 

Ser Ala Gly Tyr Gin Ser Phe Cys Ser Pro Gly Lys Leu Asn Ser Val 

85 90 95 

Cys He Ser Cys Cys Asn Thr Pro Leu Cys Asn Gly Pro Arg Pro Lys 
100 105 110 

Lys Arg Gly Ser Ser Ala Ser Ala Leu Arg Pro Gly Leu Arg Thr Thr 

115 120 125 

He Leu Phe Leu Lys Leu Ala Ser Ser Arg His Thr Ala Glu Leu Lys 
130 135 140 

Glu Met Pro Pro Pro Pro Ala Leu Phe Phe Gin Pro Ser Pro Pro Thr 

145 150 155 160 

Pro His Leu Pro Glu 

165 
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<210> 205 
<211> 2153 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (176).. (2146) 
<400> 205 

tatgcctggg cagggcgaag ccagaggaaa ctctggtgga ggtccgtagc ggtcctgacg 60 

tgcaaatcgg tcgtccgacc tgggtatagg ggcgaaagac taatcgaacc atctagtagc 120 

tggttccctc cgaagtttcc ctcaggatag ctggcgctct cgccgccgga ggaag atg 178 

Met 
1 

agg ctg aag att gga ttc ate tta cgc agt ttg ctg gtg gtg gga age 226 
Arg Leu Lys He Gly Phe lie Leu Arg Ser Leu Leu Val Val Gly Ser 

5 10 15 

ttc ctg ggg eta gtg gtc etc tgg tct tec ctg ace ccg egg ccg gac 274 
Phe Leu Gly Leu Val Val Leu Trp Ser Ser Leu Thr Pro Arg Pro Asp 

20 25 30 

gac cca age ccg ctg age agg atg agg gaa gac aga gat gtc aat gac 322 
Asp Pro Ser Pro Leu Ser Arg Met Arg Glu Asp Arg Asp Val Asn Asp 

35 40 45 

7 9 6 ffiSE#2 O 0 0 - 3 0 6 2 5 2 2 



#5p 11-19417 



ccc atg ccc aac cga ggc ggc aat gga eta get cct ggg gag gac aga 370 
Pro Met Pro Asn Arg Gly Gly Asn Gly Leu Ala Pro Gly Glu Asp Arg 

50 55 60 65 

ttc aaa cct gtg gta cca tgg cct cat gtt gaa gga gta gaa gtg gac 418 
Phe Lys Pro Val Val Pro Trp Pro His Val Glu Gly Val Glu Val Asp 

70 75 80 

tta gag tct att aga aga ata aac aag gee aaa aat gaa caa gag cac 466 
Leu Glu Ser He Arg Arg He Asn Lys Ala Lys Asn Glu Gin Glu His 

85 90 95 

cat get gga gga gat tec cag aaa gat ate atg cag agg cag tat etc 514 
His Ala Gly Gly Asp Ser Gin Lys Asp He Met Gin Arg Gin Tyr Leu 
100 105 110 

aca ttt aag cct cag aca ttc acc tac cat gat cct gtg ctt cgc cca 562 
Thr Phe Lys Pro Gin Thr Phe Thr Tyr His Asp Pro Val Leu Arg Pro 

115 120 125 

ggg ate etc ggt aac ttt gaa ccc aaa gaa cct gag cct cct gga gtg 610 
Gly He Leu Gly Asn Phe Glu Pro Lys Glu Pro Glu Pro Pro Gly Val 
130 135 140 145 

gtt ggt ggc cct gga gag aaa gec aag cca ttg gtt ttg gga cca gaa 658 
Val Gly Gly Pro Gly Glu Lys Ala Lys Pro Leu Val Leu Gly Pro Glu 
150 155 160 



7 9 7 
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ttc aaa caa gca att caa gcc age att aaa gag ttt gga ttt aac atg 706 
Phe Lys Gin Ala He Gin Ala Ser He Lys Glu Phe Gly Phe Asn Met 

165 170 175 

gtg gca agt gac atg ate tea ctg gac cgc age gtc aat gac tta cgc 754 
Val Ala Ser Asp Met He Ser Leu Asp Arg Ser Val Asn Asp Leu Arg 
180 185 190 

caa gaa gaa tgc aag tat tgg cat tat gat gaa aac ttg etc act teg 802 
Gin Glu Glu Cys Lys Tyr Trp His Tyr Asp Glu Asn Leu Leu Thr Ser 

195 200 205 

age gtt gtc att gtc ttc cat aat gaa gga tgg tea acc etc atg aga 850 
Ser Val Val He Val Phe His Asn Glu Gly Trp Ser Thr Leu Met Arg 

210 215 220 225 

aca gtc cac agt gta att aaa agg act cca agg aaa tat tta gca gaa 898 
Thr Val His Ser Val lie Lys Arg Thr Pro Arg Lys Tyr Leu Ala Glu 

230 235 240 

att gtg tta att gac gat ttc agt aat aaa gaa cac tta aaa gaa aaa 946 
He Val Leu He Asp Asp Phe Ser Asn Lys Glu His Leu Lys Glu Lys 

245 250 255 

ctg gat gaa tat att aag ctg tgg aat ggc eta gtg aag gta ttt cga 994 
Leu Asp Glu Tyr He Lys Leu Trp Asn Gly Leu Val Lys Val Phe Arg 

260 265 270 

aat gaa aga agg gaa ggt tta att caa gca cga agt att ggt get cag 1042 

7 9 8 ffil£# 2000-3062522 
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Asn Glu Arg Arg Glu Gly Leu lie Gin Ala Arg Ser He Gly Ala Gin 

275 280 285 

aag get aaa ctt gga cag gtt ttg ata tac ctt gat gec cac tgt gag 1090 

Lys Ala Lys Leu Gly Gin Val Leu He Tyr Leu Asp Ala His Cys Glu 

290 295 300 305 



gtg gca gtt aac tgg tat gca cca ctt gta get ccc ata tct aag gac 1138 
Val Ala Val Asn Trp Tyr Ala Pro Leu Val Ala Pro He Ser Lys Asp 

310 315 320 

aga acc att tgc act gtg ccg ctt ata gat gtc ata aat ggc aac aca 1186 
Arg Thr He Cys Thr Val Pro Leu He Asp Val He Asn Gly Asn Thr 

325 330 335 

tat gaa att ata ccc caa ggg ggt ggt gat gaa gat ggg tat gec cga 1234 
Tyr Glu He He Pro Gin Gly Gly Gly Asp Glu Asp Gly Tyr Ala Arg 

340 345 350 

gga gca tgg gat tgg agt atg etc tgg aaa egg gtg cct ctg acc cct 1282 
Gly Ala Trp Asp Trp Ser Met Leu Trp Lys Arg Val Pro Leu Thr Pro 

355 360 365 

caa gag aag aga ctg aga aag aca aaa act gaa ccg tat egg tec cca 1330 
Gin Glu Lys Arg Leu Arg Lys Thr Lys Thr Glu Pro Tyr Arg Ser Pro 

370 375 380 385 

gec atg get ggg gga tta ttt gec att gaa cga gag ttc ttc ttt gaa 1378 
Ala Met Ala Gly Gly Leu Phe Ala He Glu Arg Glu Phe Phe Phe Glu 



7 9 9 
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390 395 400 

ttg ggt etc tat gat cca ggt etc cag att tgg ggt ggt gaa aac ttt 1426 
Leu Gly Leu Tyr Asp Pro Gly Leu Gin He Trp Gly Gly Glu Asn Phe 
405 410 415 



gag ate tea tac aag ata tgg cag tgt ggt ggc aaa tta tta ttt gtt 1474 
Glu Ile.Ser Tyr Lys He Trp Gin Cys Gly Gly Lys Leu Leu Phe Val 

420 425 430 

cct tgt tct cgt gtt gga cat ate tac cgt ctt gag ggc tgg caa gga 1522 
Pro Cys Ser Arg Val Gly His He Tyr Arg Leu Glu Gly Trp Gin Gly 

435 440 445 

aat cct ccg ccc att tat gtt ggg tct tct cca act ctg aag aat tat 1570 
Asn Pro Pro Pro He Tyr Val Gly Ser Ser Pro Thr Leu Lys Asn Tyr 

450 455 460 465 

gtt aga gtt gtg gag gtt tgg tgg gat gaa tat aaa gac tac ttc tat 1618 
Val Arg Val Val Glu Val Trp Trp Asp Glu Tyr Lys Asp Tyr Phe Tyr 

470 475 480 

get agt cgt cct gaa teg cag gca tta cca tat ggg gat ata teg gag 1666 
Ala Ser Arg Pro Glu Ser Gin Ala Leu Pro Tyr Gly Asp lie Ser Glu 

485 490 495 

ctg aaa aaa ttt cga gaa gat cac aac tgc aaa agt ttt aag tgg ttc 1714 
Leu Lys Lys Phe Arg Glu Asp His Asn Cys Lys Ser Phe Lys Trp Phe 

500 505 510 

8 0 0 ffi!E# 2000-3062522 
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atg gaa gaa ata get tat gat ate acc tea cac tac cct ttg cca ccc 1762 

Met Glu Glu He Ala Tyr Asp He Thr Ser His Tyr Pro Leu Pro Pro 

515 520 525 

aaa aat gtt gac tgg gga gaa ate aga ggc ttc gaa act get tac tgc 1810 

Lys Asn Val Asp Trp Gly Glu He Arg Gly Phe Glu Thr Ala Tyr Cys 

530 535 540 545 

att gat age atg gga aaa aca aat gga ggc ttt gtt gaa eta gga ccc 1858 

He Asp Ser Met Gly Lys Thr Asn Gly Gly Phe Val Glu Leu Gly Pro 

550 555 560 

tgc cac agg atg gga ggg aat cag ctt ttc aga ate aat gaa gca aat 1906 

Cys His Arg Met Gly Gly Asn Gin Leu Phe Arg He Asn Glu Ala Asn 

565 570 575 

caa etc atg cag tat gac cag tgt ttg aca aag gga get gat gga tea 1954 

Gin Leu Met Gin Tyr Asp Gin Cys Leu Thr Lys Gly Ala Asp Gly Ser 

580 585 590 

aaa gtt atg att aca cac tgt aat eta aat gaa ttt aag gaa tgg cag 2002 

Lys Val Met He Thr His Cys Asn Leu Asn Glu Phe Lys Glu Trp Gin 

595 600 605 

tac ttc aag aac ctg cac aga ttt act cat att cct tea gga aag tgt 2050 

Tyr Phe Lys Asn Leu His Arg Phe Thr His lie Pro Ser Gly Lys Cys 

610 615 620 625 



8 0 1 
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tta gat cgc tea gag gtc ctg cat caa gta ttc ate tec aat tgt gac 2098 

Leu Asp Arg Ser Glu Val Leu His Gin Val Phe He Ser Asn Cys Asp 

630 635 640 

tec agt aaa acg act caa aaa tgg gaa atg aat aac ate cat agt gtt 2146 

Ser Ser Lys Thr Thr Gin Lys Trp Glu Met Asn Asn He His Ser Val 

645 650 655 

tagagag 2153 



<210> 206 
<211> 657 
<212> PRT 

<213> Homo sapiens 
<400> 206 

Met Arg Leu Lys He Gly Phe lie Leu Arg Ser Leu Leu Val Val Gly 

15 10 15 

Ser Phe Leu Gly Leu Val Val Leu Trp Ser Ser Leu Thr Pro Arg Pro 

20 25 30 

Asp Asp Pro Ser Pro Leu Ser Arg Met Arg Glu Asp Arg Asp Val Asn 

35 40 45 

Asp Pro Met Pro Asn Arg Gly Gly Asn Gly Leu Ala Pro Gly Glu Asp 

50 55 60 
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Arg Phe Lys Pro Val Val Pro Trp Pro His Val Glu Gly Val Glu Val 

65 70 75 80 

Asp Leu Glu Ser He Arg Arg He Asn Lys Ala Lys Asn Glu Gin Glu 
85 90 95 



His His Ala Gly Gly Asp Ser Gin Lys Asp He Met Gin Arg Gin Tyr 
100 105 110 

Leu Thr Phe Lys Pro Gin Thr Phe Thr Tyr His Asp Pro Val Leu Arg 

115 120 125 

Pro Gly He Leu Gly Asn Phe Glu Pro Lys Glu Pro Glu Pro Pro Gly 

130 135 140 

Val Val Gly Gly Pro Gly Glu Lys Ala Lys Pro Leu Val Leu Gly Pro 

145 150 155 160 

Glu Phe Lys Gin Ala He Gin Ala Ser He Lys Glu Phe Gly Phe Asn 

165 170 175 

Met Val Ala Ser Asp Met He Ser Leu Asp Arg Ser Val Asn Asp Leu 

180 185 190 

Arg Gin Glu Glu Cys Lys Tyr Trp His Tyr Asp Glu Asn Leu Leu Thr 

195 200 205 

Ser Ser Val Val He Val Phe His Asn Glu Gly Trp Ser Thr Leu Met 

210 215 220 
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Arg Thr Val His Ser Val He Lys Arg Thr Pro Arg Lys Tyr Leu Ala 

225 230 235 240 

Glu He Val Leu He Asp Asp Phe Ser Asn Lys Glu His Leu Lys Glu 

245 250 255 



Lys Leu Asp Glu Tyr He Lys Leu Trp Asn Gly Leu Val Lys Val Phe 

260 265 270 

Arg Asn Glu Arg Arg Glu Gly Leu He Gin Ala Arg Ser He Gly Ala 

275 280 285 

Gin Lys Ala Lys Leu Gly Gin Val Leu He Tyr Leu Asp Ala His Cys 

290 295 300 

Glu Val Ala Val Asn Trp Tyr Ala Pro Leu Val Ala Pro He Ser Lys 

305 310 315 320 

Asp Arg Thr He Cys Thr Val Pro Leu He Asp Val He Asn Gly Asn 

325 330 335 

Thr Tyr Glu lie lie Pro Gin Gly Gly Gly Asp Glu Asp Gly Tyr Ala 

340 345 350 

Arg Gly Ala Trp Asp Trp Ser Met Leu Trp Lys Arg Val Pro Leu Thr 

355 360 365 

Pro Gin Glu Lys Arg Leu Arg Lys Thr Lys Thr Glu Pro Tyr Arg Ser 
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370 375 380 

Pro Ala Met Ala Gly Gly Leu Phe Ala He Glu Arg Glu Phe Phe Phe 

385 390 395 400 

Glu Leu Gly Leu Tyr Asp Pro Gly Leu Gin He Trp Gly Gly Glu Asn 
405 410 415 

Phe Glu He Ser Tyr Lys He Trp Gin Cys Gly Gly Lys Leu Leu Phe 

420 425 430 

Val Pro Cys Ser Arg Val Gly His He Tyr Arg Leu Glu Gly Trp Gin 

435 440 445 

Gly Asn Pro Pro Pro He Tyr Val Gly Ser Ser Pro Thr Leu Lys Asn 

450 455 460 

Tyr Val Arg Val Val Glu Val Trp Trp Asp Glu Tyr Lys Asp Tyr Phe 

465 470 475 480 

Tyr Ala Ser Arg Pro Glu Ser Gin Ala Leu Pro Tyr Gly Asp He Ser 

485 490 495 

Glu Leu Lys Lys Phe Arg Glu Asp His Asn Cys Lys Ser Phe Lys Trp 
500 505 510 

Phe Met Glu Glu lie Ala Tyr Asp He Thr Ser His Tyr Pro Leu Pro 

515 520 525 
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O 

Pro Lys Asn Val Asp Trp Gly Glu He Arg Gly Phe Glu Thr Ala Tyr 

530 535 540 

Cys lie Asp Ser Met Gly Lys Thr Asn Gly Gly Phe Val Glu Leu Gly 

545 550 555 560 



Pro Cys His Arg Met Gly Gly Asn Gin Leu Phe Arg He Asn Glu Ala 

565 570 575 

Asn Gin Leu Met Gin Tyr Asp Gin Cys Leu Thr Lys Gly Ala Asp Gly 

580 585 590 

Ser Lys Val Met He Thr His Cys Asn Leu Asn Glu Phe Lys Glu Trp 

595 600 605 

Gin Tyr Phe Lys Asn Leu His Arg Phe Thr His He Pro Ser Gly Lys 
610 615 620 

Cys Leu Asp Arg Ser Glu Val Leu His Gin Val Phe He Ser Asn Cys 

625 630 635 640 

Asp Ser Ser Lys Thr Thr Gin Lys Trp Glu Met Asn Asn lie His Ser 

645 650 655 

Val 



<210> 207 



8 0 6 



ffi£E4# 2000-3062522 



#5jZ 11 — 19417 

<211> 2031 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (202) (1554) 



<400> 207 

ttggagcaag cggcggcggc ggagacagag gcagaggcag aagctggggc tccgtcctcg 60 



cctcccacga gcgatccccg aggagagccg cggccctcgg cgaggcgaag aggccgacga 120 



ggaagacccg ggtggctgcg cccctgcctc gcttcccagg cgccggcggc tgcagccttg 180 



cccctcttgc tcgccttgaa a atg gaa aag atg etc gca ggc tgc ttt ctg 231 

Met Glu Lys Met Leu Ala Gly Cys Phe Leu 
1 5 10 

ctg ate etc gga cag ate gtc etc etc cct gee gag gee agg gag egg 279 
Leu He Leu Gly Gin He Val Leu Leu Pro Ala Glu Ala Arg Glu Arg 

15 20 25 



tea cgt ggg agg tec ate tct agg 
Ser Arg Gly Arg Ser He Ser Arg 

30 

cag acg gee ctt ctg gag agt tec 
Gin Thr Ala Leu Leu Glu Ser Ser 



ggc aga cac get egg ace cac ccg 327 

Gly Arg His Ala Arg Thr His Pro 

35 40 

tgt gag aac aag egg gca gac ctg 375 

Cys Glu Asn Lys Arg Ala Asp Leu 



8 0 7 



ffi$E#2 0 0 0 - 3 0 6 2 5 2 2 



11-194179 



45 50 55 

gtt ttc ate att gac age tct cgc agt gtc aac acc cat gac tat gca 423 
Val Phe He He Asp Ser Ser Arg Ser Val Asn Thr His Asp Tyr Ala 

60 65 70 



aag gtc aag gag ttc ate gtg gac ate ttg caa ttc ttg gac att ggt 471 
Lys Val Lys Glu Phe He Val Asp He Leu Gin Phe Leu Asp He Gly 

75 80 85 90 

cct gat gtc acc cga gtg ggc ctg etc caa tat ggc age act gtc aag 519 
Pro Asp Val Thr Arg Val Gly Leu Leu Gin Tyr Gly Ser Thr Val Lys 

95 100 105 

aat gag ttc tec etc aag acc ttc aag agg aag tec gag gtg gag cgt 567 
Asn Glu Phe Ser Leu Lys Thr Phe Lys Arg Lys Ser Glu Val Glu Arg 
110 115 120 

get gtc aag agg atg egg cat ccg tec acg ggc acc atg act ggg ctg 615 
Ala Val Lys Arg Met Arg His Pro Ser Thr Gly Thr Met Thr Gly Leu 

125 130 135 

gee ate cag tat gee ctg aac ate gca ttc tea gaa gca gag ggg gee 663 
Ala He Gin Tyr Ala Leu Asn He Ala Phe Ser Glu Ala Glu Gly Ala 

140 145 150 

egg ccc ctg agg gag aat gtg cca egg gtc ata atg ate gtg aca gat 711 
Arg Pro Leu Arg Glu Asn Val Pro Arg Val He Met He Val Thr Asp 

155 160 165 170 

8 0 8 2000-3062522 



11-19417 



ggg aga cct cag gac tec gtg gec gag gtg get get aag gca egg gac 759 
Gly Arg Pro Gin Asp Ser Val Ala Glu Val Ala Ala Lys Ala Arg Asp 
175 180 185 

acg ggc ate eta ate ttt gee att ggt gtg ggc cag gta gac ttc aac 807 
Thr Gly He Leu He Phe Ala He Gly Val Gly Gin Val Asp Phe Asn 

190 195 200 

ace ttg aag tec att ggg agt gag ccc cat gag gac cat gtc ttc ctt 855 
Thr Leu Lys Ser He Gly Ser Glu Pro His Glu Asp His Val Phe Leu 

205 210 215 

gtg gee aat ttc age cag att gag acg ctg acc tec gtg ttc cag aag 903 
Val Ala Asn Phe Ser Gin He Glu Thr Leu Thr Ser Val Phe Gin Lys 

220 225 230 

aag ttg tgc acg gee cat atg tgc age acc ctg gag cat aac tgt gee 951 
Lys Leu Cys Thr Ala His Met Cys Ser Thr Leu Glu His Asn Cys Ala 

235 240 245 250 

cac ttc tgc ate aac ate cct ggc tea tac gtc tgc agg tgc aaa caa 999 
His Phe Cys He Asn He Pro Gly Ser Tyr Val Cys Arg Cys Lys Gin 

255 260 265 

ggc tac att etc aac teg gat cag acg act tgc aga ate cag gat ctg 1047 
Gly Tyr He Leu Asn Ser Asp Gin Thr Thr Cys Arg He Gin Asp Leu 

270 275 280 

8 0 9 ^#2 0 0 0- 3 0 6 2 5 2 2 




#^ 11-194179 



tgt gcc atg gag gac cac aac tgt gag cag etc tgt gtg aat gtg ccg 1095 
Cys Ala Met Glu Asp His Asn Cys Glu Gin Leu Cys Val Asn Val Pro 

285 290 295 

ggc tec ttc gtc tgc cag tgc tac agt ggc tac gcc ctg get gag gat 1143 
Gly Ser Phe Val Cys Gin Cys Tyr Ser Gly Tyr Ala Leu Ala Glu Asp 
300 305 310 

ggg aag agg tgt gtg get gtg gac tac tgt gcc tea gaa aac cac gga 1191 
Gly Lys Arg Cys Val Ala Val Asp Tyr Cys Ala Ser Glu Asn His Gly 

315 320 325 330 

tgt gaa cat gag tgt gta aat get gat ggc tec tac ctt tgc cag tgc 1239 
Cys Glu His Glu Cys Val Asn Ala Asp Gly Ser Tyr Leu Cys Gin Cys 

335 340 345 

cat gag gga ttt get ctt aac cca gat aaa aaa acg tgc aca aag ata 1287 
His Glu Gly Phe Ala Leu Asn Pro Asp Lys Lys Thr Cys Thr Lys lie 

350 355 360 

gac tac tgt gcc tea tct aat cac gga tgt cag cac gag tgt gtt aac 1335 
Asp Tyr Cys Ala Ser Ser Asn His Gly Cys Gin His Glu Cys Val Asn 

365 370 375 

aca gat gat tec tat tec tgc cac tgc ctg aaa ggc ttt acc ctg aat 1383 
Thr Asp Asp Ser Tyr Ser Cys His Cys Leu Lys Gly Phe Thr Leu Asn 

380 385 390 

cca gat aag aaa acc tgc aga agg ate aac tac tgt gca ctg aac aaa 1431 



8 10 



ttiliE# 2000-3062522 



1 1—19417 




Pro Asp Lys Lys Thr Cys Arg Arg He Asn Tyr Cys Ala Leu Asn Lys 

395 400 405 410 

ccg ggc tgt gag cat gag tgc gtc aac atg gag gag age tac tac tgc 1479 
Pro Gly Cys Glu His Glu Cys Val Asn Met Glu Glu Ser Tyr Tyr Cys 
415 420 425 



cgc tgc cac cgt ggc tac act ctg gac ccc aat ggc aaa acc tgc age 1527 
Arg Cys His Arg Gly Tyr Thr Leu Asp Pro Asn Gly Lys Thr Cys Ser 
430 435 440 

cgt gag tgt acc eta ggg gtg ggg tgc tgatggaagg tggggtccac 1574 
Arg Glu Cys Thr Leu Gly Val Gly Cys 
445 450 

tcatgggggc gggcgggttc actagcaacc agttatttct ggagcccacc gggtttcctg 1634 

atggtctgtc aggtgtatcc ttccttatcc tcagtttcat cacccataga atgtgactat 1694 

taatgetate ggcctagcca acttgggttg caaggattaa aagaattaat aggaataggc 1754 

tgggcgcggt ggctcacgcc tgtaatccca gcacagggag gecaaggegg gcagatcacc 1814 

tgaggtcagg agttcaagac cagcctggcc aacatggtga aaccctatct ctactaaaaa 1874 

tacaaaaaat tagctgggtg tggtggtggg tgcctataat cccagctact egggaggctg 1934 

aagcaggaga attactcgaa cctaggaggc agaggtgcag tgagctgaga ttgegecatt 1994 



8 11 



2000-3062522 



11-19 4 17 9 
gcactccaac ctgggcgaca aagcaaaact tcatctc 



2031 



» 



<210> 208 

<211> 451 

<212> PRT 

<213> Homo sapiens 

<400> 208 

Met Glu Lys Met Leu Ala Gly Cys Phe Leu Leu He Leu Gly Gin He 
15 10 15 

Val Leu Leu Pro Ala Glu Ala Arg Glu Arg Ser Arg Gly Arg Ser Me 

20 25 30 

Ser Arg Gly Arg His Ala Arg Thr His Pro Gin Thr Ala Leu Leu Glu 

35 40 45 

Ser Ser Cys Glu Asn Lys Arg Ala Asp Leu Val Phe He He Asp Ser 

50 55 60 

Ser Arg Ser Val Asn Thr His Asp Tyr Ala Lys Val Lys Glu Phe He 

65 70 75 80 

Val Asp He Leu Gin Phe Leu Asp He Gly Pro Asp Val Thr Arg Val 

85 90 95 

Gly Leu Leu Gin Tyr Gly Ser Thr Val Lys Asn Glu Phe Ser Leu Lys 
100 105 110 

812 miiE#2 0 O 0 - 3 0 6 2 5 2 2 



4f ¥ 11-19417 



Thr Phe Lys Arg Lys Ser Glu Val Glu Arg Ala Val Lys Arg Met Arg 

115 120 125 

His Pro Ser Thr Gly Thr Met Thr Gly Leu Ala He Gin Tyr Ala Leu 

130 135 140 



Asn lie Ala Phe Ser Glu Ala Glu Gly Ala Arg Pro Leu Arg Glu Asn 

145 150 155 160 

Val Pro Arg Val He Met He Val Thr Asp Gly Arg Pro Gin Asp Ser 

165 170 175 

Val Ala Glu Val Ala Ala Lys Ala Arg Asp Thr Gly He Leu lie Phe 

180 185 190 

Ala He Gly Val Gly Gin Val Asp Phe Asn Thr Leu Lys Ser He Gly 

195 200 205 

Ser Glu Pro His Glu Asp His Val Phe Leu Val Ala Asn Phe Ser Gin 

210 215 220 

He Glu Thr Leu Thr Ser Val Phe Gin Lys Lys Leu Cys Thr Ala His 

225 230 235 240 

Met Cys Ser Thr Leu Glu His Asn Cys Ala His Phe Cys He Asn He 

245 250 255 

Pro Gly Ser Tyr Val Cys Arg Cys Lys Gin Gly Tyr He Leu Asn Ser 



8 13 



ffi£E# 2000-3062522 



11-194179 
260 265 270 

Asp Gin Thr Thr Cys Arg He Gin Asp Leu Cys Ala Met Glu Asp His 

275 280 285 

Asn Cys Glu Gin Leu Cys Val Asn Val Pro Gly Ser Phe Val Cys Gin 

290 295 300 

Cys Tyr Ser Gly Tyr Ala Leu Ala Glu Asp Gly Lys Arg Cys Val Ala 

305 310 315 320 

Val Asp Tyr Cys Ala Ser Glu Asn His Gly Cys Glu His Glu Cys Val 

325 330 335 

Asn Ala Asp Gly Ser Tyr Leu Cys Gin Cys His Glu Gly Phe Ala Leu 
340 345 350 

Asn Pro Asp Lys Lys Thr Cys Thr Lys He Asp Tyr Cys Ala Ser Ser 

355 360 365 

Asn His Gly Cys Gin His Glu Cys Val Asn Thr Asp Asp Ser Tyr Ser 

370 375 380 

Cys His Cys Leu Lys Gly Phe Thr Leu Asn Pro Asp Lys Lys Thr Cys 

385 390 395 400 

Arg Arg He Asn Tyr Cys Ala Leu Asn Lys Pro Gly Cys Glu His Glu 
405 410 415 



8 14 



ffislff 2000-3062522 



4#^P 11 — 19417 




Cys Val Asn Met Glu Glu Ser Tyr Tyr Cys Arg Cys His Arg Gly Tyr 
420 425 430 

Thr Leu Asp Pro Asn Gly Lys Thr Cys Ser Arg Glu Cys Thr Leu Gly 
435 440 445 



Val Gly Cys 

450 

<210> 209 
<211> 1841 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (51).. (632) 

<400> 209 

tgttttgttt ctttatttgg acttaacggc cactcatttc tgttggcgcc atg cga 56 

Met Arg 
1 

ctg ttg ccg tgt gca gca ggg acc tct gcc ttc etc tec tec cag etc 104 
Leu Leu Pro Cys Ala Ala Gly Thr Ser Ala Phe Leu Ser Ser Gin Leu 

5 10 15 

aca ata ggt gcc tct tec tec tec egg cca tec acg ccg gcc tgg ttt 152 



8 15 



mgl# 2000-3062522 



11 — 194179 



Thr He Gly Ala Ser Ser Ser Ser Arg Pro Ser Thr Pro Ala Trp Phe 

20 25 30 

teg gtt ctg gaa tac ate caa ccc ttt cgt teg tgt tct ttt etc ctg 200 

Ser Val Leu Glu Tyr He Gin Pro Phe Arg Ser Cys Ser Phe Leu Leu 

35 40 45 50 



tea tct tct ccg cct gga get ctt cca tgt tct ctt tgc aca age gac 248 
Ser Ser Ser Pro Pro Gly Ala Leu Pro Cys Ser Leu Cys Thr Ser Asp 

55 60 65 

tct ate ctt cca gtt tea gat gat ttc acc tec tea aag agg cct ttg 296 
Ser He Leu Pro Val Ser Asp Asp Phe Thr Ser Ser Lys Arg Pro Leu 

70 75 80 

gga cca gee ttt tct aaa get ttc ctt gag aat get ggt caa gat tta 344 
Gly Pro Ala Phe Ser Lys Ala Phe Leu Glu Asn Ala Gly Gin Asp Leu 

85 90 95 

cct ttt aat ttt gtt ttt tct gtt tgt tct gtc tec tct gec ggc tgc 392 
Pro Phe Asn Phe Val Phe Ser Val Cys Ser Val Ser Ser Ala Gly Cys 
100 105 110 

ttg age tec agg ate aca gag gac atg agt gtt ctg ttc cca ctg atg 440 
Leu Ser Ser Arg He Thr Glu Asp Met Ser Val Leu Phe Pro Leu Met 

115 120 125 130 

cct ggt gee aga ctg gga cac gtg tgc tea gee atg get aat gtg cgc 488 
Pro Gly Ala Arg Leu Gly His Val Cys Ser Ala Met Ala Asn Val Arg 

816 {i}|E#2 O 00-3062522 



11-19417 



135 



140 



145 



agg cag gga tgg tea cac agt ggc etc ttg gcg etc tgg ccg agt ggg 536 
Arg Gin Gly Trp Ser His Ser Gly Leu Leu Ala Leu Trp Pro Ser Gly 
150 155 160 



agg age aag ggg agg age tgt cag aag gag acc tgc eta gtc aca ggc 584 
Arg Ser Lys Gly Arg Ser Cys Gin Lys Glu Thr Cys Leu Val Thr Gly 
165 170 175 

agg tea cag ggc ttc cag aat ccc att cag gtg ate ccc tec tgg tgg 632 
Arg Ser Gin Gly Phe Gin Asn Pro He Gin Val He Pro Ser Trp Trp 

180 185 190 

taaacagcac acctcagaag tggtgttttg tcatagttgt tcttatggct cccacagcct 692 
catctctgtt ttgtccattt gggattgagg agttgttgag tccagcgtca ccttcagagc 752 
cagtgcactc cttatcaata gtgagggccg ctcgttttga ttgttccgtt tegcttgata 812 
aagctgagtg agaattatat tggccaacag aaaegtctet ctccatgtga acacagccac 872 
tgggtcacca gggacgtggc ttacagttcc agcaggctcc tgtcacactg gtgcctttgg 932 
gcagtacaga actgtgctgc tggtggtgac gtcegggget gtgcagtgtc gcttcctttt 992 
gcatatgttg ctattggtgt catttcctct ctgagatcag tggaagtctc aggtcagtcc 1052 
cgtggccctg tattgettag tgggccatgt gtttaaactt ccaaaaggca tattttaaat 1112 



8 17 



fflSE# 2000-3062522 



11 — 194179 



agttattgga gtgttgatgt gaagagctcc tttgataatg tattttcttt gtagaaattt 1172 



aaaagcctgt tgattcaaga actttctaaa gtatttccgg aagacatggc taagtatcga 1232 



agcatccggg gggaggatca cccgccttct taaccagctc accctccctg tgtgaagatc 1292 



ccctgggact gcgatgcggc gtgaggctgg gactgcgagt gctgacgcca ccttcctgct 1352 



gaggtgggac tgggccctgg acacacccct cagcccctct gtcctcattg tttggcctca 1412 



tgggaccgag gggctggagg agaggcggag ctgtgcccca gctgttccag cagcttgtct 1472 



ggcgtcaact ggctttcaga gtgctgaccc ctcatcactg tggggatcat tctctctgag 1532 



ggcagatgag gcgcaggaaa atagtcttgg aaatgttaaa tatgatgggt aaattaaaag 1592 



ttttacaaca ttctacctaa tatttttctt ttaacatact ctttctgttc tattgtatta 1652 



tggtgtccga aagctaaata acgactagga aaaatttttt taaaaaaaga aaaatcagtt 1712 



taatgtggga agtacttaag tggtattata ttttacattt tcaagtatag tgcataaaga 1772 



atgttttaaa tgtaactgtt ttcatggatt tcaattagac atgcctataa taaactaagt 1832 



atgtggctt 1841 



<210> 210 



8 18 2000-3062522 



#5p 11 — 19417 



<211> 194 
<212> PRT 

<213> Homo sapiens 
<400> 210 

Met Arg Leu Leu Pro Cys Ala Ala Gly Thr Ser Ala Phe Leu Ser Ser 
15 10 15 

Gin Leu Thr He Gly Ala Ser Ser Ser Ser Arg Pro Ser Thr Pro Ala 

20 25 30 

Trp Phe Ser Val Leu Glu Tyr He Gin Pro Phe Arg Ser Cys Ser Phe 

35 40 45 

Leu Leu Ser Ser Ser Pro Pro Gly Ala Leu Pro Cys Ser Leu Cys Thr 

50 55 60 

Ser Asp Ser He Leu Pro Val Ser Asp Asp Phe Thr Ser Ser Lys Arg 

65 70 75 80 

Pro Leu Gly Pro Ala Phe Ser Lys Ala Phe Leu Glu Asn Ala Gly Gin 

85 90 95 

Asp Leu Pro Phe Asn Phe Val Phe Ser Val Cys Ser Val Ser Ser Ala 
100 105 110 

Gly Cys Leu Ser Ser Arg He Thr Glu Asp Met Ser Val Leu Phe Pro 

115 120 125 

8 19 2 0 0 0 - 3 O 6 2 5 2 2 



#^ 11-19 4 17 9 

Leu Met Pro Gly Ala Arg Leu Gly His Val Cys Ser Ala Met Ala Asn 

130 135 140 

Val Arg Arg Gin Gly Trp Ser His Ser Gly Leu Leu Ala Leu Trp Pro 

145 150 155 160 



Ser Gly Arg Ser Lys Gly Arg Ser Cys Gin Lys Glu Thr Cys Leu Val 
165 170 175 

Thr Gly Arg Ser Gin Gly Phe Gin Asn Pro He Gin Val He Pro Ser 
180 185 190 

Trp Trp 



<210> 211 
<211> 1493 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (77).. (1492) 

<400> 211 

acagccgacg aggcaacaat taggctttgg ggataaaacg aggtgcggag agcgggctgg 60 
ggcatttctc cccgag atg gcg ggt ctg acg gcg gcg gcc ccg egg ccc gga 112 



8 2 0 



ffifl# 2000-30625 2 2 



11-19 4 17 




Met Ala Gly Leu Thr Ala Ala Ala Pro Arg Pro Gly 
1 5 10 

gtc etc ctg etc ctg ctg tec ate etc cac ccc tct egg cct gga ggg 160 
Val Leu Leu Leu Leu Leu Ser He Leu His Pro Ser Arg Pro Gly Gly 

15 20 25 



gtc cct ggg gec att cct ggt gga gtt cct gga gga gtc ttt tat cca 208 
Val Pro Gly Ala lie Pro Gly Gly Val Pro Gly Gly Val Phe Tyr Pro 

30 35 40 



ggg get ggt etc gga gec ctt gga gga gga gcg ctg ggg cct gga ggc 256 
Gly Ala Gly Leu Gly Ala Leu Gly Gly Gly Ala Leu Gly Pro Gly Gly 

45 50 55 60 

aaa cct ctt aag cca gtt ccc gga ggg ctt gcg ggt get ggc ctt ggg 304 
Lys Pro Leu Lys Pro Val Pro Gly Gly Leu Ala Gly Ala Gly Leu Gly 

65 70 75 

gca ggg etc ggg get etc ggt gga gta ggc ate cca ggc ggt gtg gtg 352 
Ala Gly Leu Gly Ala Leu Gly Gly Val Gly He Pro Gly Gly Val Val 

80 85 90 



gga gec gga ccc gee gee gee get gec gca gee get aag gca gee aag 400 
Gly Ala Gly Pro Ala Ala Ala Ala Ala Ala Ala Ala Lys Ala Ala Lys 

95 100 105 



tat gga get get gca ggc tta gtg cct ggt ggg cca ggc ttt ggc ccg 448 
Tyr Gly Ala Ala Ala Gly Leu Val Pro Gly Gly Pro Gly Phe Gly Pro 



8 2 1 



ItiUft 2000-3062522 




11-194179 



110 115 120 

gga gta gtt ggt gtc cca gga get ggc gtt cca ggt gtt ggt gtc cca 496 

Gly Val Val Gly Val Pro Gly Ala Gly Val Pro Gly Val Gly Val Pro 

125 130 135 140 



gga get ggg att cca gtt gtc cca ggt get ggg ate cca ggt get gcg 544 
Gly Ala Gly He Pro Val Val Pro Gly Ala Gly He Pro Gly Ala Ala 

145 150 155 

gtt cca ggg gtt gtg tea cca gaa gca get get aag gca get gca aag 592 
Val Pro Gly Val Val Ser Pro Glu Ala Ala Ala Lys Ala Ala Ala Lys 

160 165 170 

gca gee aaa tac ggg gee agg ccc gga gtc gga gtt gga ggc att cct 640 
Ala Ala Lys Tyr Gly Ala Arg Pro Gly Val Gly Val Gly Gly He Pro 
175 180 185 

act tac ggg gtt gga get ggg ggc ttt ccc ggc ttt ggt gtc gga gtc 688 
Thr Tyr Gly Val Gly Ala Gly Gly Phe Pro Gly Phe Gly Val Gly Val 

190 195 200 

gga ggt ate cct gga gtc gca ggt gtc cct ggt gtc gga ggt gtt ccc 736 
Gly Gly He Pro Gly Val Ala Gly Val Pro Gly Val Gly Gly Val Pro 

205 210 215 220 

gga gtc gga ggt gtc ccg gga gtt ggc att tec ccc gaa get cag gca 784 
Gly Val Gly Gly Val Pro Gly Val Gly He Ser Pro Glu Ala Gin Ala 

225 230 235 



8 2 2 



2000-3062522 



11-19417 



gca get gec gec aag get gee aag tac ggg tta gtt cct ggt gtc ggc 832 
Ala Ala Ala Ala Lys Ala Ala Lys Tyr Gly Leu Val Pro Gly Val Gly 

240 245 250 

gtg ge t cct gga gtt ggc gtg get cct ggt gtc ggt gtg get cct gga 880 

Val Ala Pro Gly Val Gly Val Ala Pro Gly Val Gly Val Ala Pro Gly 

255 260 265 

gtt ggc ttg get cct gga gtt ggc gtg get cct gga gtt ggt gtg get 928 
Val Gly Leu Ala Pro Gly Val Gly Val Ala Pro Gly Val Gly Val Ala 

270 275 280 

cct ggc gtt ggc gtg get ccc ggc att ggc cct ggt gga gtt gca get 976 
Pro Gly Val Gly Val Ala Pro Gly He Gly Pro Gly Gly Val Ala Ala 

285 290 295 300 

gca gca aaa tec get gec aag gtg get gee aaa gee cag etc cga get 1024 
Ala Ala Lys Ser Ala Ala Lys Val Ala Ala Lys Ala Gin Leu Arg Ala 

305 310 315 

gca get ggg ctt ggt get ggc ate cct gga ctt gga gtt ggt gtc ggc 1072 
Ala Ala Gly Leu Gly Ala Gly He Pro Gly Leu Gly Val Gly Val Gly 

320 325 330 

gtc cct gga ctt gga gtt ggt act ggt gtt cct gga ctt gga gtt ggt 1120 
Val Pro Gly Leu Gly Val Gly Thr Gly Val Pro Gly Leu Gly Val Gly 

335 340 345 

8 2 3 &SE#2 0 0 0 - 3 0 6 2 5 2 2 
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get ggt gtt cct ggc ttc ggg gca gta cct ggt gec ctg get gee get 1168 
Ala Gly Val Pro Gly Phe Gly Ala Val Pro Gly Ala Leu Ala Ala Ala 

350 355 360 

aaa gca gec aaa tat gga gca gca gtg cct ggg gtc ctt gga ggg etc 1216 

Lys Ala Ala Lys Tyr Gly Ala Ala Val Pro Gly Val Leu Gly Gly Leu 

365 370 375 380 

ggg get etc ggt gga gta ggc ate aac ctg gtt gac ctg tea tgg ccg 1264 
Gly Ala Leu Gly Gly Val Gly He Asn Leu Val Asp Leu Ser Trp Pro 

385 390 395 

cct gtg ccc tgc etc cac ccc cat cct ata etc ccc cag ggc gtg egg 1312 
Pro Val Pro Cys Leu His Pro His Pro He Leu Pro Gin Gly Val Arg 
400 405 410 

ggc tgt gca gac tgg ggt gec agg cat etc etc ccc ace egg ggt gtc 1360 
Gly Cys Ala Asp Trp Gly Ala Arg His Leu Leu Pro Thr Arg Gly Val 

415 420 425 

ccc aca tgc agt act gta tac ccc cca tec etc cct egg tec act gaa 1408 
Pro Thr Cys Ser Thr Val Tyr Pro Pro Ser Leu Pro Arg Ser Thr Glu 

430 435 440 

ctt cag age agt tec cat tec tgc ccc gee cat ctt ttt gtg tct cgc 1456 
Leu Gin Ser Ser Ser His Ser Cys Pro Ala His Leu Phe Val Ser Arg 
445 450 455 460 

tgt gat aga tea ata aat att tta ttt ttt gtc ctg g 1493 

8 2 4 ffi|iE# 2000-3062522 



11-19417 



Cys Asp Arg Ser He Asn He Leu Phe Phe Val Leu 

465 470 



<210> 212 
<211> 472 
<212> PRT 

<213> Homo sapiens 
<400> 212 

Met Ala Gly Leu Thr Ala Ala Ala Pro Arg Pro Gly Val Leu Leu Leu 

15 10 15 

Leu Leu Ser lie Leu His Pro Ser Arg Pro Gly Gly Val Pro Gly Ala 

20 25 30 

He Pro Gly Gly Val Pro Gly Gly Val Phe Tyr Pro Gly Ala Gly Leu 

35 40 45 

Gly Ala Leu Gly Gly Gly Ala Leu Gly Pro Gly Gly Lys Pro Leu Lys 

50 55 60 

Pro Val Pro Gly Gly Leu Ala Gly Ala Gly Leu Gly Ala Gly Leu Gly 

65 70 75 80 

Ala Leu Gly Gly Val Gly He Pro Gly Gly Val Val Gly Ala Gly Pro 

85 90 95 

Ala Ala Ala Ala Ala Ala Ala Ala Lys Ala Ala Lys Tyr Gly Ala Ala 

8 2 5 mtl#2 0 0 0 - 3 0 6 2 5 2 2 



1ft 1 ?- 11-19 4 17 9 

100 105 110 

Ala Gly Leu Val Pro Gly Gly Pro Gly Phe Gly Pro Gly Val Val Gly 
115 120 125 

Val Pro Gly Ala Gly Val Pro Gly Val Gly Val Pro Gly Ala Gly He 

130 135 140 

Pro Val Val Pro Gly Ala Gly He Pro Gly Ala Ala Val Pro Gly Val 

145 150 155 160 

Val Ser Pro Glu Ala Ala Ala Lys Ala Ala Ala Lys Ala Ala Lys Tyr 

165 170 175 

Gly Ala Arg Pro Gly Val Gly Val Gly Gly lie Pro Thr Tyr Gly Val 
180 185 190 

Gly Ala Gly Gly Phe Pro Gly Phe Gly Val Gly Val Gly Gly He Pro 

195 200 205 

Gly Val Ala Gly Val Pro Gly Val Gly Gly Val Pro Gly Val Gly Gly 

210 215 220 

Val Pro Gly Val Gly He Ser Pro Glu Ala Gin Ala Ala Ala Ala Ala 

225 230 235 240 

Lys Ala Ala Lys Tyr Gly Leu Val Pro Gly Val Gly Val Ala Pro Gly 

245 250 255 
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#5j2 11-19 4 17 




Val Gly Val Ala Pro Gly Val Gly Val Ala Pro Gly Val Gly Leu Ala 

260 265 270 

Pro Gly Val Gly Val Ala Pro Gly Val Gly Val Ala Pro Gly Val Gly 

275 280 285 



Val Ala Pro Gly He Gly Pro Gly Gly Val Ala Ala Ala Ala Lys Ser 

290 295 300 

Ala Ala Lys Val Ala Ala Lys Ala Gin Leu Arg Ala Ala Ala Gly Leu 

305 310 315 320 

Gly Ala Gly He Pro Gly Leu Gly Val Gly Val Gly Val Pro Gly Leu 

325 330 335 

Gly Val Gly Thr Gly Val Pro Gly Leu Gly Val Gly Ala Gly Val Pro 

340 345 350 

Gly Phe Gly Ala Val Pro Gly Ala Leu Ala Ala Ala Lys Ala Ala Lys 

355 360 365 

Tyr Gly Ala Ala Val Pro Gly Val Leu Gly Gly Leu Gly Ala Leu Gly 

370 375 380 

Gly Val Gly He Asn Leu Val Asp Leu Ser Trp Pro Pro Val Pro Cys 

385 390 395 400 

Leu His Pro His Pro lie Leu Pro Gin Gly Val Arg Gly Cys Ala Asp 
405 410 415 



8 2 7 
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#sp 11 — 194179 



Trp Gly Ala Arg His Leu Leu Pro Thr Arg Gly Val Pro Thr Cys Ser 

420 425 430 

Thr Val Tyr Pro Pro Ser Leu Pro Arg Ser Thr Glu Leu Gin Ser Ser 
435 440 445 



Ser His Ser Cys Pro Ala His Leu Phe Val Ser Arg Cys Asp Arg Ser 

450 455 460 

He Asn He Leu Phe Phe Val Leu 

465 470 

<210> 213 
<211> 1557 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (137).. (595) 

<400> 213 

aactacacca gggccggtgc acctcggggc ggcggcgcag gactaggctc ggcctcccag 60 
cgctcccaag ccgcagcggc cgcgcccctt cagctagctc gctcgctcgc tctgcttccc 120 

tgctgccggc tgcgcc atg gcg ttg gcg ttg gcg gcg ctg gcg gcg gtc gag 172 

8 2 8 miE#2 O O 0 - 3 O 6 2 5 2 2 



11-19417 



Met Ala Leu Ala Leu Ala Ala Leu Ala Ala Val Glu 
1 5 10 



ccg gcc tgc ggc age egg tac cag cag ttg cag aat gaa gaa gag tct 220 
Pro Ala Cys Gly Ser Arg Tyr Gin Gin Leu Gin Asn Glu Glu Glu Ser 
15 20 25 



gga gaa cct gaa cag get gca ggt gat get cct cca cct tac age age 268 
Gly Glu Pro Glu Gin Ala Ala Gly Asp Ala Pro Pro Pro Tyr Ser Ser 

30 35 40 



att tct gca gag age gca gca tat ttt gac tac aag gat gag tct ggg 316 
He Ser Ala Glu Ser Ala Ala Tyr Phe Asp Tyr Lys Asp Glu Ser Gly 

45 50 55 60 



ttt cca aag ccc cca tct tac aat gta get aca aca ctg ccc agt tgt 364 

Phe Pro Lys Pro Pro Ser Tyr Asn Val Ala Thr Thr Leu Pro Ser Cys 

65 70 75 

ttt tat gat ate age cat ttg att ttt ttc att ttc tat tta aga aat 412 

Phe Tyr Asp He Ser His Leu He Phe Phe lie Phe Tyr Leu Arg Asn 

80 85 90 



atg aag aaa aaa tac acc aag atg gtc aaa tta eta cac aaa tea gca 460 
Met Lys Lys Lys Tyr Thr Lys Met Val Lys Leu Leu His Lys Ser Ala 

95 100 105 



cca gca cag tct gat age tgc aaa tgt cca ttc ate tgc tgt gta tgt 508 
Pro Ala Gin Ser Asp Ser Cys Lys Cys Pro Phe He Cys Cys Val Cys 



8 2 9 



tfJKEff 2000-3062522 



11-194179 



110 115 120 

ata tec aga ate age ata gga agt cgt tea gga tat cag tat ata atg 556 

He Ser Arg He Ser He Gly Ser Arg Ser Gly Tyr Gin Tyr lie Met 

125 130 135 140 



cac aga agt gtg ggt tgt ttg aaa gee aaa cag gaa aat taggagcetc 605 
His Arg Ser Val Gly Cys Leu Lys Ala Lys Gin Glu Asn 

145 150 

ctggattgac atttcagtga tccctctaac cagtttatgg attattatga ataatagtgt 665 

agtatgttct ttttcagaag ttatatttga taatagagaa gggagtttta tggaagtttc 725 

tttgaagatt tttttttttt ccatttcgaa tcagattata gcaacaatgg agtttggaag 785 

tttgtatggc ctataatgtt ctaagttcca gaatgaaaag atctgtaaca atctgaatag 845 

atgtggacac atatagcaga gagaactatg taaattatct tgcagaacaa aatagaaggg 905 

tcctaaatca cgttaactca aacattgtag actagctttg tgtttattct tcaggtcctt 965 

gegecttatt tggttttgta tattcaacga actgaaatat ttggaattcc tatttctacg 1025 

tatttggtgg tccataagac tttgtcaaat gtaaacctac agtttgataa gctttaaaat 1085 

acctagttaa gaggatgatt tctctttaat cgtttaaatg ttctgaaaat taaaatcttt 1145 

tgaggcacat gaagtgggca ccatatatca tctagagtcc ttactggtat tcaggatgaa 1205 

8 3 0 2000-3062522 



11-19 4 



1 7 



aatgttcacg ctgcattaat tgtcattttt ctctcccatg ttctttctca ctttgatacg 1265 
ttaatactga taatggataa agagtgagtt tttataataa atggttttgg aaaggtattc 1325 
ataggaaccg cggttattta cttaa ggtta tggagtaaac tagcttggac cttgggctgc 1385 
aggacgacta ggattcaccc ataacgacac agtgccctat gtttcttaac ttcttgttgc 1445 
catttgaagc tctgtactct tatgtttaaa gggttttgta tagccatttt ttttttcaga 1505 
aagttacatt gctttgtata gaaataaaag gcattattaa aatttgcttg tt 1557 



<210> 214 
<211> 153 
<212> PRT 

<213> Homo sapiens 

<400> 214 

Met Ala Leu Ala Leu Ala Ala Leu Ala Ala Val Glu Pro Ala Cys Gly 

15 10 15 

Ser Arg Tyr Gin Gin Leu Gin Asn Glu Glu Glu Ser Gly Glu Pro Glu 



Gin Ala Ala Gly Asp Ala Pro Pro Pro Tyr Ser Ser lie Ser Ala Glu 



20 



25 



30 



35 



40 



45 



8 3 1 



ffiSE# 2000-3062522 



#5p 11 — 194179 

Ser Ala Ala Tyr Phe Asp Tyr Lys Asp Glu Ser Gly Phe Pro Lys Pro 

50 55 60 

Pro Ser Tyr Asn Val Ala Thr Thr Leu Pro Ser Cys Phe Tyr Asp He 

65 70 75 80 



Ser His Leu lie Phe Phe He Phe Tyr Leu Arg Asn Met Lys Lys Lys 

85 90 95 

Tyr Thr Lys Met Val Lys Leu Leu His Lys Ser Ala Pro Ala Gin Ser 
100 105 110 

Asp Ser Cys Lys Cys Pro Phe He Cys Cys Val Cys He Ser Arg He 

115 120 125 

Ser He Gly Ser Arg Ser Gly Tyr Gin Tyr lie Met His Arg Ser Val 

130 135 140 

Gly Cys Leu Lys Ala Lys Gin Glu Asn 

145 150 



<210> 215 
<211> 3555 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

8 3 2 2000-3062522 



#5p 11-19417 




<222> (271).. (1998) 
<400> 215 

gaccccggcg cgcgcgcggc ggaggacgag gaagagttgt ggcgaggcag atcctgcccc 60 
gtggccgcgg ccgtctcgtg tcccaccggc cttccgggtt ccagcgccag gcctggtgcc 120 



tgccccagga ggatgagcat ttgcattgcc tgcaccttat cgtgcccttc cacctgctga 180 

agcagctgtg cctgccgctc ttgtgaactg cgaacttccc cttacctcct ctctctggct 240 

cgggagctgg ctcggccgcc tgtcagtgca atg ctg ccc cat gtg gtg etc acc 294 

Met Leu Pro His Val Val Leu Thr 

1 5 

ttc egg cgc ctg ggc tgc gee ttg gcg tec tgc egg ctg gcg cct gcg 342 
Phe Arg Arg Leu Gly Cys Ala Leu Ala Ser Cys Arg Leu Ala Pro Ala 

10 15 20 

aga cac aga gga agt ggt ctt ctg cac aca gec cca gtg gec cgc teg 390 
Arg His Arg Gly Ser Gly Leu Leu His Thr Ala Pro Val Ala Arg Ser 

25 30 35 40 

gac agg age gee ccg gtg ttc acc cgt gec ctg gee ttt ggg gac aga 438 
Asp Arg Ser Ala Pro Val Phe Thr Arg Ala Leu Ala Phe Gly Asp Arg 

45 50 55 

ate gec ctg gtt gac cag cac ggc cgc cac acg tac agg gag ctt tat 486 
He Ala Leu Val Asp Gin His Gly Arg His Thr Tyr Arg Glu Leu Tyr 



8 3 3 



ffil2E43 2000-3062522 



11-194179 



60 65 70 

tec cgc age ctt cgc ctg tec cag gag ate tgc agg etc tgc ggg tgt 534 

Ser Arg Ser Leu Arg Leu Ser Gin Glu He Cys Arg Leu Cys Gly Cys 

75 80 85 



gtc ggc ggg gac etc egg gag gag agg gtc tec ttc eta tgc get aac 582 

Val Gly Gly Asp Leu Arg Glu Glu Arg Val Ser Phe Leu Cys Ala Asn 

90 95 100 

gat gee tec tac gtc gtg gee cag tgg gcg tea tgg atg agt ggc ggt 630 

Asp Ala Ser Tyr Val Val Ala Gin Trp Ala Ser Trp Met Ser Gly Gly 

105 110 115 120 



gtg gca gtc ccc etc tac agg aag cat 
Val Ala Val Pro Leu Tyr Arg Lys His 

125 



ccc gcg gee cag ctg gag tat 678 
Pro Ala Ala Gin Leu Glu Tyr 

130 135 



gtc ate tgc gac tec cag age tct gtg gtc ctt gee age cag gag tac 726 

Val He Cys Asp Ser Gin Ser Ser Val Val Leu Ala Ser Gin Glu Tyr 
140 145 150 

ctg gag etc ctg age ccg gtg gtc agg aag ctg ggg gtc ccg ctg ctg 774 

Leu Glu Leu Leu Ser Pro Val Val Arg Lys Leu Gly Val Pro Leu Leu 

155 160 165 

ccg etc aca cca gee ate tac act gga gca gta gag gaa ccg gca gag 822 

Pro Leu Thr Pro Ala He Tyr Thr Gly Ala Val Glu Glu Pro Ala Glu 
170 175 180 



8 3 4 



ffifl^ 2000-3062522 



11-19 4 17 



gtc ccg gtc cca gag cag gga tgg agg aac aag ggc gcc atg ate ate 870 

Val Pro Val Pro Glu Gin Gly Trp Arg Asn Lys Gly Ala Met lie lie 
185 190 195 200 

tac ace agt g gg acc acg ggg agg ccc aag ggc gtg ctg age acg cac 918 

Tyr Thr Ser Gly Thr Thr Gly Arg Pro Lys Gly Val Leu Ser Thr His 

205 210 215 



caa aac ate agg get gtg gtg acc ggg ctg gtc cac aag tgg gca tgg 966 
Gin Asn He Arg Ala Val Val Thr Gly Leu Val His Lys Trp Ala Trp 

220 225 230 



acc aaa gac gac gtg ate 
Thr Lys Asp Asp Val lie 

235 

ggt gtg gtc aac gcg ctg 
Gly Val Val Asn Ala Leu 

250 

gtg atg atg cct gag ttc 
Val Met Met Pro Glu Phe 

265 270 



etc cac gtg etc ccg ctg 
Leu His Val Leu Pro Leu 

240 

etc tgt cct etc tgg gtg 
Leu Cys Pro Leu Trp Val 

255 260 

age cct cag cag gtt tgg 
Ser Pro Gin Gin Val Trp 

275 



cac cac gtc cat 1014 

His His Val His 

245 

gga gcc acc tgt 1062 
Gly Ala Thr Cys 

gaa gag ttc tta 1110 
Glu Glu Phe Leu 

280 



agt tct gaa acg ccg egg ate aat gtc ttt atg gca gtg cct aca ata 1158 
Ser Ser Glu Thr Pro Arg He Asn Val Phe Met Ala Val Pro Thr lie 

285 290 295 



8 3 5 



ffiSE4f 2000-306252 2 



11 — 194179 



tac acc aag ctg atg gag tac tac gac agg cat ttt acc cag ccg cac 1206 
Tyr Thr Lys Leu Met Glu Tyr Tyr Asp Arg His Phe Thr Gin Pro His 

300 305 310 

gcc cag gat ttc ttg cgt gca gtt tgt gaa gaa aaa att agg ctg atg 1254 
Ala Gin Asp Phe Leu Arg Ala Val Cys Glu Glu Lys He Arg Leu Met 

315 320 325 

gtc tea ggc tea get gcc ctg ccc etc cca gtg ctg gag aag tgg aag 1302 
Val Ser Gly Ser Ala Ala Leu Pro Leu Pro Val Leu Glu Lys Trp Lys 

330 335 340 

aac ate acg ggc cac acc ctg ctg gag egg tat ggc atg acc gag ate 1350 
Asn lie Thr Gly His Thr Leu Leu Glu Arg Tyr Gly Met Thr Glu He 

345 350 355 360 

ggc atg get ctg tec ggg ccc ctg acc act gcc gtg cgc ctg cca ggt 1398 
Gly Met Ala Leu Ser Gly Pro Leu Thr Thr Ala Val Arg Leu Pro Gly 

365 370 375 

tec gtg ggg acc cca ctg cct gga gta cag gtg cgc att gtc tea gaa 1446 
Ser Val Gly Thr Pro Leu Pro Gly Val Gin Val Arg He Val Ser Glu 

380 385 390 

aac cca cag agg gaa gcc tgc tec tac acc ate cac gca gag gga gac 1494 
Asn Pro Gin Arg Glu Ala Cys Ser Tyr Thr He His Ala Glu Gly Asp 

395 400 405 

gag agg ggg acc aag gtg acc cca ggg ttt gaa gaa aag gag ggg gag 1542 

8 3 6 M2 0 0 0- 3 0 6 2 5 2 2 



11-19417 




Glu Arg Gly Thr Lys Val Thr Pro Gly Phe Glu Glu Lys Glu Gly Glu 

410 415 420 

ctg ctg gtg agg gga ccc tec gtg ttt cga gaa tac tgg aat aaa cca 1590 

Leu Leu Val Arg Gly Pro Ser Val Phe Arg Glu Tyr Trp Asn Lys Pro 

425 430 435 440 



gaa gaa act aag agt gca ttc acc ctg gat ggc tgg ttt aag aca ggg 1638 
Glu Glu Thr Lys Ser Ala Phe Thr Leu Asp Gly Trp Phe Lys Thr Gly 

445 450 455 

gac acc gtg gtg ttt aag gat ggc cag tac tgg ate cga ggc egg acc 1686 
Asp Thr Val Val Phe Lys Asp Gly Gin Tyr Trp He Arg Gly Arg Thr 

460 465 470 

tea gtg gac ate ate aag act gga ggc tac aag gtc age gee ctg gag 1734 
Ser Val Asp lie lie Lys Thr Gly Gly Tyr Lys Val Ser Ala Leu Glu 

475 480 485 

gtg gag tgg cac ctg ctg gee cac ccc age ate aca gat gtg get gtg 1782 
Val Glu Trp His Leu Leu Ala His Pro Ser He Thr Asp Val Ala Val 

490 495 500 

att gga gtt ccg gat atg aca tgg ggc cag egg gtc act get gtg gtg 1830 
He Gly Val Pro Asp Met Thr Trp Gly Gin Arg Val Thr Ala Val Val 

505 510 515 520 

acc etc cga gaa gga cac tea ctg tec cac agg gag etc aaa gag tgg 1878 
Thr Leu Arg Glu Gly His Ser Leu Ser His Arg Glu Leu Lys Glu Trp 



8 3 7 



ffi£E# 2000-3062522 



# ^ 11-194179 

525 530 535 

gcc aga aat gtc ctg gcc ccg tac gcg gtg ccc teg gag ctg gtg ctg 1926 
Ala Arg Asn Val Leu Ala Pro Tyr Ala Val Pro Ser Glu Leu Val Leu 
540 545 550 

gtg gag gag ate ccg egg aac cag atg ggc aag att gac aag aag gcg 1974 
Val Glu Glu He Pro Arg Asn Gin Met Gly Lys He Asp Lys Lys Ala 

555 560 565 

etc ate agg cac ttc cac ccc tea tgacccggct gactgggact gcgggtctgg 2028 
Leu He Arg His Phe His Pro Ser 

570 575 

tggggagcag cagacgtccc cttcacaccg agaaccaegg gggcccgtcc aagacctggc 2088 

ctcccttaaa cctgaacccc ccaaatcagg teaegtagaa tcaagaactg tttgggatga 2148 

aatcaccatg tggggtcccc agcctcgggc cagttgttgc agctcaagga gaccgtccct 2208 

ggtgtcacct ctgcctggtc accgccgacc tcatctgtgc agcgcggtgc agccagcccc 2268 

tggccccacg tgetgaggea cctcccgccc cacagtgccc tgcagttgcc aggctctcca 2328 

gggcaggtcc cagaggtttc ccacaaaaaa caaagactcc actggaggaa acaagcccct 2388 

gtcccacgcc gtctgcacgt gcctgtgcct cacccagagc cagtgtctcc cagcccacat 2448 

aggaggtctg ggcagccacc cagggggccc tcctgggagg agctgagggt tcacaagcct 2508 

8 3 8 tfiliE# 2000-3062522 



11-19417 




cccagaacca gccctgtccc atgggttccg tgcatttcct ggtgctgctc ttggaggaga 2568 



gcagctccca ctgtggggac acctgccacc ctgcacacta ctgtgtgtcc atcagcatgt 2628 



gtcacagaaa gtgcgtggac ggatggcccc ggagctgctc tgccctgacc ctgcctcacc 2688 



ccccagcgca gggactttcc aggtcatctc cacaccagcc cctcagccgg tgaaccctct 2748 



ctcccatcac cgtctccacc cagaccccca cctgccccat ggcccccatt tcatgtctgt 2808 



ggctcaccag cttttcccca gacccagctc cggagcccac aggcgtggcc gatgcagaaa 2868 



cctcaggaag gtgtgttgtg aatgttgggt gcacccacgt tgcatttact tagcggggcc 2928 



aattcagatg cacaggggcc acatgcagaa tccagaagtt tctggacaat tttcagaaga 2988 



ataggctgcc tcctccccac agcctggggg aagtaacagt catcgcccag cagtgtctgg 3048 



cctgaactta cccagaacat tctgcccccg gaatgcacgt ctgaaagagt ggccagaaac 3108 



gagtgtgccg ggcaggaggc cagccccatc tcaggctcac gtgcctctga caggagacca 3168 



gccccatctc agactcacat gcctcgcgga cagttggacg tggcctgggg cccctgctca 3228 



cttgagcatg tcgcccacca agcttgtctg aggccacaga gcagcgtccc agccctgttt 3288 



tccaggactg gtgggtgccc cagtccacgg ccctgcccca cccgaactcc tgcctcacgg 3348 



8 3 9 2000-3062522 



#^2- 11 — 194179 
tgtggccttg tgcatcccca tggcctgacc ccgggaacag tcagaggaag gggtcccgcc 3408 
ctcccgccag aggcctggac ccaagggaac ggcagtcaga gactacagtc cagacgtttg 3468 
tgtctaggcc ttgctggtag ctaaggaaat gccttctgtt gggaaaaggt caaatttaac 3528 



atagcaaaat ttttacttaa ttccact 3555 



<210> 216 
<211> 576 
<212> PRT 

<213> Homo sapiens 
<400> 216 

Met Leu Pro His Val Val Leu Thr Phe Arg Arg Leu Gly Cys Ala Leu 
1 5 10 15 

Ala Ser Cys Arg Leu Ala Pro Ala Arg His Arg Gly Ser Gly Leu Leu 

20 25 30 

His Thr Ala Pro Val Ala Arg Ser Asp Arg Ser Ala Pro Val Phe Thr 

35 40 45 

Arg Ala Leu Ala Phe Gly Asp Arg He Ala Leu Val Asp Gin His Gly 

50 55 60 

Arg His Thr Tyr Arg Glu Leu Tyr Ser Arg Ser Leu Arg Leu Ser Gin 

65 70 75 80 



8 4 0 



2000-3062522 



4#¥ 11 — 19417 



Glu lie Cys Arg Leu Cys Gly Cys Val Gly Gly Asp Leu Arg Glu Glu 

85 90 95 

Arg Val Ser Phe Leu Cys Ala Asn Asp Ala Ser Tyr Val Val Ala Gin 
100 105 110 



Trp Ala Ser Trp Met Ser Gly Gly Val Ala Val Pro Leu Tyr Arg Lys 

115 120 125 

His Pro Ala Ala Gin Leu Glu Tyr Val He Cys Asp Ser Gin Ser Ser 

130 135 140 

Val Val Leu Ala Ser Gin Glu Tyr Leu Glu Leu Leu Ser Pro Val Val 

145 150 155 160 

Arg Lys Leu Gly Val Pro Leu Leu Pro Leu Thr Pro Ala He Tyr Thr 

165 170 175 

Gly Ala Val Glu Glu Pro Ala Glu Val Pro Val Pro Glu Gin Gly Trp 

180 185 190 

Arg Asn Lys Gly Ala Met He He Tyr Thr Ser Gly Thr Thr Gly Arg 

195 200 205 

Pro Lys Gly Val Leu Ser Thr His Gin Asn He Arg Ala Val Val Thr 

210 215 220 

Gly Leu Val His Lys Trp Ala Trp Thr Lys Asp Asp Val He Leu His 



8 4 1 



miiE# 2000-3062522 




#32 11-19 4 17 9 



225 230 235 240 

Val Leu Pro Leu His His Val His Gly Val Val Asn Ala Leu Leu Cys 

245 250 255 

Pro Leu Trp Val Gly Ala Thr Cys Val Met Met Pro Glu Phe Ser Pro 

260 265 270 

Gin Gin Val Trp Glu Glu Phe Leu Ser Ser Glu Thr Pro Arg He Asn 

275 280 285 

Val Phe Met Ala Val Pro Thr lie Tyr Thr Lys Leu Met Glu Tyr Tyr 

290 295 300 

Asp Arg His Phe Thr Gin Pro His Ala Gin Asp Phe Leu Arg Ala Val 

305 310 315 320 

Cys Glu Glu Lys He Arg Leu Met Val Ser Gly Ser Ala Ala Leu Pro 

325 330 335 

Leu Pro Val Leu Glu Lys Trp Lys Asn He Thr Gly His Thr Leu Leu 

340 345 350 

Glu Arg Tyr Gly Met Thr Glu He Gly Met Ala Leu Ser Gly Pro Leu 

355 360 365 

Thr Thr Ala Val Arg Leu Pro Gly Ser Val Gly Thr Pro Leu Pro Gly 

370 375 380 



8 4 2 



mtE# 2000-3062522 



11-19417 9| 




Val Gin Val Arg He Val Ser Glu Asn Pro Gin Arg Glu Ala Cys Ser 

385 390 395 400 

Tyr Thr lie His Ala Glu Gly Asp Glu Arg Gly Thr Lys Val Thr Pro 

405 410 415 



Gly Phe Glu Glu Lys Glu Gly Glu Leu Leu Val Arg Gly Pro Ser Val 

420 425 430 

Phe Arg Glu Tyr Trp Asn Lys Pro Glu Glu Thr Lys Ser Ala Phe Thr 

435 440 445 

Leu Asp Gly Trp Phe Lys Thr Gly Asp Thr Val Val Phe Lys Asp Gly 

450 455 460 

Gin Tyr Trp lie Arg Gly Arg Thr Ser Val Asp lie lie Lys Thr Gly 

465 470 475 480 

Gly Tyr Lys Val Ser Ala Leu Glu Val Glu Trp His Leu Leu Ala His 

485 490 495 

Pro Ser He Thr Asp Val Ala Val He Gly Val Pro Asp Met Thr Trp 

500 505 510 

Gly Gin Arg Val Thr Ala Val Val Thr Leu Arg Glu Gly His Ser Leu 

515 520 525 

Ser His Arg Glu Leu Lys Glu Trp Ala Arg Asn Val Leu Ala Pro Tyr 

530 535 540 



8 4 3 



fflSE# 2000-3062522 



11—194179 

Ala Val Pro Ser Glu Leu Val Leu Val Glu Glu He Pro Arg Asn Gin 

545 550 555 560 

Met Gly Lys lie Asp Lys Lys Ala Leu He Arg His Phe His Pro Ser 

565 570 575 



<210> 217 

<211> 2083 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (134).. (1162) 
<400> 217 

atttcctttc tccacatcca ggtcaggtgg cgtttgctgt ggcggctagg cccgcgtgcg 60 

ctggagacct ccgcgctggc ccccgcgagc ctcctgccct ggcccggcgc tgcggctctg 120 

ccgcggcggc age atg ggt ggc ccc egg ggc gcg ggc tgg gtg gcg gcg 169 
Met Gly Gly Pro Arg Gly Ala Gly Trp Val Ala Ala 

1 5 10 

ggc ctg ctg etc ggc gcg ggc gec tgc tac tgc att tac agg ctg acc 217 
Gly Leu Leu Leu Gly Ala Gly Ala Cys Tyr Cys He Tyr Arg Leu Thr 

15 20 25 



8 4 4 



ffi$E# 2000-3062522 



11—19417 




egg ggt egg egg egg ggc gac cgc gag etc ggg ata cgc tct teg aag 265 
Arg Gly Arg Arg Arg Gly Asp Arg Glu Leu Gly lie Arg Ser Ser Lys 

30 35 40 

tec gca ggt gee ctg gaa gaa ggg acg tea gag ggt cag ttg tgc ggg 313 
Ser Ala Gly Ala Leu Glu Glu Gly Thr Ser Glu Gly Gin Leu Cys Gly 

45 50 55 60 

cgc teg gec egg cct cag acg gga ggt ace tgg gag tea cag tgg tec 361 
Arg Ser Ala Arg Pro Gin Thr Gly Gly Thr Trp Glu Ser Gin Trp Ser 

65 70 75 

aag acc teg cag cct gaa gac ttg act gat ggt tea tat gat gat gtt 409 
Lys Thr Ser Gin Pro Glu Asp Leu Thr Asp Gly Ser Tyr Asp Asp Val 

80 85 90 

eta aat get gaa caa ctt cag aaa etc ctt tac ctg ctg gag tea acg 457 
Leu Asn Ala Glu Gin Leu Gin Lys Leu Leu Tyr Leu Leu Glu Ser Thr 

95 100 105 

gag gat cct gta att att gaa aga get ttg att act ttg ggt aac aat 505 
Glu Asp Pro Val He He Glu Arg Ala Leu He Thr Leu Gly Asn Asn 

110 115 120 

gca gec ttt tea gtt aac caa get att att cgt gaa ttg ggt ggt att 553 
Ala Ala Phe Ser Val Asn Gin Ala He He Arg Glu Leu Gly Gly He 

125 130 135 140 



8 4 5 



ffiSE# 2000-3062522 



11-194179 



cca att gtt gca aac aaa ate aac cat tec aac cag agt att aaa gag 601 
Pro lie Val Ala Asn Lys He Asn His Ser Asn Gin Ser He Lys Glu 

145 150 155 

aaa get tta aat gca eta aat aac ctg agt gtg aat gtt gaa aat caa 649 
Lys Ala Leu Asn Ala Leu Asn Asn Leu Ser Val Asn Val Glu Asn Gin 
160 165 170 

ate aag ata aag ata tac ate agt caa gta tgt gag gat gtc ttc tct 697 
He Lys He Lys He Tyr He Ser Gin Val Cys Glu Asp Val Phe Ser 

175 180 185 

ggt cct ctg aac tct get gtg cag ctg get gga ctg aca ttg ttg aca 745 
Gly Pro Leu Asn Ser Ala Val Gin Leu Ala Gly Leu Thr Leu Leu Thr 

190 195 200 

aac atg act gtt ace aat gac cac cag cac atg ctt cac agt tac att 793 
Asn Met Thr Val Thr Asn Asp His Gin His Met Leu His Ser Tyr He 

205 210 215 220 

aca gac ctg ttc cag gtg tta ctt act gga aat gga aac acg aag gtg 841 
Thr Asp Leu Phe Gin Val Leu Leu Thr Gly Asn Gly Asn Thr Lys Val 

225 230 235 

caa gtt ttg aaa ctg ctt ttg aat ttg tct gaa aat cca gee atg aca 889 
Gin Val Leu Lys Leu Leu Leu Asn Leu Ser Glu Asn Pro Ala Met Thr 

240 245 250 

gaa gga ctt etc cgt gee caa gtg gat tea tea ttc ctt tec ctt tat 937 

8 4 6 JiJfiE^ 2000-3062522 



2jf ^ 11-19 4 17 



Glu Gly Leu Leu Arg Ala Gin Val Asp Ser Ser Phe Leu Ser Leu Tyr 

255 260 265 

gac age cac gta gca aag gag att ctt ctt cga gta ctt acg eta ttt 985 

Asp Ser His Val Ala Lys Glu He Leu Leu Arg Val Leu Thr Leu Phe 

270 275 280 



cag aat ata aag aac tgc etc aaa ata gaa ggc cat tta get gtg cag 1033 
Gin Asn He Lys Asn Cys Leu Lys He Glu Gly His Leu Ala Val Gin 

285 290 295 300 

cct act ttc act gaa ggt tea ttg ttt ttc ctg tta cat gga gaa gaa 1081 
Pro Thr Phe Thr Glu Gly Ser Leu Phe Phe Leu Leu His Gly Glu Glu 

305 310 315 

tgt gee cag aaa ata aga get tta gtt gat cac cat gat gca gag gtg 1129 
Cys Ala Gin Lys lie Arg Ala Leu Val Asp His His Asp Ala Glu Val 

320 325 330 

aag gaa aag gtt gta aca ata ata ccc aaa ate tgattggtca tatttttcca 1182 
Lys Glu Lys Val Val Thr He lie Pro Lys He 

335 340 

aagagtaatg cagtctggat ataaatgtat tttctgtctt ccttataagg ggattctccc 1242 
agetgetaaa tttaaacagt aaatatcaca ttttgtcatt aacacagcta taacttgccg 1302 
tggttctcag atttattttg gactattttg atgccaagtg aatataagag cttgtactga 1362 

84 7 ffii#2 0 0 0-3 0 62 52 2 



11-194179 

aaccatttat ttctttctat tttgctattt gcaaatgctt gttatcttcc ctacatgaag 1422 
tggcagtaac ctttttcaca tttaagctac ccttctacct tttgaagtga tttgcagtta 1482 
ctcatctgag acagcatcag tatttgacta aatcattgtt tcacaactga atagtcttgt 1542 
tcttttagta gcaatgaaat cctaagctct tgaggccatt cacctgccaa cctgaccata 1602 
ctgctttcaa aagtcttttc tcatcagtag aatctatttt ggtcacttct agtcaatgaa 1662 
aaatgtaaac ttttaggaga gaatgtttcc taggactcac ccactccatt caatgttaca 1722 
tataaaatag tgtgatcaat cacaatgtcc atctttagac agttggttaa ataaattatc 1782 
tggtctttga aaagaccgtg ctgggcgcgg tggctcttgc ctgtaatccc agcactttgg 1842 
gaggctgagg cgggcagatc acctgagatc gggagtttga gaccaagcct gaccaatatg 1902 
gagaaaccct gtctctacta agaatacaaa attagctggg catggtggtg catgcctgta 1962 
atcccagcta cttgggaggc cgaggcagga gaattgcttg aacccgggag gcagaggttg 2022 
cagtgaggtg agatagcgcc attgcactcc agcctgggca acaagagcaa aactctgtct 2082 
c 2083 



<210> 218 
<211> 343 



8 4 8 fflfflEW 2000-3062522 



ff¥ 11-19417 



<212> PRT 

<213> Homo sapiens 
<400> 218 

Met Gly Gly Pro Arg Gly Ala Gly Trp Val Ala Ala Gly Leu Leu Leu 
1 5 10 15 

Gly Ala Gly Ala Cys Tyr Cys lie Tyr Arg Leu Thr Arg Gly Arg Arg 

20 25 30 

Arg Gly Asp Arg Glu Leu Gly He Arg Ser Ser Lys Ser Ala Gly Ala 

35 40 45 

Leu Glu Glu Gly Thr Ser Glu Gly Gin Leu Cys Gly Arg Ser Ala Arg 

50 55 60 

Pro Gin Thr Gly Gly Thr Trp Glu Ser Gin Trp Ser Lys Thr Ser Gin 

65 70 75 80 

Pro Glu Asp Leu Thr Asp Gly Ser Tyr Asp Asp Val Leu Asn Ala Glu 

85 90 95 

Gin Leu Gin Lys Leu Leu Tyr Leu Leu Glu Ser Thr Glu Asp Pro Val 

100 105 110 

He He Glu Arg Ala Leu He Thr Leu Gly Asn Asn Ala Ala Phe Ser 

115 120 125 

Val Asn Gin Ala He He Arg Glu Leu Gly Gly He Pro He Val Ala 

8 4 9 miiE#2 0 0 0 - 3 0 6 2 5 2 2 




11-194179 



130 135 140 

Asn Lys He Asn His Ser Asn Gin Ser lie Lys Glu Lys Ala Leu Asn 
145 150 155 160 

Ala Leu Asn Asn Leu Ser Val Asn Val Glu Asn Gin He Lys He Lys 
165 170 175 

lie Tyr He Ser Gin Val Cys Glu Asp Val Phe Ser Gly Pro Leu Asn 

180 185 190 

Ser Ala Val Gin Leu Ala Gly Leu Thr Leu Leu Thr Asn Met Thr Val 

195 200 205 

Thr Asn Asp His Gin His Met Leu His Ser Tyr He Thr Asp Leu Phe 

210 215 220 

Gin Val Leu Leu Thr Gly Asn Gly Asn Thr Lys Val Gin Val Leu Lys 

225 230 235 240 

Leu Leu Leu Asn Leu Ser Glu Asn Pro Ala Met Thr Glu Gly Leu Leu 

245 250 255 

Arg Ala Gin Val Asp Ser Ser Phe Leu Ser Leu Tyr Asp Ser His Val 

260 265 270 

Ala Lys Glu He Leu Leu Arg Val Leu Thr Leu Phe Gin Asn He Lys 

275 280 285 



8 5 0 



£BIE4# 2000-3062522 



11-19417 g^p 

Asn Cys Leu Lys He Glu Gly His Leu Ala Val Gin Pro Thr Phe Thr 

290 295 300 

Glu Gly Ser Leu Phe Phe Leu Leu His Gly Glu Glu Cys Ala Gin Lys 

305 310 315 320 



He Arg Ala Leu Val Asp His His Asp Ala Glu Val Lys Glu Lys Val 

325 330 335 

Val Thr He lie Pro Lys He 

340 



<210> 219 
<211> 2586 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (54).. (902) 

<400> 219 

attcggcggg agcacccagt cctgtacgcc aaggaactgg tcctgggggc acc atg 56 

Met 

1 

gtt teg gcg gca gcc ccc age etc etc ate ctt ctg ttg ctg etc ctg 104 
Val Ser Ala Ala Ala Pro Ser Leu Leu He Leu Leu Leu Leu Leu Leu 



8 5 1 



miE# 2000-3062522 



# 11-194179 



10 



15 



ggg tct gtg cct get acc gac gec cgc tct gtg ccc ctg aag gec acg 152 
Gly Ser Val Pro Ala Thr Asp Ala Arg Ser Val Pro Leu Lys Ala Thr 

20 25 30 



ttc ctg gag gat gtg gcg ggt agt ggg gaa gec gag ggc teg teg gec 200 

Phe Leu Glu Asp Val Ala Gly Ser Gly Glu Ala Glu Gly Ser Ser Ala 

35 40 45 

tec tec ccg age etc ccg cca ccc tgg acc ccg gee etc age ccc aca 248 

Ser Ser Pro Ser Leu Pro Pro Pro Trp Thr Pro Ala Leu Ser Pro Thr 

50 55 60 65 



teg atg ggg ccc cag ccc aca acc ctg ggg ggc cca tea ccc ccc acc 296 
Ser Met Gly Pro Gin Pro Thr Thr Leu Gly Gly Pro Ser Pro Pro Thr 

70 75 80 



aac ttc ctg gat ggg ata gtg gac ttc ttc cgc cag tac gtg atg ctg 344 
Asn Phe Leu Asp Gly He Val Asp Phe Phe Arg Gin Tyr Val Met Leu 

85 90 95 

att get gtg gtg ggc tec ctg gee ttt ctg ctg atg ttc ate gtc tgt 392 
He Ala Val Val Gly Ser Leu Ala Phe Leu Leu Met Phe He Val Cys 
100 105 110 

gec gcg gtc ate acc egg cag aag cag aag gec teg gec tat tac cca 440 
Ala Ala Val He Thr Arg Gin Lys Gin Lys Ala Ser Ala Tyr Tyr Pro 
115 120 125 



8 5 2 



mt£n 2000-3062522 



#32 11 — 19417 




teg tec ttc ccc aag aag aag tac gtg gac cag agt gac egg gee ggg 488 
Ser Ser Phe Pro Lys Lys Lys Tyr Val Asp Gin Ser Asp Arg Ala Gly 
130 135 140 145 

ggc ccc egg gee ttc agt gag gtc ccc gac aga gee ccc gac age agg 536 
Gly Pro Arg Ala Phe Ser Glu Val Pro Asp Arg Ala Pro Asp Ser Arg 

150 155 160 

ccc gag gaa gec ctg gat tec tec egg cag etc cag gee gac ate ttg 584 
Pro Glu Glu Ala Leu Asp Ser Ser Arg Gin Leu Gin Ala Asp lie Leu 

165 170 175 

gee gee acc cag aac etc aag tec ccc ace agg get gca ctg ggc ggt 632 
Ala Ala Thr Gin Asn Leu Lys Ser Pro Thr Arg Ala Ala Leu Gly Gly 

180 185 190 

ggg gac gga gee agg atg gtg gag ggc agg ggc gca gag gaa gag gag 680 
Gly Asp Gly Ala Arg Met Val Glu Gly Arg Gly Ala Glu Glu Glu Glu 

195 200 205 

aag ggc age cag gag ggg gac cag gaa gtc cag gga cat ggg gtc cca 728 
Lys Gly Ser Gin Glu Gly Asp Gin Glu Val Gin Gly His Gly Val Pro 

210 215 220 225 

gtg gag aca cca gag gcg cag gag gag ccg tgc tea ggg gtc ctt gag 776 
Val Glu Thr Pro Glu Ala Gin Glu Glu Pro Cys Ser Gly Val Leu Glu 

230 235 240 



8 5 3 



mfiE#2 000-3062522 



#^ 11-194179 



ggg get gtg gtg gec ggt gag ggc caa ggg gag ctg gaa ggg tct etc 824 
Gly Ala Val Val Ala Gly Glu Gly Gin Gly Glu Leu Glu Gly Ser Leu 

245 250 255 

ttg tta gec cag ggt gec cag gga cca gtg ggt ccc ccc gaa age ccc 872 
Leu Leu Ala Gin Gly Ala Gin Gly Pro Val Gly Pro Pro Glu Ser Pro 

260 265 270 

tgt get tgc age agt gtc cac ccc agt gtc taacagtcct cccgggctgc 922 
Cys Ala Cys Ser Ser Val His Pro Ser Val 

275 280 

cagccctgac tgtcgggccc ccaagtggtc acctccccgt gtgtgaaaag gccttcagcc 982 

ctgactgett cctgacactc cctccttggc ctccctgtgg tgccaatccc agcatgtgct 1042 

gattctacag caggcagaaa tgctggtccc cggtgccccg gaggaatctt accaagtgcc 1102 

atcatccttc acctcagcag ccccaaaggg ctacatccta cagcacagct cccctgacaa 1162 

agtgagggag ggcacgtgtc cctgtgacag ccaggataaa acatccctca aggctgggtg 1222 

tggaggctcg cgcctgtaat ctcagcattt tgggaggeca agtgcggaca tcacttgaga 1282 

ccaggagttc caaaccagcc ctggcaacat tgtgagaccc atctctataa aaacaaaaaa 1342 

cagtccacta aatcagccac attaattggg aatcatatgt cacaggtcat ttgtggggca 1402 

aacatcactg cttttccatc aagggagcaa agaataagtg ggagttttgg aagagtttgg 1462 

8 5 4 a5SE4# 2000-3062522 



11-19 4 17 




atgagagacg ccaaggtgcc cagcgttcgt aaggcaacat gcagcctggc gtgaagcagt 1522 
attttgaaac tgcaaatggt tcccttcttg tgtcctttca atgctgaata ttttagtgtc 1582 
attctgcctg tgctcagagc tccagcagca gaagtgtgtg tggttaatta ggacacttct 1642 



gtgagaggac ccctgcacac attacgacag gtccctaaat gagcattccc caaactaggt 1702 
tccccgaggc actctacgga aacaagattt ttttttttga gacggagtct cggtctgtca 1762 
cccaggctgg agtgcagtgg tgcaatcttg gtgcaatctt ggctcagtgc aatccgcctc 1822 
ccaggttcaa gcgattctcc cgcctcagta gctgggatta caggtgccca ccactgcgcc 1882 
cagctaaatt ttgtattttt agtagagatg gggcttcacc atgttggcca ggctggtctg 1942 
gaactcctga ccttcaggtg atccacctgc ctctgcctcc caaggtgctg ggattacagg 2002 
cgtgagccac cgtgcccggc ccaaactact ttttaaaaca gctacagggt aaaatcctgc 2062 
agcacccact ctggaaaata ctgctcttaa ttttcctgaa ggtggccccc tgtttctagt 2122 
tggtccagga ttagggatgt ggggtatagg gcatttaaat cctctcaagc gctctccaag 2182 
cacccccggc ctgggggtga gtttctcatc ccgctactgc tgctgggatc aggttgaatg 2242 
aatggaactc ttcctgtctg gcctccaaag cagcctagaa gctgaggggc tgtgtttgag 2302 



8 5 5 2000-3062522 



#^ 11-194179 

gggacctcca ccctggggaa gtccgagggg ctggggaagg gtttctgacg cccagcctgg 2362 

agcagggggg ccctggccac cccctgttgc tcacacattg tctggcagcc tgtgtccaca 2422 

atattcgtca gtcctcgaca gggagcctgg gctccgtcct gctttaggga ggctctggca 2482 



ggaggtcctc tcccccatcc ctccatctgg ggctccccca acctctgcac agctctccag 2542 
gtgctgagat ataatgcacc agcacaataa acctttattc cggc 2586 

<210> 220 
<211> 283 
<212> PRT 

<213> Homo sapiens 
<400> 220 

Met Val Ser Ala Ala Ala Pro Ser Leu Leu He Leu Leu Leu Leu Leu 

15 10 15 

Leu Gly Ser Val Pro Ala Thr Asp Ala Arg Ser Val Pro Leu Lys Ala 

20 25 30 

Thr Phe Leu Glu Asp Val Ala Gly Ser Gly Glu Ala Glu Gly Ser Ser 

35 40 45 

Ala Ser Ser Pro Ser Leu Pro Pro Pro Trp Thr Pro Ala Leu Ser Pro 

50 55 60 



8 5 6 



tfJ$E4$ 2000-3062522 



#3£ 11 — 19417 




Thr Ser Met Gly Pro Gin Pro Thr Thr Leu Gly Gly Pro Ser Pro Pro 

65 70 75 80 

Thr Asn Phe Leu Asp Gly lie Val Asp Phe Phe Arg Gin Tyr Val Met 

85 90 95 



Leu He Ala Val Val Gly Ser Leu Ala Phe Leu Leu Met Phe He Val 

100 105 110 

Cys Ala Ala Val He Thr Arg Gin Lys Gin Lys Ala Ser Ala Tyr Tyr 
115 120 125 

Pro Ser Ser Phe Pro Lys Lys Lys Tyr Val Asp Gin Ser Asp Arg Ala 

130 135 140 

Gly Gly Pro Arg Ala Phe Ser Glu Val Pro Asp Arg Ala Pro Asp Ser 

145 150 155 160 

Arg Pro Glu Glu Ala Leu Asp Ser Ser Arg Gin Leu Gin Ala Asp lie 

165 170 175 

Leu Ala Ala Thr Gin Asn Leu Lys Ser Pro Thr Arg Ala Ala Leu Gly 

180 185 190 

Gly Gly Asp Gly Ala Arg Met Val Glu Gly Arg Gly Ala Glu Glu Glu 

195 200 205 

Glu Lys Gly Ser Gin Glu Gly Asp Gin Glu Val Gin Gly His Gly Val 

210 215 220 



8 5 7 



ffi$E# 2000-3062522 



11-19 4 17 9 



Pro Val Glu Thr Pro Glu Ala Gin Glu Glu Pro Cys Ser Gly Val Leu 

225 230 235 240 

Glu Gly Ala Val Val Ala Gly Glu Gly Gin Gly Glu Leu Glu Gly Ser 

245 250 255 



Leu Leu Leu Ala Gin Gly Ala Gin Gly Pro Val Gly Pro Pro Glu Ser 

260 265 270 

Pro Cys Ala Cys Ser Ser Val His Pro Ser Val 

275 280 



<210> 221 
<211> 1548 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (20).. (1348) 

<400> 221 

tctgaggcag gtgcccgac atg gcg agt gta gtg ctg ccg age gga tec cag 52 

Met Ala Ser Val Val Leu Pro Ser Gly Ser Gin 

1 5 10 

tgt gcg gcg gca gcg gcg gcg gcg gcg cct ccc ggg etc egg etc egg 100 

8 5 8 m$E# 2000-3062522 



#3* 11-194179 



Cys Ala Ala Ala Ala Ala Ala Ala Ala Pro Pro Gly Leu Arg Leu Arg 

15 20 25 

ctt ctg ctg ttg etc ttc tec gee gcg gca ctg ate ccc aca ggt gat 148 

Leu Leu Leu Leu Leu Phe Ser Ala Ala Ala Leu He Pro Thr Gly Asp 

30 35 40 



ggg cag aat ctg ttt acg aaa gac gtg aca gtg ate gag gga gag gtt 196 

Gly Gin Asn Leu Phe Thr Lys Asp Val Thr Val He Glu Gly Glu Val 

45 50 55 

gcg acc ate agt tgc caa gtc aat aag agt gac gac tct gtg att cag 244 

Ala Thr He Ser Cys Gin Val Asn Lys Ser Asp Asp Ser Val He Gin 

60 65 70 75 

eta ctg aat ccc aac agg cag acc att tat ttc agg gac ttc agg cct 292 

Leu Leu Asn Pro Asn Arg Gin Thr lie Tyr Phe Arg Asp Phe Arg Pro 

80 85 90 

ttg aag gac age agg ttt cag ttg ctg aat ttt tct age agt gaa etc 340 

Leu Lys Asp Ser Arg Phe Gin Leu Leu Asn Phe Ser Ser Ser Glu Leu 

95 100 105 

aaa gta tea ttg aca aac gtc tea att tct gat gaa gga aga tac ttt 388 

Lys Val Ser Leu Thr Asn Val Ser He Ser Asp Glu Gly Arg Tyr Phe 

110 115 120 

tgc cag etc tat acc gat ccc cca cag gaa agt tac acc acc ate aca 436 

Cys Gin Leu Tyr Thr Asp Pro Pro Gin Glu Ser Tyr Thr Thr He Thr 

8 5 9 ffi£E#2 0 0 0 - 3 0 6 2 5 2 2 



11-194179 



125 130 135 

gtc ctg gtc cca cca cgt aat ctg atg ate gat ate cag aaa gac act 484 

Val Leu Val Pro Pro Arg Asn Leu Met He Asp He Gin Lys Asp Thr 
140 145 150 155 



gcg gtg gaa ggt gag gag att gaa gtc aac tgc act get atg gee age 532 
Ala Val Glu Gly Glu Glu lie Glu Val Asn Cys Thr Ala Met Ala Ser 

160 165 170 

aag cca gee acg act ate agg tgg ttc aaa ggg aac aca gag eta aaa 580 
Lys Pro Ala Thr Thr He Arg Trp Phe Lys Gly Asn Thr Glu Leu Lys 

175 180 185 

ggc aaa teg gag gtg gaa gag tgg tea gac atg tac act gtg ace agt 628 
Gly Lys Ser Glu Val Glu Glu Trp Ser Asp Met Tyr Thr Val Thr Ser 

190 195 200 

cag ctg atg ctg aag gtg cac aag gag gac gat ggg gtc cca gtg ate 676 
Gin Leu Met Leu Lys Val His Lys Glu Asp Asp Gly Val Pro Val He 

205 210 215 

tgc cag gtg gag cac cct gcg gtc act gga aac ctg cag ace cag egg 724 
Cys Gin Val Glu His Pro Ala Val Thr Gly Asn Leu Gin Thr Gin Arg 

220 225 230 235 

tat eta gaa gta cag tat aag cct caa gtg cac att cag atg act tat 772 
Tyr Leu Glu Val Gin Tyr Lys Pro Gin Val His lie Gin Met Thr Tyr 

240 245 250 

8 6 0 ffifiE4# 2000-3062522 



1 1 — 19417 



cct eta caa ggc tta acc egg gaa ggg gac gcg ctt gag tta aca tgt 820 
Pro Leu Gin Gly Leu Thr Arg Glu Gly Asp Ala Leu Glu Leu Thr Cys 

255 260 265 

gaa gee ate ggg aag ccc cag cct gtg atg gta act tgg gtg aga gtc 868 
Glu Ala He Gly Lys Pro Gin Pro Val Met Val Thr Trp Val Arg Val 

270 275 280 

gat gat gaa atg cct caa cac gee gta ctg tct ggg ccc aac ctg ttc 916 
Asp Asp Glu Met Pro Gin His Ala Val Leu Ser Gly Pro Asn Leu Phe 

285 290 295 

ate aat aac eta aac aaa aca gat aat ggt aca tac cgc tgt gaa get 964 
He Asn Asn Leu Asn Lys Thr Asp Asn Gly Thr Tyr Arg Cys Glu Ala 

300 305 310 315 

teg gat tat atg ctg tat gta tac 1012 
Ser Asp Tyr Met Leu Tyr Val Tyr 

325 330 

gac aca acg gcg acg aca gaa cca gca gtt cac ggc ctt act 
Asp Thr Thr Ala Thr Thr Glu Pro Ala Val His Gly Leu Thr 

335 340 345 

ccc aat tec gca gaa gaa ctg gac agt gag gac etc tea gat tec cga 1108 
Pro Asn Ser Ala Glu Glu Leu Asp Ser Glu Asp Leu Ser Asp Ser Arg 

350 355 360 

86 1 miiE#2 0 0 0 - 3 0 6 2 5 2 2 



tea aac ata gtg ggg aaa get cac 
Ser Asn He Val Gly Lys Ala His 

320 



cag ttg 1060 
Gin Leu 



11 — 194179 

gca ggt gaa gaa ggc teg ate agg gca gtg gat cat gec gtg ate ggt 1156 

Ala Gly Glu Glu Gly Ser lie Arg Ala Val Asp His Ala Val He Gly 

365 370 375 

ggc gtc gtg gcg gtg gtg gtg ttc gee atg ctg tgc ttg etc ate att 1204 

Gly Val Val Ala Val Val Val Phe Ala Met Leu Cys Leu Leu He He 

380 385 390 395 

ctg ggg cgc tat ttt gee aga cat aaa ggt aca tac ttc act cat gaa 1252 

Leu Gly Arg Tyr Phe Ala Arg His Lys Gly Thr Tyr Phe Thr His Glu 
400 405 410 

gec aaa gga gee gat gac gca gca gac gca gac aca get ata ate aat 1300 

Ala Lys Gly Ala Asp Asp Ala Ala Asp Ala Asp Thr Ala lie He Asn 

415 420 425 

gca gaa gga gga cag aac aac tec gaa gaa aag aaa gag tac ttc ate 1348 

Ala Glu Gly Gly Gin Asn Asn Ser Glu Glu Lys Lys Glu Tyr Phe He 

430 435 440 

tagatcagee tttttgtttc aatgaggtgt ccaactggcc ctatttagat gataaagaga 1408 
cagtgatatt ggaacttgcg agaaattcgt gtgttttttt atgaatgggt ggaaaggtgt 1468 
gagactggga aggcttggga tttgctgtgt aaaaaaaaaa aaaatgttct ttggaaagta 1528 
cactctgctg tttgacacct 1548 



8 6 2 



tf5SE45 2000-3062522 



#32 H-194179 



<210> 222 
<211> 443 
<212> PRT 

<213> Homo sapiens 

<400> 222 

Met Ala Ser Val Val Leu Pro Ser Gly Ser Gin Cys Ala Ala Ala Ala 
15 10 15 

Ala Ala Ala Ala Pro Pro Gly Leu Arg Leu Arg Leu Leu Leu Leu Leu 

20 25 30 

Phe Ser Ala Ala Ala Leu He Pro Thr Gly Asp Gly Gin Asn Leu Phe 

35 40 45 

Thr Lys Asp Val Thr Val He Glu Gly Glu Val Ala Thr He Ser Cys 

50 55 60 

Gin Val Asn Lys Ser Asp Asp Ser Val He Gin Leu Leu Asn Pro Asn 

65 70 75 80 

Arg Gin Thr lie Tyr Phe Arg Asp Phe Arg Pro Leu Lys Asp Ser Arg 

85 90 95 

Phe Gin Leu Leu Asn Phe Ser Ser Ser Glu Leu Lys Val Ser Leu Thr 

100 105 110 

Asn Val Ser He Ser Asp Glu Gly Arg Tyr Phe Cys Gin Leu Tyr Thr 

115 120 125 

8 6 3 ffi|E#2 0 0 0- 3 0 6 2 5 2 2 



11 — 194179 



Asp Pro Pro Gin Glu Ser Tyr Thr Thr lie Thr Val Leu Val Pro Pro 

130 135 140 

Arg Asn Leu Met He Asp He Gin Lys Asp Thr Ala Val Glu Gly Glu 

145 150 155 160 



Glu He Glu Val Asn Cys Thr Ala Met Ala Ser Lys Pro Ala Thr Thr 

165 170 175 

He Arg Trp Phe Lys Gly Asn Thr Glu Leu Lys Gly Lys Ser Glu Val 

180 185 190 

Glu Glu Trp Ser Asp Met Tyr Thr Val Thr Ser Gin Leu Met Leu Lys 

195 200 205 

Val His Lys Glu Asp Asp Gly Val Pro Val He Cys Gin Val Glu His 

210 215 220 

Pro Ala Val Thr Gly Asn Leu Gin Thr Gin Arg Tyr Leu Glu Val Gin 

225 230 235 240 

Tyr Lys Pro Gin Val His He Gin Met Thr Tyr Pro Leu Gin Gly Leu 

245 250 255 

Thr Arg Glu Gly Asp Ala Leu Glu Leu Thr Cys Glu Ala He Gly Lys 

260 265 270 

Pro Gin Pro Val Met Val Thr Trp Val Arg Val Asp Asp Glu Met Pro 



8 6 4 



mtE# 2000-3062522 



#3P 11-19417 




275 280 285 

Gin His Ala Val Leu Ser Gly Pro Asn Leu Phe He Asn Asn Leu Asn 

290 295 300 

Lys Thr Asp Asn Gly Thr Tyr Arg Cys Glu Ala Ser Asn He Val Gly 
305 310 315 ~ 320 

Lys Ala His Ser Asp Tyr Met Leu Tyr Val Tyr Asp Thr Thr Ala Thr 

325 330 335 

Thr Glu Pro Ala Val His Gly Leu Thr Gin Leu Pro Asn Ser Ala Glu 

340 345 350 

Glu Leu Asp Ser Glu Asp Leu Ser Asp Ser Arg Ala Gly Glu Glu Gly 

355 360 365 

Ser lie Arg Ala Val Asp His Ala Val He Gly Gly Val Val Ala Val 

370 375 380 

Val Val Phe Ala Met Leu Cys Leu Leu lie lie Leu Gly Arg Tyr Phe 

385 390 395 400 

Ala Arg His Lys Gly Thr Tyr Phe Thr His Glu Ala Lys Gly Ala Asp 
405 410 415 

Asp Ala Ala Asp Ala Asp Thr Ala lie He Asn Ala Glu Gly Gly Gin 

420 425 430 



8 6 5 



m$E# 2000-3062522 



# 



11-194179 



Asn Asn Ser Glu Glu Lys Lys Glu Tyr Phe He 

435 440 



<210> 223 

<211> 1457 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (14).. (982) 

<400> 223 

agaggggaac aag atg gcg gcg ccg aag ggg age etc tgg gtg agg ace 49 
Met Ala Ala Pro Lys Gly Ser Leu Trp Val Arg Thr 
1 5 10 

caa ctg ggg etc ccg ccg ctg ctg ctg ctg ace atg gee ttg gee gga 97 
Gin Leu Gly Leu Pro Pro Leu Leu Leu Leu Thr Met Ala Leu Ala Gly 

15 20 25 

ggt teg ggg acc get teg get gaa gca ttt gac teg gtc ttg ggt gat 145 
Gly Ser Gly Thr Ala Ser Ala Glu Ala Phe Asp Ser Val Leu Gly Asp 

30 35 40 

acg gcg tct tgc cac egg gee tgt cag ttg acc tac ccc ttg cac acc 193 
Thr Ala Ser Cys His Arg Ala Cys Gin Leu Thr Tyr Pro Leu His Thr 

45 50 55 60 



8 6 6 



£tt H# 2000-3062522 



11-19417 



tac cct aag gaa gag gag ttg tac gca tgt cag aga ggt tgc agg ctg 241 

Tyr Pro Lys Glu Glu Glu Leu Tyr Ala Cys Gin Arg Gly Cys Arg Leu 

65 70 75 

ttt tea att tgt cag ttt gtg gat gat gga att gac tta aat cga act 289 

Phe Ser He Cys Gin Phe Val Asp Asp Gly He Asp Leu Asn Arg Thr 

80 85 90 

aaa ttg gaa tgt gaa tct gca tgt aca gaa gca tat tec caa tct gat 337 

Lys Leu Glu Cys Glu Ser Ala Cys Thr Glu Ala Tyr Ser Gin Ser Asp 

95 100 105 

gag caa tat get tgc cat ctt ggt tgc cag aat cag ctg cca ttc get 385 

Glu Gin Tyr Ala Cys His Leu Gly Cys Gin Asn Gin Leu Pro Phe Ala 
110 115 120 

gaa ctg aga caa gaa caa ctt atg tec ctg atg cca aaa atg cac eta 433 

Glu Leu Arg Gin Glu Gin Leu Met Ser Leu Met Pro Lys Met His Leu 

125 130 135 140 

etc ttt cct eta act ctg gtg agg tea ttc tgg agt gac atg atg gac 481 

Leu Phe Pro Leu Thr Leu Val Arg Ser Phe Trp Ser Asp Met Met Asp 

145 150 155 

tec gca cag age ttc ata acc tct tea tgg act ttt tat ctt caa gee 529 

Ser Ala Gin Ser Phe He Thr Ser Ser Trp Thr Phe Tyr Leu Gin Ala 

160 165 170 



8 6 7 



fflslff 2000-3062522 




11-194179 



gat gac gga aaa ata gtt ata ttc cag tct aag cca gaa ate cag tac 577 
Asp Asp Gly Lys He Val lie Phe Gin Ser Lys Pro Glu lie Gin Tyr 

175 180 185 

gca cca cat ttg gag cag gag cct aca aat ttg aga gaa tea tct eta 625 
Ala Pro His Leu Glu Gin Glu Pro Thr Asn Leu Arg Glu Ser Ser Leu 
190 195 200 

age aaa atg tec tat ctg caa atg aga aat tea caa gcg cac agg aat 673 
Ser Lys Met Ser Tyr Leu Gin Met Arg Asn Ser Gin Ala His Arg Asn 

205 210 215 220 

ttt ctt gaa gat gga gaa agt gat ggc ttt tta aga tgc etc tct ctt 721 
Phe Leu Glu Asp Gly Glu Ser Asp Gly Phe Leu Arg Cys Leu Ser Leu 

225 230 235 

aac tct ggg tgg att tta act aca act ctt gtc etc teg gtg atg gta 769 
Asn Ser Gly Trp He Leu Thr Thr Thr Leu Val Leu Ser Val Met Val 

240 245 250 

ttg ctt tgg att tgt tgt gca act gtt get aca get gtg gag cag tat 817 
Leu Leu Trp He Cys Cys Ala Thr Val Ala Thr Ala Val Glu Gin Tyr 

255 260 265 

gtt ccc tct gag aag ctg agt ate tat ggt gac ttg gag ttt atg aat 865 
Val Pro Ser Glu Lys Leu Ser He Tyr Gly Asp Leu Glu Phe Met Asn 

270 275 280 

gaa caa aag eta aac aga tat cca get tct tct ctt gtg gtt gtt aga 913 

8 6 8 fflfE# 2000-3062522 



11 — 19 4 17 



Glu Gin Lys Leu Asn Arg Tyr Pro Ala Ser Ser Leu Val Val Val Arg 

285 290 295 300 

tct aaa act gaa gat cat gaa gaa gca ggg cct eta cct aca aaa gtg 961 

Ser Lys Thr Glu Asp His Glu Glu Ala Gly Pro Leu Pro Thr Lys Val 

305 310 315 



aat ctt get cat tct gaa att taagcatttt tcttttaaaa gacaagtgta 1012 
Asn Leu Ala His Ser Glu He 

320 

atagacatct aaaattccac tcctcataga gcttttaaaa tggtttcatt ggatataggc 1072 
cttaagaaat cactataaaa tgcaaataaa gttactcaaa tctgtgaaga ctgtatttgc 1132 
tataacttta ttggtattgt ttttgtagta atttaagagg tggatgtttg ggattgtatt 1192 
attattttac taatatctgt agctattttg ttttttgett tggttattgt ttttttccct 1252 
tttcttagct atgagctgat cattgctcct tctcacctcc tgecatgata ctgtcagtta 1312 
ccttagttaa caagctgaat atttagtaga aatgatgett ctgctcagga atggcccaca 1372 
aatctgtaat ttgaaattta gcaggaaatg acctttaatg acactacatt ttcaggaact 1432 
gaaatcatta aaattttatt tgaat 1457 

<210> 224 

8 6 9 fl55E# 2000-3062522 



11 — 194179 

0 

t 

<211> 323 
<212> PRT 

<213> Homo sapiens 
<400> 224 

Met Ala Ala Pro Lys Gly Ser Leu Trp Val Arg Thr Gin Leu Gly Leu 
1 5 10 15 

Pro Pro Leu Leu Leu Leu Thr Met Ala Leu Ala Gly Gly Ser Gly Thr 

20 25 30 

Ala Ser Ala Glu Ala Phe Asp Ser Val Leu Gly Asp Thr Ala Ser Cys 

35 40 45 

His Arg Ala Cys Gin Leu Thr Tyr Pro Leu His Thr Tyr Pro Lys Glu 

50 55 60 

Glu Glu Leu Tyr Ala Cys Gin Arg Gly Cys Arg Leu Phe Ser lie Cys 

65 70 75 80 

Gin Phe Val Asp Asp Gly He Asp Leu Asn Arg Thr Lys Leu Glu Cys 

85 90 95 

Glu Ser Ala Cys Thr Glu Ala Tyr Ser Gin Ser Asp Glu Gin Tyr Ala 

100 105 110 

Cys His Leu Gly Cys Gin Asn Gin Leu Pro Phe Ala Glu Leu Arg Gin 
115 120 125 

8 7 0 ffit#2 0 0 0 - 3 0 6 2 5 2 2 



11-19417 




Glu Gin Leu Met Ser Leu Met Pro Lys Met His Leu Leu Phe Pro Leu 

130 135 140 

Thr Leu Val Arg Ser Phe Trp Ser Asp Met Met Asp Ser Ala Gin Ser 

145 150 155 160 



Phe lie Thr Ser Ser Trp Thr Phe Tyr Leu Gin Ala Asp Asp Gly Lys 

165 170 175 

lie Val lie Phe Gin Ser Lys Pro Glu He Gin Tyr Ala Pro His Leu 

180 185 190 

Glu Gin Glu Pro Thr Asn Leu Arg Glu Ser Ser Leu Ser Lys Met Ser 

195 200 205 

Tyr Leu Gin Met Arg Asn Ser Gin Ala His Arg Asn Phe Leu Glu Asp 

210 215 220 

Gly Glu Ser Asp Gly Phe Leu Arg Cys Leu Ser Leu Asn Ser Gly Trp 

225 230 235 240 

lie Leu Thr Thr Thr Leu Val Leu Ser Val Met Val Leu Leu Trp He 

245 250 255 

Cys Cys Ala Thr Val Ala Thr Ala Val Glu Gin Tyr Val Pro Ser Glu 

260 265 270 

Lys Leu Ser He Tyr Gly Asp Leu Glu Phe Met Asn Glu Gin Lys Leu 

275 280 285 



8 7 1 



2000-3062522 



m ¥ 11-194179 



Asn Arg Tyr Pro Ala Ser Ser Leu Val Val Val Arg Ser Lys Thr Glu 

290 295 300 

Asp His Glu Glu Ala Gly Pro Leu Pro Thr Lys Val Asn Leu Ala His 

305 310 315 320 



Ser Glu He 



<210> 225 
<211> 1484 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (225).. (650) 
<400> 225 

atcaagtcag agttcgtggt ggcttaggat cttcggatcg gccaccctcg cccctcgcac 60 

cccagcccag ggcggcgggg actccgagag ccccggagag aacgtggccc agccctggag 120 

ggcaggcggc cactccccca gccagaagtc tttttttctt ttcttctttt ttattatttt 180 

tttctttttt taaaaagttc tgaccgtggt ttcctggact cttc atg ggc ttt get 236 

Met Gly Phe Ala 

8 7 2 ffiiIE# 2000-3062522 



#3}Z 11-19417 



tec tac etc ctt cac cct tea etc ctg ccc tec tct tec tec tec tec 284 
Ser Tyr Leu Leu His Pro Ser Leu Leu Pro Ser Ser Ser Ser Ser Ser 
5 10 15 20 



tec tec tct gtc tgt etc ctt tea cct ctg cgc cag gtc ggt cct ccc 332 
Ser Ser Ser Val Cys Leu Leu Ser Pro Leu Arg Gin Val Gly Pro Pro 

25 30 35 

tgc caa cct tec cca get cca ata tgt age agt etc tct gga tgg egg 380 
Cys Gin Pro Ser Pro Ala Pro lie Cys Ser Ser Leu Ser Gly Trp Arg 

40 45 50 

aga gtg aag gag acg gag aaa cgc gee cca tec ctt ccg ccg cct cct 428 
Arg Val Lys Glu Thr Glu Lys Arg Ala Pro Ser Leu Pro Pro Pro Pro 

55 60 65 

ttc ccc ccc gac cct att cag gtt tta agt caa aaa tgt cga tat gtc 476 
Phe Pro Pro Asp Pro He Gin Val Leu Ser Gin Lys Cys Arg Tyr Val 

70 75 80 

att atg cac ttt aca gat gag ggg agg ggc cgc agt gcg cag aac cca 524 
lie Met His Phe Thr Asp Glu Gly Arg Gly Arg Ser Ala Gin Asn Pro 

85 90 95 100 

ccc cac ccc cca gtg cag act teg ggg tct cca ccc cag gee age age 572 
Pro His Pro Pro Val Gin Thr Ser Gly Ser Pro Pro Gin Ala Ser Ser 
105 110 115 



8 7 3 



ffiii£# 2000-3062522 



11-19 4 17 9 



gcc cac tgg get aca gca age caa cag gtc aca gaa gec aac gag ggg 620 
Ala His Trp Ala Thr Ala Ser Gin Gin Val Thr Glu Ala Asn Glu Gly 

120 125 130 

act gtt tct ctt cca etc eta tec tct tct tgatcttttt ttttgcattt 670 
Thr Val Ser Leu Pro Leu Leu Ser Ser Ser 

.135 140 

tccttcattt ctttaacaag gagagcaaag ctgttttagc agaggctggg gctgaggtcc 730 

ccatggggtt tgggtgcagg ggcatggcac cctttcctgt egggaaggga gaggggaact 790 

acccccccag cctgccctcc gccccgcccc ageeggegga ctgtgctgtt tcctccgccc 850 

ccactcccgt gttttctgac ctcctgcctg agtttggggt atttatagac tattaatttt 910 

ctgactgagc caatagtggt tggggaactc ttgaaaaagg ggagagaatg gctgggtgct 970 

ggggagttcc cccctccgag ccctccttcc cggcccaacc tgagggatgt ggatttggga 1030 

ctgtctgggg gcccctcctg cagegaggat ggg^gggggt gctgagctgt gaatcccctg 1090 

ggcagggggc gacaactccg tgtagcatta acccccgtgg cggggtccgc tgctggtcta 1150 

atttggaccc cctgcctctc agtgcccctg ccctaggggt gtctgtctcc agaggggagg 1210 

gacaaatccc ctactggggc catttcaatg gggtagtttt tggatttttt tccccaccca 1270 

8 7 4 ffitEff 2000-3062522 



4t¥ 11 — 19 4 17 

ctttttattt tttaatgata atggagatgt ctggaccctt cctcacccca cctgtcggtc 1330 

ttgtcctggc tctgcctgtc ccccaccgtt gttctcgtag gtgaacccca ggtcctcaac 1390 

tccccccctt tatgtatgaa aacataaaat tgaaaaaaaa aaaaaaacct acacgagcac 1450 



cgtgatttca agtaataaac agaaaatgaa acac 1484 

<210> 226 
<211> 142 
<212> PRT 
<213> Homo sapiens 

<400> 226 

Met Gly Phe Ala Ser Tyr Leu Leu His Pro Ser Leu Leu Pro Ser Ser 
1 5 10 15 

Ser Ser Ser Ser Ser Ser Ser Val Cys Leu Leu Ser Pro Leu Arg Gin 

20 25 30 

Val Gly Pro Pro Cys Gin Pro Ser Pro Ala Pro He Cys Ser Ser Leu 

35 40 45 

Ser Gly Trp Arg Arg Val Lys Glu Thr Glu Lys Arg Ala Pro Ser Leu 

50 55 60 

Pro Pro Pro Pro Phe Pro Pro Asp Pro He Gin Val Leu Ser Gin Lys 

65 70 75 80 



8 7 5 



ffi|E# 2000-3062522 



^F^p 11-194179 

Cys Arg Tyr Val lie Met His Phe Thr Asp Glu Gly Arg Gly Arg Ser 

85 90 95 

Ala Gin Asn Pro Pro His Pro Pro Val Gin Thr Ser Gly Ser Pro Pro 
100 105 110 

Gin Ala Ser Ser Ala His Trp Ala Thr Ala Ser Gin Gin Val Thr Glu 

115 120 125 

Ala Asn Glu Gly Thr Val Ser Leu Pro Leu Leu Ser Ser Ser 

130 135 140 

<210> 227 

<211> 1656 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (26).. (1330) 

<400> 227 

tgggcgcgcg cccgccccag ttatc atg gcg get ccc ttg gtc ctg gtg ctg 52 

Met Ala Ala Pro Leu Val Leu Val Leu 

1 5 

gtg gtg get gtg aca gtg egg gcg gec ttg ttc cgc tec agt ctg gec 100 




8 7 6 
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#5p 11-19417 9 

Val Val Ala Val Thr Val Arg Ala Ala Leu Phe Arg Ser Ser Leu Ala 

10 15 20 25 

gag ttc att tec gag egg gtg gag gtg gtg tec cca ctg age tct tgg 148 

Glu Phe He Ser Glu Arg Val Glu Val Val Ser Pro Leu Ser Ser Trp 

30 35 40 

aag aga gtg gtt gaa ggc ctt tea ctg ttg gac ttg gga gta tct ccg 196 

Lys Arg Val Val Glu Gly Leu Ser Leu Leu Asp Leu Gly Val Ser Pro 

45 50 55 

tat tct gga gca gta ttt cat gaa act cca tta ata ata tac etc ttt 244 

Tyr Ser Gly Ala Val Phe His Glu Thr Pro Leu He He Tyr Leu Phe 

60 65 70 

•?> . • • - 

cat ttc eta att gac tat get gaa ttg gtg ttt atg ata act gat gca 292 

His Phe Leu He Asp Tyr Ala Glu Leu Val Phe Met lie Thr Asp Ala 

75 80 85 

etc act get att gec ctg tat ttt gca ate cag gac ttc aat aaa gtt 340 

Leu Thr Ala He Ala Leu Tyr Phe Ala He Gin Asp Phe Asn Lys Val 

90 95 100 105 

gtg ttt aaa aag cag aaa etc etc eta gaa ctg gac cag tat gee cca 388 

Val Phe Lys Lys Gin Lys Leu Leu Leu Glu Leu Asp Gin Tyr Ala Pro 

110 115 120 



gat gtg gee gaa etc ate egg ace cct atg gaa atg cgt tac ate cct 436 
Asp Val Ala f.lu I.eu Tie Arg Thr Pro Met. P.lu Met Arg Tyr Tie Pro 



8 7 7 



2000-3062522 



# ^ 11-194179 



125 130 135 

ttg aaa gtg gcc ctg ttc tat etc tta aat cct tac acg att ttg tct 484 
Leu Lys Val Ala Leu Phe Tyr Leu Leu Asn Pro Tyr Thr He Leu Ser 

140 145 150 

tgt gtt gcc aag tct acc tgt gcc ate aac aac acc etc att get ttc 532 
Cys Val Ala Lys Ser Thr Cys Ala He Asn Asn Thr Leu He Ala Phe 

155 160 165 

ttc att ttg act acg ata aaa ggc agt get ttc etc agt get att ttt 580 
Phe He Leu Thr Thr He Lys Gly Ser Ala Phe Leu Ser Ala He Phe 

170 175 180 185 

ctt gcc tta gcg aca tac cag tct ctg tac cca etc acc ttg ttt gtc 628 
Leu Ala Leu Ala Thr Tyr Gin Ser Leu Tyr Pro Leu Thr Leu Phe Val 

190 195 200 

cca gga etc etc tat etc etc cag egg cag tac ata cct gtg aaa atg 676 
Pro Gly Leu Leu Tyr Leu Leu Gin Arg Gin Tyr He Pro Val Lys Met 

205 210 215 

aag age aaa gcc ttc tgg ate ttt tct tgg gag tat gcc atg atg tat 724 
Lys Ser Lys Ala Phe Trp He Phe Ser Trp Glu Tyr Ala Met Met Tyr 

220 225 230 

gtg gga age eta gtg gta ate att tgc etc tec ttc ttc ctt etc age 772 
Val Gly Ser Leu Val Val He He Cys Leu Ser Phe Phe Leu Leu Ser 

235 240 245 

8 7 8 ffiliEff 2000-3062522 



#5£ 11-194179 



tct tgg gat ttc ate ccc gca gtc tat ggc ttt ata ctt tct gtt cca 
Ser Trp Asp Phe He Pro Ala Val Tyr Gly Phe He Leu Ser Val Pro 

250 255 260 265 



820 



gat etc act cca aac att ggt ctt ttc tgg tac ttc ttt gca gag atg 
Asp Leu Thr Pro Asn He Gly Leu Phe Trp Tyr Phe Phe Ala Glu Met 

270 275 280 



868 



ttt gag cac ttc age etc ttc ttt gta tgt gtg ttt cag ate aac gtc 916 

Phe Glu His Phe Ser Leu Phe Phe Val Cys Val Phe Gin He Asn Val 

285 290 295 

ttc ttc tac ace ate ccc tta gec ata aag eta aag gag cac ccc ate 964 

Phe Phe Tyr Thr He Pro Leu Ala lie Lys Leu Lys Glu His Pro lie 

300 305 310 

ttc ttc atg ttt ate cag ate get gtc ate gee ate ttt aag tec tac 1012 

Phe Phe Met Phe lie Gin He Ala Val He Ala He Phe Lys Ser Tyr 

315 320 325 



ccg aca gtg ggg gac gtg gcg etc tac atg gee ttc ttc ccc gtg tgg 1060 

Pro Thr Val Gly Asp Val Ala Leu Tyr Met Ala Phe Phe Pro Val Trp 

330 335 340 345 

aac cat etc tac aga ttc ctg aga aac ate ttt gtc etc ace tgc ate 1108 

Asn His Leu Tyr Arg Phe Leu Arg Asn lie Phe Val Leu Thr Cys lie 

350 355 360 



8 7 9 
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11-194179 

1 

ate ate gtc tgt tec ctg etc ttc cct gtc ctg tgg cac etc tgg att 1156 
He lie Val Cys Ser Leu Leu Phe Pro Val Leu Trp His Leu Trp He 

365 370 375 

tat gca gga agt gee aac tct aat ttc ttt tat gee ate aca ctg ace 1204 
Tyr Ala Gly Ser Ala Asn Ser Asn Phe Phe Tyr Ala He Thr Leu Thr 

380 385 390 

ttc aac gtt ggg cag ate ctg etc ate tct gat tac ttc aat gee ttc 1252 
Phe Asn Val Gly Gin He Leu Leu He Ser Asp Tyr Phe Asn Ala Phe 

395 400 405 

ctg egg egg gag tac tac etc aca cat ggc etc tac ttg ace gee aag 1300 
Leu Arg Arg Glu Tyr Tyr Leu Thr His Gly Leu Tyr Leu Thr Ala Lys 

410 415 420 425 

gat ggc aca gag gec atg etc gtg etc aag taggectgge tggcacaggg 1350 
Asp Gly Thr Glu Ala Met Leu Val Leu Lys 

430 435 

ctgcatggac ctcagggggc tgtggggcca gaagctgggc caagccctcc agecagagtt 1410 
gccagcaggc gagtgcttgg gcagaagagg ttcgagtcca gggtcacaag tctctggtac 1470 
caaaagggac ccatggctga ctgacagcaa ggcctatggg gaagaactgg gagctcccca 1530 
acttggaccc ccaccttgtg gctctgcaca ccaaggagcc ccctcccaga caggaaggag 1590 
aagaggcagg tgagcagggc ttgttagatt gtggctactt aataaatgtt ttttgttatg 1650 



8 8 0 
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11 — 194179 



aagtct 1656 

<210> 228 
<211> 435 
<212> PRT 

<213> Homo sapiens 
<400> 228 

Met Ala Ala Pro Leu Val Leu Val Leu Val Val Ala Val Thr Val Arg 

15 10 15 

Ala Ala Leu Phe Arg Ser Ser Leu Ala Glu Phe He Ser Glu Arg Val 

20 25 30 

Glu Val Val Ser Pro Leu Ser Ser Trp Lys Arg Val Val Glu Gly Leu 

35 40 45 

Ser Leu Leu Asp Leu Gly Val Ser Pro Tyr Ser Gly Ala Val Phe His 

50 55 60 

Glu Thr Pro Leu He He Tyr Leu Phe His Phe Leu He Asp Tyr Ala 

65 70 75 80 

Glii Leu Val Phe Met He Thr Asp Ala Leu Thr Ala lie Ala Leu Tyr 

85 90 95 

Phe Ala Tie Gin Asp Phe Asn T.ys Val Val Phe T.ys lys P.ln l ys Ten 

8 8 1 miE# 2000-3062522 



#^ 11 — 194179 



100 



105 



110 



Leu Leu Glu Leu Asp Gin Tyr Ala Pro Asp Val Ala Glu Leu He Arg 

115 120 125 



Thr Pro Met Glu Met Arg Tyr He Pro Leu Lys Val Ala Leu Phe Tyr 

130 135 140 



Leu Leu Asn Pro Tyr Thr He Leu Ser Cys Val Ala Lys Ser Thr Cys 

145 150 155 160 

Ala He Asn Asn Thr Leu He Ala Phe Phe He Leu Thr Thr He Lys 

165 170 175 

Gly Ser Ala Phe Leu Ser Ala He Phe Leu Ala Leu Ala Thr Tyr Gin 
180 185 190 

Ser Leu Tyr Pro Leu Thr Leu Phe Val Pro Gly Leu Leu Tyr Leu Leu 

195 200 205 

Gin Arg Gin Tyr He Pro Val Lys Met Lys Ser Lys Ala Phe Trp He 

210 215 220 

Phe Ser Trp Glu Tyr Ala Met Met Tyr Val Gly Ser Leu Val Val He 

225 230 235 240 

He Cys Leu Ser Phe Phe Leu Leu Ser Ser Trp Asp Phe He Pro Ala 

245 250 255 



8 8 2 
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iff 5p 11-194179 



Val Tyr Gly Phe He Leu Ser Val Pro Asp Leu Thr Pro Asn He Gly 

260 265 270 

Leu Phe Trp Tyr Phe Phe Ala Glu Met Phe Glu His Phe Ser Leu Phe 

275 280 285 

Phe Val Cys Val Phe Gin He Asn Val Phe Phe Tyr Thr He Pro Leu 

290 295 300 

Ala He Lys Leu Lys Glu His Pro He Phe Phe Met Phe He Gin He 

305 310 315 320 

Ala Val He Ala He Phe Lys Ser Tyr Pro Thr Val Gly Asp Val Ala 

325 330 335 

Leu Tyr Met Ala Phe Phe Pro Val Trp Asn His Leu Tyr Arg Phe Leu 

340 345 350 

Arg Asn He Phe Val Leu Thr Cys He He He Val Cys Ser Leu Leu 

355 360 365 

Phe Pro Val Leu Trp His Leu Trp He Tyr Ala Gly Ser Ala Asn Ser 

370 375 380 

Asn Phe Phe Tyr Ala He Thr Leu Thr Phe Asn Val Gly Gin He Leu 

385 390 395 400 

Leu He Ser Asp Tyr Phe Asn Ala Phe Leu Arg Arg Glu Tyr Tyr Leu 
405 410 415 



8 8 3 
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11-194179 



Thr His Gly Leu Tyr Leu Thr Ala Lys Asp Gly Thr Glu Ala Met Leu 

420 425 430 

Val Leu Lys 

435 



<210> 229 

<211> 1754 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (355).. (1140) 
<400> 229 

aaatttgcca ttcttagcaa ctggccagtc aacaactcaa ctttataatg ggaaaactag 60 

acgagctgag attcaaccca cgtgagcggc tgcagagccg ctacccttaa cagctctctc 120 

tcgggattct aacattccct tctgtgacgg agagacagca ggccgggaca cgcatcccag 180 

gacggatcca cagctggatg gggaaggctg cgccaggcgg gccggaagcc tggcggtggc 240 

gtgcaggagc cccgccctcc tgggctggat tcagccgggg gcggggccgc gggcggggcc 300 

tgtggcagcg g gaatcccga ccccgcccct ttccccaccc ct.ccattt.ct. cgcc atg 357 

8 8 4 £B!E# 2000-3062522 
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Met 
1 

gcc cct gca ctg etc ctg ate cct get gee etc gee cct ttc ate ctg 405 
Ala Pro Ala Leu Leu Leu He Pro Ala Ala Leu Ala Pro Phe He Leu 
5 10 15 



gcc ttt ggc ace gga gtg gag ttc gtg cgc ttt ace tec ctt egg cca 453 
Ala Phe Gly Thr Gly Val Glu Phe Val Arg Phe Thr Ser Leu Arg Pro 

20 25 30 

ctt ctt gga ggg ate ccg gag tct ggt ggt ccg gat gcc cgc cag gga 501 
Leu Leu Gly Gly He Pro Glu Ser Gly Gly Pro Asp Ala Arg Gin Gly 

35 40 45 

tgg ctg get gcc ctg cag gac cgc age ate ctt gcc ccc ctg gca tgg 549 
Trp Leu Ala Ala Leu Gin Asp Arg Ser He Leu Ala Pro Leu Ala Trp 

50 55 60 65 

gat ctg ggg etc ctg ctt eta ttt gtt ggg cag cac age etc atg gca 597 
Asp Leu Gly Leu Leu Leu Leu Phe Val Gly Gin His Ser Leu Met Ala 
70 75 80 



get gaa aga gtg aag gca tgg aca tec egg tac ttt ggg gtc ctt cag 645 
Ala Glu Arg Val Lys Ala Trp Thr Ser Arg Tyr Phe Gly Val Leu Gin 

85 90 95 



agg tea ctg tat gtg gcc tgc act gcc ctg gcc ttg cag ctg gtg atg 693 
Arg Ser Leu Tyr Val Ala f.vs Thr Ala I.eu Ala I.eu Gin leu Va l Met 



8 8 5 
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100 105 110 

egg tac tgg gag ccc ata ccc aaa ggc cct gtg ttg tgg gag get egg 741 
Arg Tyr Trp Glu Pro He Pro Lys Gly Pro Val Leu Trp Glu Ala Arg 

115 120 125 

get gag cca tgg gee ace tgg gtg ccg etc etc tgc ttt gtg etc cat 789 
Ala Glu Pro Trp Ala Thr Trp Val Pro Leu Leu Cys Phe Val Leu His 

130 135 140 145 

gtc ate tec tgg etc etc ate ttt age ate ctt etc gtc ttt gac tat 837 
Val He Ser Trp Leu Leu He Phe Ser He Leu Leu Val Phe Asp Tyr 

150 155 160 

get gag etc atg ggc etc aaa cag gta tac tac cat gtg ctg ggg ctg 885 
Ala Glu Leu Met Gly Leu Lys Gin Val Tyr Tyr His Val Leu Gly Leu 

165 170 175 

ggc gag cct ctg gee ctg aag tct ccc egg get etc aga etc ttc tec 933 
Gly Glu Pro Leu Ala Leu Lys Ser Pro Arg Ala Leu Arg Leu Phe Ser 

180 185 190 

cac ctg cgc cac cca gtg tgt gtg gag ctg ctg aca gtg ctg tgg gtg 981 
His Leu Arg His Pro Val Cys Val Glu Leu Leu Thr Val Leu Trp Val 

195 200 205 

gtg cct ace ctg ggc acg gac cgt etc etc ctt get ttc etc ctt acc 1029 
Val Pro Thr Leu Gly Thr Asp Arg Leu Leu Leu Ala Phe Leu Leu Thr 

_2JjQ 215 220 225 



8 8 6 



ffilE# 2000-3062522 



11 — 194179 



etc tac ctg ggc ctg get cac ggg ctt gat cag caa gac etc cgc tac 1077 
Leu Tyr Leu Gly Leu Ala His Gly Leu Asp Gin Gin Asp Leu Arg Tyr 

230 235 240 

etc egg gee cag eta caa aga aaa etc cac ctg etc tct egg ccc cag 1125 
Leu Arg Ala Gin Leu Gin Arg Lys Leu His Leu Leu Ser Arg Pro Gin 

245 250 255 

gat ggg gag gca gag tgaggagctc actctggtta caagccctgt tcttcctctc 1180 
Asp Gly Glu Ala Glu 

260 

ccactgaatt ctaaatcctt aacatccagg ccctggctgc ttcatgccag aggeccaaat 1240 
ccatggactg aaggagatgc cccttctact acttgagact ttattctctg ggtccagctc 1300 
cataccctaa attctgagtt tcagccactg aactccaagg tccacttctc accagcaagg 1360 
aagagtgggg tatggaagtc atctgtccct tcactgttta gagcatgaca ctctccccct 1420 
caacagcctc ctgagaagga aaggatctgc cctgaccact cccctggcac tgttacttgc 1480 
ctctgcgcct caggggtccc cttctgcacc gctggcttcc actccaagaa ggtggaccag 1540 
ggtctgcaag ttcaacggtc atagctgtcc ctccaggccc caaccttgcc tcaccactcc 1600 
cggccctagt ctctgcacct ccttaggccc tgcctctggg ctcagacccc aacctagtca 1660 



8 8 7 
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11-19417 9. 



aggggattct cctgctctta actcgatgac ttggggctcc ctgctctccc gaggaagatg 1720 
ctctgcagga aaataaaagt cagccttttt ctac 1754 



<210> 230 

<211> 262 

<212> PRT 

<213> Homo sapiens 

<400> 230 

Met Ala Pro Ala Leu Leu Leu He Pro Ala Ala Leu Ala Pro Phe lie 

1 5 10 15 

Leu Ala Phe Gly Thr Gly Val Glu Phe Val Arg Phe Thr Ser Leu Arg 

20 25 30 

Pro Leu Leu Gly Gly He Pro Glu Ser Gly Gly Pro Asp Ala Arg Gin 

35 40 45 

Gly Trp Leu Ala Ala Leu Gin Asp Arg Ser He Leu Ala Pro Leu Ala 

50 55 60 

Trp Asp Leu Gly Leu Leu Leu Leu Phe Val Gly Gin His Ser Leu Met 

65 70 75 80 

Ala Ala Glu Arg Val Lys Ala Trp Thr Ser Arg Tyr Phe Gly Val Leu 

85 90 95 



8 8 8 
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Gin Arg Ser Leu Tyr Val Ala Cys Thr Ala Leu Ala Leu Gin Leu Val 

100 105 110 

Met Arg Tyr Trp Glu Pro He Pro Lys Gly Pro Val Leu Trp Glu Ala 

115 120 125 

Arg Ala Glu Pro Trp Ala Thr Trp Val Pro Leu Leu Cys Phe Val Leu 
130 135 140 

His Val He Ser Trp Leu Leu He Phe Ser He Leu Leu Val Phe Asp 

145 150 155 160 

Tyr Ala Glu Leu Met Gly Leu Lys Gin Val Tyr Tyr His Val Leu Gly 

165 170 175 

Leu Gly Glu Pro Leu Ala Leu Lys Ser Pro Arg Ala Leu Arg Leu Phe 
180 185 190 

Ser His Leu Arg His Pro Val Cys Val Glu Leu Leu Thr Val Leu Trp 

195 200 205 

Val Val Pro Thr Leu Gly Thr Asp Arg Leu Leu Leu Ala Phe Leu Leu 

210 215 220 

Thr Leu Tyr Leu Gly Leu Ala His Gly Leu Asp Gin Gin Asp Leu Arg 

225 230 235 240 

Tyr Leu Arg Ala Gin Leu Gin Arg Lys Leu His Leu Leu Ser Arg Pro 

245 250 255 



8 8 9 
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11-194179 



Gin Asp Gly Glu Ala Glu 

260 

<210> 231 
<211> 2144 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (97).. (654) 

<400> 231 

aggaagagca gcggcgaggc ggcggtggtg gctgagtccg tggtggcaga ggcgaaggcg 60 

acagctctag gggttggcac cggccccgag aggagg atg egg gtc egg ata ggg 114 

Met Arg Val Arg He Gly 

1 5 

ctg acg ctg ctg ctg tgt gcg gtg ctg ctg age ttg gee teg gcg tec 162 
Leu Thr Leu Leu Leu Cys Ala Val Leu Leu Ser Leu Ala Ser Ala Ser 

10 15 20 

teg gat gaa gaa ggc age cag gat gaa tec tta gat tec aag act act 210 
Ser Asp Glu Glu Gly Ser Gin Asp Glu Ser Leu Asp Ser Lys Thr Thr 

25 30 35 



8 9 0 



ffiSE# 2000-3062522 



11—194179 



ttg aca tea gat gag tea gta aag gac cat act act gca ggc aga gta 258 
Leu Thr Ser Asp Glu Ser Val Lys Asp His Thr Thr Ala Gly Arg Val 

40 45 50 

gtt get ggt caa ata ttt ctt gat tea gaa gaa tct gaa tta gaa tec 306 
Val Ala Gly Gin He Phe Leu Asp Ser Glu Glu Ser Glu Leu Glu Ser 

55 60 65 70 

tct att caa gaa gag gaa gac age etc aag age caa gag ggg gaa agt 354 
Ser He Gin Glu Glu Glu Asp Ser Leu Lys Ser Gin Glu Gly Glu Ser 

75 80 85 

gtc aca gaa gat ate age ttt eta gag tct cca aat cca gaa aac aag 402 
Val Thr Glu Asp He Ser Phe Leu Glu Ser Pro Asn Pro Glu Asn Lys 

90 95 100 

gac tat gaa gag cca aag aaa gta egg aaa cca get ttg acc gee att 450 
Asp Tyr Glu Glu Pro Lys Lys Val Arg Lys Pro Ala Leu Thr Ala He 
105 110 115 

gaa ggc aca gca cat ggg gag ccc tgc cac ttc cct ttt ctt ttc eta 498 
Glu Gly Thr Ala His Gly Glu Pro Cys His Phe Pro Phe Leu Phe Leu 

120 125 130 

gat aag gag tat gat gaa tgt aca tea gat ggg agg gaa gat ggc aga 546 
Asp Lys Glu Tyr Asp Glu Cys Thr Ser Asp Gly Arg Glu Asp Gly Arg 

135 140 145 150 

ctg tgg tgt get aca acc tat gac tac aaa gca gat gaa aag tgg ggc 594 



8 9 1 
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11-194179 

Leu Trp Cys Ala Thr Thr Tyr Asp Tyr Lys Ala Asp Glu Lys Trp Gly 
155 160 165 

ttt tgt gaa act gaa gaa gag get get aag aga egg cag atg cag gaa 642 
Phe Cys Glu Thr Glu Glu Glu Ala Ala Lys Arg Arg Gin Met Gin Glu 
170 175 180 

gca gaa atg atg taacaaactg gaatgaaaat ccttaatgga agcaataaga 694 
Ala Glu Met Met 
185 

aaagccaaaa aagagaagca tateggtate tccaaaaggc agcaagcatg aaccatacea 754 
aagccctgga gagagtgtca tatgetcttt tatttggtga ttacttgeca cagaatatcc 814 
aggcagegag agagatgttt gagaagctga ctgaggaagg ctctcccaag ggacagactg 874 
ctcttggctt tetgtatgee tctggacttg gtgttaattc aagtcaggca aaggctcttg 934 
tatattatac atttggagct cttgggggca atctaatagc ccacatggtt ttgggttaca 994 
gatactgggc tggcategge gtcctccaga gttgtgaatc tgccctgact cactatcgtc 1054 
ttgttgccaa tcatgttgct agtgatatct cgctaacagg aggctcagta gtacagagaa 1114 
tacggctgcc tgatgaagtg gaaaatccag gaatgaacag tggaatgeta gaagaagatt 1174 
tgattcaata ttaccagttc ctagctgaaa aaggtgatgt acaagcacag gttggtcttg 1234 



8 9 2 



2000-3062522 



11 — 194179 

> 

f 

gacaactgca cctgcacgga gggcgtggag tagaacagaa tcatcagaga gcatttgact 1294 
acttcaattt agcagcaaat gctggcaatt cacatgccat ggcctttttg ggaaagatgt 1354 
attcggaagg aagtgacatt gtacctcaga gtaatgagac agctctccac tactttaaga 1414 
aagctgctga catgggcaac ccagttggac agagtgggct tggaatggcc tacctctatg 1474 
ggagaggagt tcaagttaat tatgatctag cccttaagta tttccagaaa gctgctgaac 1534 
aaggctgggt ggatgggcag ctacagcttg gttccatgta ctataatggc attggagtca 1594 
agagagatta taaacaggcc ttgaagtatt ttaatttagc ttctcaggga ggccatatct 1654 
tggctttcta taacctagct cagatgcatg ccagtggcac cggcgtgatg cgatcatgtc 1714 
acactgcagt ggagttgttt aagaatgtat gtgaacgagg ccgttggtct gaaaggctta 1774 
tgactgccta taacagctat aaagatggcg attacaatac tgctgtgtaa tgggctttgt 1834 
acgttccttc tcatgtcact tacgtcacta cttcgccatc aaattgaaca agcttttaat 1894 
tagatcctga aaattcacta tgctagtagt ttattggtag tattatattt tgagtagaac 1954 
tctgattttc cctagaggcc aaattctttt tatctgggtt aatttctttt aaacataaca 2014 
atgttaacgc tgaattgtat attaaatccc atttctaaaa accacacaat tttttctcat 2074 

gtaagttgag tggaatgtgg ttagttaact gaatttggaa tgttcatata aataatttgt 9.13d 

8 9 3 £BIE#2 0 0 0 - 3 0 6 2 5 2 2 



11-194179 



tgctgctcat 2144 

<210> 232 
<211> 186 
<212> PRT 

<213> Homo sapiens 

<400> 232 

Met Arg Val Arg He Gly Leu Thr Leu Leu Leu Cys Ala Val Leu Leu 

15 10 15 

Ser Leu Ala Ser Ala Ser Ser Asp Glu Glu Gly Ser Gin Asp Glu Ser 

20 25 30 

Leu Asp Ser Lys Thr Thr Leu Thr Ser Asp Glu Ser Val Lys Asp His 

35 40 45 

Thr Thr Ala Gly Arg Val Val Ala Gly Gin He Phe Leu Asp Ser Glu 

50 55 60 

Glu Ser Glu Leu Glu Ser Ser He Gin Glu Glu Glu Asp Ser Leu Lys 

65 70 75 80 

Ser Gin Glu Gly Glu Ser Val Thr Glu Asp He Ser Phe Leu Glu Ser 

85 90 95 

Pro Asn Pro Glu Asn Lys Asp Tyr Glu Glu Pro Lys Lys Val Arg Lys 

8 9 4 ffill#2 0 0 0 - 3 0 6 2 5 2 2 



11-194179 
100 105 110 

Pro Ala Leu Thr Ala He Glu Gly Thr Ala His Gly Glu Pro Cys His 

115 120 125 

Phe Pro Phe Leu Phe Leu Asp Lys Glu Tyr Asp Glu Cys Thr Ser Asp 

130 135 140 

Gly Arg Glu Asp Gly Arg Leu Trp Cys Ala Thr Thr Tyr Asp Tyr Lys 

145 150 155 160 

Ala Asp Glu Lys Trp Gly Phe Cys Glu Thr Glu Glu Glu Ala Ala Lys 

165 170 175 

Arg Arg Gin Met Gin Glu Ala Glu Met Met 

180 185 



<210> 233 
<211> 1689 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (113).. (1159) 
<400> 233 

cattCteagt atCCttgaag t.r.attatcat cttgrtgr.tr atctttrtcr. gg aa g a g aat KQ 



8 9 5 



miE# 2000-3062522 



#^2 11 — 194179 



tctcatcgcg attgcactca tcaaagaagc cagcagggct gtgggatacg tc atg tgc 118 

Met Cys 
1 

tec ttg etc tac cca ctg gtc acc ttc ttc ttg ctg tgc etc tgc ate 166 
Ser Leu Leu Tyr Pro Leu Val Thr Phe Phe Leu Leu Cys Leu Cys He 
5 10 15 

gee tac tgg gee age act get gtc ttc ctg tec act tec aac gaa gcg 214 
Ala Tyr Trp Ala Ser Thr Ala Val Phe Leu Ser Thr Ser Asn Glu Ala 

20 25 30 

gtc tat aag ate ttt gat gac age ccc tgc cca ttt act gcg aaa acc 262 
Val Tyr Lys lie Phe Asp Asp Ser Pro Cys Pro Phe Thr Ala Lys Thr 

35 40 45 50 

tgc aac cca gag acc ttc ccc tec tec aat gag tec cgc caa tgc ccc 310 
Cys Asn Pro Glu Thr Phe Pro Ser Ser Asn Glu Ser Arg Gin Cys Pro 

55 60 65 

aat gee cgt tgc cag ttc gee ttc tac ggt ggt gag teg ggc tac cac 358 
Asn Ala Arg Cys Gin Phe Ala Phe Tyr Gly Gly Glu Ser Gly Tyr His 
70 75 80 

egg gee ctg ctg ggc ctg cag ate ttc aat gee ttc atg ttc ttc tgg 406 
Arg Ala Leu Leu Gly Leu Gin He Phe Asn Ala Phe Met Phe Phe Trp 

85 90 95 
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11—194179 

ttg gcc aac ttc gtg ctg gcg ctg ggc cag gtc acg ctg gcc ggg gcc 454 
Leu Ala Asn Phe Val Leu Ala Leu Gly Gin Val Thr Leu Ala Gly Ala 
100 105 110 



ttt gcc tec tac tac tgg gcc ctg cgc aag ccg gac gac ctg ccg gcc 502 
Phe Ala Ser Tyr Tyr Trp Ala Leu Arg Lys Pro Asp Asp Leu Pro Ala 

115 120 125 130 

ttc ccg etc ttc tct gcc ttt ggc egg gcg etc agg tac cac aca ggc 550 
Phe Pro Leu Phe Ser Ala Phe Gly Arg Ala Leu Arg Tyr His Thr Gly 

135 140 145 

tec ctg gcc ttt ggc gcg etc ate ctg gcc att gtg cag ate ate cgt 598 
Ser Leu Ala Phe Gly Ala Leu He Leu Ala lie Val Gin He He Arg 

150 155 160 



gtg ata etc gag tac ctg 
Val He Leu Glu Tyr Leu 

165 

ttt gcc aag tgc etc atg 
Phe Ala Lys Cys Leu Met 
180 

gag aag ttc ate aaa ttc 
Glu Lys Phe He Lys Phe 

195 200 



gat cag egg ctg aaa get 
Asp Gin Arg Leu Lys Ala 

170 

acc tgt etc aaa tgc tgc 
Thr Cys Leu Lys Cys Cys 
185 190 

ctt aat agg aat gcc tac 
Leu Asn Arg Asn Ala Tyr 

205 



gca gag aac aag 646 
Ala Glu Asn Lys 

175 

ttc tgg tgc ctg 694 
Phe Trp Cys Leu 

ate atg att gcc 742 
He Met He Ala 

210 



ate tac ggc acc aat ttc tgc acc teg gcc agg a a t gr.c ttr. ttc ctg 7 90 



8 9 7 



2000-3062522 



11-194179 



He Tyr Gly Thr Asn Phe Cys Thr Ser Ala Arg Asn Ala Phe Phe Leu 

215 220 225 

etc atg aga aac ate ate aga gtg get gtc ctg gat aaa gtt act gac 838 
Leu Met Arg Asn lie He Arg Val Ala Val Leu Asp Lys Val Thr Asp 

230 235 240 

ttc etc ttc ctg ttg ggc aaa ctt ctg ate gtt ggt agt gtg ggg ate 886 
Phe Leu Phe Leu Leu Gly Lys Leu Leu He Val Gly Ser Val Gly lie 

245 250 255 

ctg get ttc ttc ttc ttc ace eac cgt ate agg ate gtg cag gat aca 934 
Leu Ala Phe Phe Phe Phe Thr His Arg He Arg He Val Gin Asp Thr 

260 265 270 

gca cca ccc etc aat tat tac tgg gtt cct ata ctg acg gtg ate gtt 982 
Ala Pro Pro Leu Asn Tyr Tyr Trp Val Pro He Leu Thr Val He Val 

275 280 285 290 

ggc tec tac ttg att gca cac ggt ttc ttc age gtc tat ggc atg tgt 1030 
Gly Ser Tyr Leu He Ala His Gly Phe Phe Ser Val Tyr Gly Met Cys 

295 300 305 

gtg gac acg ctg ttc etc tgc ttc ttg gag gac ctg gag agg aat gac 1078 
Val Asp Thr Leu Phe Leu Cys Phe Leu Glu Asp Leu Glu Arg Asn Asp 

310 315 320 

ggc teg gee gag agg cct tac ttc atg tct tec acc etc aag aaa etc 1126 
Glv Ser Ala Hlu Arg Pro Tyr Phe Met Ser Ser Thr I en T ys l ys L eu 



8 9 8 



2000-3062522 



11-194179 
325 330 335 

ttg aac aag acc aac aag aag gca gcg gag tec tgaaggcccc gtgctcccca 1179 
Leu Asn Lys Thr Asn Lys Lys Ala Ala Glu Ser 

340 345 

cctctcaagg agtctcatgc cgcagggtgc tcagtagctg ggtctgttcc cccagcccct 1239 
tgggctcacc tgaagtccta tcactgccgc tctgcccctc cccatgagcc agatcccacc 1299 
agtttctgga cgtggagagt ctggggcatc tccttcttat gecaagggge gcttggagtt 1359 
ttcatggctg cccctccaga ctgcgagaaa caagtaaaaa cccattgggg cctcttgatg 1419 
tctgggatgg cacgtggccc gacctccaca agctccctca tgcttcctgt cccccgctta 1479 
cacgacaacg ggccagacca egggaaggae ggtgtttgtg tctgagggag ctgctggccg 1539 
cagtgaacac ecaegtttat tcctgcctgc tccggccagg actgaacccc ttctccacac 1599 
ctgaacagtt ggctcaaggg ccaccagaag catttcttta ttattattat tttttaacct 1659 
ggacatgeat taaagggtct attagctttc 16 89 

<210> 234 
<211> 349 
<212> PRT 

<213> Homo sapiens 

8 9 9 ffi3_# 2000-3062522 



#3* 11-194179 



<400> 234 

Met Cys Ser Leu Leu Tyr Pro Leu Val Thr Phe Phe Leu Leu Cys Leu 
15 10 15 

Cys He Ala Tyr Trp Ala Ser Thr Ala Val Phe Leu Ser Thr Ser Asn 

20 25 30 

Glu Ala Val Tyr Lys He Phe Asp Asp Ser Pro Cys Pro Phe Thr Ala 

35 40 45 

Lys Thr Cys Asn Pro Glu Thr Phe Pro Ser Ser Asn Glu Ser Arg Gin 

50 55 60 

Cys Pro Asn Ala Arg Cys Gin Phe Ala Phe Tyr Gly Gly Glu Ser Gly 
65 70 75 80 

Tyr His Arg Ala Leu Leu Gly Leu Gin He Phe Asn Ala Phe Met Phe 

85 90 95 

Phe Trp Leu Ala Asn Phe Val Leu Ala Leu Gly Gin Val Thr Leu Ala 

100 105 110 

Gly Ala Phe Ala Ser Tyr Tyr Trp Ala Leu Arg Lys Pro Asp Asp Leu 

115 120 125 

Pro Ala Phe Pro Leu Phe Ser Ala Phe Gly Arg Ala Leu Arg Tyr His 

130 135 140 



9 0 0 
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#^ 11—194179 



Thr Gly Ser Leu Ala Phe Gly Ala Leu He Leu Ala He Val Gin II 

145 150 155 



e 

160 



He Arg Val He Leu Glu Tyr Leu Asp Gin Arg Leu Lys Ala Ala Glu 

165 170 175 



Asn Lys Phe Ala Lys Cys Leu Met Thr Cys Leu Lys Gys Cys Phe Trp 
180 185 



190 



Cys Leu Glu Lys Phe He Lys Phe Leu Asn Arg Asn Ala Tyr He Met 

195 200 205 

He Ala He Tyr Gly Thr Asn Phe Cys Thr Ser Ala Arg Asn Ala Phe 

210 215 220 

Phe Leu Leu Met Arg Asn He He Arg Val Ala Val Leu Asp Lys Val 

225 230 235 240 

Thr Asp Phe Leu Phe Leu Leu Gly Lys Leu Leu He Val Gly Ser Val 

245 250 255 

Gly He Leu Ala Phe Phe Phe Phe Thr His Arg He Arg He Val Gin 

260 265 270 

Asp Thr Ala Pro Pro Leu Asn Tyr Tyr Trp Val Pro He Leu Thr Val 

275 280 285 



He Val Gly Ser Tyr Leu He Ala His Gly Phe Phe Ser Val Tyr Gly 

290 295 300 



9 0 1 
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11-194179 



Met Cys Val Asp Thr Leu Phe Leu Cys Phe Leu Glu Asp Leu Glu Arg 

305 310 315 320 

Asn Asp Gly Ser Ala Glu Arg Pro Tyr Phe Met Ser Ser Thr Leu Lys 

325 330 335 

Lys Leu Leu Asn Lys Thr Asn Lys Lys Ala Ala Glu Ser 

340 345 



<210> 235 
<211> 1824 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (10).. (978) 

<400> 235 

ctcgcagcc atg gcg gcc gcc gcg etc cca gca tgg ctg tct ctg cag teg 51 
Met Ala Ala Ala Ala Leu Pro Ala Trp Leu Ser Leu Gin Ser 
1 5 10 

agg gca agg act ctg cgt gca ttc tec act gcc gtc tac teg gcc act 99 
Arg Ala Arg Thr Leu Arg Ala Phe Ser Thr Ala Val Tyr Ser Ala Thr 

15 20 25 30 



9 0 2 
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11 — 194179 



ccg gtc ccg aca cct age ctg ccg gaa aga aca ccc gga aat gaa agg 147 
Pro Val Pro Thr Pro Ser Leu Pro Glu Arg Thr Pro Gly Asn Glu Arg 

35 40 45 

cca cca aga aga aag gca eta cct cct agg aca gag aaa atg get gtt 195 
Pro Pro Arg Arg Lys Ala Leu Pro Pro Arg Thr Glu Lys Met Ala Val 

50 55 60 

gac cag gac tgg cct agt gtt tac cca gtt gca gca cca ttt aaa ccc 243 
Asp Gin Asp Trp Pro Ser Val Tyr Pro Val Ala Ala Pro Phe Lys Pro 

65 70 75 

tct gca gta cct ctt cct gtt cga atg ggt tat cca gta aaa aag ggc 291 
Ser Ala Val Pro Leu Pro Val Arg Met Gly Tyr Pro Val Lys Lys Gly 

80 85 90 

gtg ccc atg gca aag gag gga aat eta gaa ctt tta aag att ccc aat 339 
Val Pro Met Ala Lys Glu Gly Asn Leu Glu Leu Leu Lys He Pro Asn 
95 100 105 110 

ttt ctg cat ttg act cct gta gca att aaa aag cac tgt gaa gec ctt 387 
Phe Leu His Leu Thr Pro Val Ala He Lys Lys His Cys Glu Ala Leu 

115 120 125 

aaa gat ttt tgc act gag tgg cca gec gca ctg gac agt gac gag aaa 435 
Lys Asp Phe Cys Thr Glu Trp Pro Ala Ala Leu Asp Ser Asp Glu Lys 

130 135 140 

tgt gag aag cat, ttt cca att. gaa att gar, agr. art g at tat g tt tea 4«3 



9 0 3 



ffiliE4t 2000-3062522 



# 11-194179 

Cys Glu Lys His Phe Pro He Glu He Asp Ser Thr Asp Tyr Val Ser 

145 150 155 

tea gga cca tct gtt egg aac ccc aga gca cga gta gta gtc tta aga 531 
Ser Gly Pro Ser Val Arg Asn Pro Arg Ala Arg Val Val Val Leu Arg 
160 165 170 

gta aag ctt tec agt ttg aat tta gat gat cac gca aag aag aaa tta 579 
Val Lys Leu Ser Ser Leu Asn Leu Asp Asp His Ala Lys Lys Lys Leu 
175 180 185 190 

att aaa ctt gta gga gag cga tac tgc aag acc aca gat gtg ctt acc 627 
He Lys Leu Val Gly Glu Arg Tyr Cys Lys Thr Thr Asp Val Leu Thr 

195 200 205 

ate aaa aca gat agg tgc cct tta agg agg cag aat tac gat tat gca 675 
He Lys Thr Asp Arg Cys Pro Leu Arg Arg Gin Asn Tyr Asp Tyr Ala 

210 215 220 

gtg tat eta eta aca gtg tta tac cat gag tct tgg aat act gaa gaa 723 
Val Tyr Leu Leu Thr Val Leu Tyr His Glu Ser Trp Asn Thr Glu Glu 

225 230 235 

tgg gaa aaa agt aag act gaa gca gac atg gaa gag tat ata tgg gaa 771 
Trp Glu Lys Ser Lys Thr Glu Ala Asp Met Glu Glu Tyr lie Trp Glu 

240 245 250 

aat age tea tea gaa aga aat ate ctg gaa acg ctt etc cag atg aaa 819 
Asn Ser Ser Ser Glu Arg Asn Tie leu Kin Thr f.eu I.en Hln Met lys 
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11-194179 

25 5 260 265 270 

get get gag aaa aat atg gaa ata aat aaa gaa gag etc ctt ggt act 867 
Ala Ala Glu Lys Asn Met Glu He Asn Lys Glu Glu Leu Leu Gly Thr 

, 275 280 285 

aaa gaa att gaa gag tac aaa aag tct gtt gtt agt ctt aaa aat 
Lys Glu lie Glu Glu Tyr Lys Lys Ser Val Val Ser Leu Lys Asn 

290 295 300 

gag gaa aat gaa aat tec att tct cag tac aaa gaa tec gtg aag aga 963 
Glu Glu Asn Glu Asn Ser He Ser Gin Tyr Lys Glu Ser Val Lys Arg 

305 310 315 

eta tta aat gtg aca tgaattatgg agtagaaaaa tetgettgat ttattaattt 1018 
Leu Leu Asn Val Thr 

320 

tatgatatat gtgatcagta tctaatttga tataaaattg aaaatgttaa aaaatcattt 1078 
tttttcctca gagttaaaat tatttccctc atactaatgc ttaatggcaa tgattactcc 1138 
agagtttttt aatttttaca ctggggcaat agactaggag gtctctgatt tcttcttggt 1198 
ctaaagtgtt ttgattttat ttctacataa tagctttggt attcatgtat atacatgeat 1258 
ttaattgtga ttttatcacc tttcccattt ctttccccac aagctggcat ttcagtagtt 1318 

gCttttgaat aatggttttg gliaCClggg aaggraggrr. ragaar r rat ftrrttgart 1378 



gag 915 
Glu 
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#5p 11 — 194179 



tgcagttccg ggctgtgttc acatgactgc tgtctagctg atgcattttt cacatttgtc 1438 
aactctggtt agaaacaggt cctcaggagt attctctaac ctgatatttt ctaaaaagat 1498 
atgttgattc aactttgttt agcatcctac tttctagatt gtggggctca ttttgccagg 1558 
gccaagctac cagaaaagta gaagtggaga ttacctggta tgtatctctc tgggtgcccc 1618 
agttagagct gccacagctc aggaaaaaga tgaggcataa cgaccttgaa tgtaattgga 1678 
gtaagtgaca aaataagaac taccctggga aaccctgcat tcaatgtagc tgtcaattca 1738 
gtatttttaa gtacacctgt cagctgtttc ttaccacttc gatggttgtg attaatttaa 1798 
aatcaaaata aaggaattac tgagtt 1824 



<210> 236 
<211> 323 
<212> PRT 

<213> Homo sapiens 
<400> 236 

Met Ala Ala Ala Ala Leu Pro Ala Trp Leu Ser Leu Gin Ser Arg Ala 

15 10 15 

Arg Thr Leu Arg Ala Phe Ser Thr Ala Val Tyr Ser Ala Thr Pro Val 

2D 25 30 

9 0 6 ffi$E# 2000-3062522 



11—194179 

Pro Thr Pro Ser Leu Pro Glu Arg Thr Pro Gly Asn Glu Arg Pro Pro 

35 40 45 

Arg Arg Lys Ala Leu Pro Pro Arg Thr Glu Lys Met Ala Val Asp Gin 

50 55 60 

Asp Trp Pro Ser Val Tyr Pro Val Ala Ala Pro Phe Lys Pro Ser Ala 

65 70 75 80 

Val Pro Leu Pro Val Arg Met Gly Tyr Pro Val Lys Lys Gly Val Pro 

85 90 95 

Met Ala Lys Glu Gly Asn Leu Glu Leu Leu Lys He Pro Asn Phe Leu 
100 105 110 

His Leu Thr Pro Val Ala He Lys Lys His Cys Glu Ala Leu Lys Asp 

115 120 125 

Phe Cys Thr Glu Trp Pro Ala Ala Leu Asp Ser Asp Glu Lys Cys Glu 
130 135 140 

Lys His Phe Pro He Glu He Asp Ser Thr Asp Tyr Val Ser Ser Gly 
145 150 155 160 

Pro Ser Val Arg Asn Pro Arg Ala Arg Val Val Val Leu Arg Val Lys 

165 170 175 

L eu Ser Ser f . eu Asn Leu As p A sp Hi s A la T.vs l ys I ys Leu tip i y * 
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180 185 190 

Leu Val Gly GIu Arg Tyr Cys Lys Thr Thr Asp Val Leu Thr He Lys 

195 200 205 

Thr Asp Arg Cys Pro Leu Arg Arg Gin Asn Tyr Asp Tyr Ala Val Tyr 

210 215 220 

Leu Leu Thr Val Leu Tyr His Glu Ser Trp Asn Thr Glu Glu Trp Glu 

225 230 235 240 

Lys Ser Lys Thr Glu Ala Asp Met Glu Glu Tyr He Trp Glu Asn Ser 

245 250 255 

Ser Ser Glu Arg Asn He Leu Glu Thr Leu Leu Gin Met Lys Ala Ala 

260 265 270 

Glu Lys Asn Met Glu He Asn Lys Glu Glu Leu Leu Gly Thr Lys Glu 

275 280 285 

He Glu Glu Tyr Lys Lys Ser Val Val Ser Leu Lys Asn Glu Glu Glu 

290 295 300 

Asn Glu Asn Ser He Ser Gin Tyr Lys Glu Ser Val Lys Arg Leu Leu 

305 310 315 320 

Asn Val Thr 
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i 



<210> 237 

<211> 1959 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (56).. (478) 

<400> 237 

gcacttcagc ttcccctccc ccggcgccct ctggggctcc gagcccggcg ggacc atg 58 

Met 
1 

ttc acc age acc ggc tec agt ggg etc tac aag gcg cct ctg teg aag 106 
Phe Thr Ser Thr Gly Ser Ser Gly Leu Tyr Lys Ala Pro Leu Ser Lys 
5 10 15 

age ctt ctg ctg gtc ccc agt gee etc tec etc ctg etc gee etc etc 154 
Ser Leu Leu Leu Val Pro Ser Ala Leu Ser Leu Leu Leu Ala Leu Leu 

20 25 30 

ctg cct cac tgc cag aag etc ttt gtg tat gac ctt cac gca gtc aag 202 
Leu Pro His Cys Gin Lys Leu Phe Val Tyr Asp Leu His Ala Val Lys 

35 40 45 

aac gac ttc cag cct ggc acc tgt gtt tgc tct gtt tgt acc att tta 250 
Asn Asp Phe Gin Pro Gly Thr f.ys Val r.ys Ser Val r.ys Thr p*» Leu 
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11 — 194179 



50 55 60 65 

ctg etc cat acc aag agt cca agt ggc aca aat tct ggg tec gtt gtc 298 
Leu Leu His Thr Lys Ser Pro Ser Gly Thr Asn Ser Gly Ser Val Val 
70 75 80 

cat cac aaa caa gac att gat tta tat att ggg act gca get ttt cac 346 
His His Lys Gin Asp He Asp Leu Tyr He Gly Thr Ala Ala Phe His 

85 90 95 

etc tgg ttc eta cat ctg gat tgt age cat aag tgg act tat gtc egg 394 
Leu Trp Phe Leu His Leu Asp Cys Ser His Lys Trp Thr Tyr Val Arg 
100 105 110 

tct gtg eta cga cag caa aat gtt cca ggt gca tea ggt get ctg cat 442 
Ser Val Leu Arg Gin Gin Asn Val Pro Gly Ala Ser Gly Ala Leu His 

115 120 125 

ccc cag ctg gat ggc aaa att ctt ttc ttg gac act tgaacccatc 488 
Pro Gin Leu Asp Gly Lys He Leu Phe Leu Asp Thr 

130 135 140 

ttctcttctt cagaacccac cagcgaagcc agaattggga tgggagecac gctggacatc 548 
cagagacagc agagaatgga getgetggae eggcagctga tgttctctca gtttgcacaa 608 
gggaggegae agagacagca gcagggagga atgatcaatt ggaategtet ttttcctcct 668 
ttaegtcage gaeaaaaegt aaactateag ggcgglcggc a gtctgagee a gcagcgccc 72 8 
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cctctagaag tttctgagga acaggtcgcc cggctcatgg agatgggatt ttccaagagg 788 
tgatgctttg gaagccctga gagcttcaaa caatgacctc aatgtcgcca ccaacttcct 848 



gctgcagcac tgatagtccc aggccaacac tgggaccgga ccggcagccg agtgacagtg 908 



cgtggtcccc accatcagat cagcccgggg accgagcatc tctggtgctg atgttcttgt 968 



gggaagaggg aggttccacc gcacccctgc cctcaaccgc aagactgttg ccgttttagt 1028 
gtggagataa gtttgccatt acattagcat gtattttcta tctatatttt tattgggcat 1088 
tttccctagg ttggagagtc agcactcgtt ttgaatgtgt ttaaaatgca ttaaaatgga 1148 
agatttctgc aggcagttga atggcactcc agatggggaa ttgctgtaac cctcttactg 1208 
taacatgtca tctcctgcgt cgtgatgggg agagggtaat gttacttcac aaaggacatg 1268 
tcagatcctt cttcatggac ttttttagtt actgtttttt ctctcaaact tgttttcgaa 1328 
tctcctggga gtgagggaga aacagggagc tgaatcctcc cccaagctgt tccaggccag 1388 
aggactctgc agtaccttct cctacatcta gtaacaaaga atggtgataa ccatgcactg 1448 



gttcaaggtt ctggagttct ccatgaaact tgggttaatt ttgctcagag tatccagagt 1508 



tagccactag gctgcgggtg aaatgggatg gagaagaaca acagcgggct tcctggagcc 1568 
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acatgggctg actagggcac tctgtggctg gcctggcatg ggctcagccc aggaagagga 1628 
gaaacgatcc cttgcctgcc cctccctgtg gcagggctaa ctgcctggcc ctcctggctc 1688 
gcagccagcc agccccctgg cagcaggttc tcctcagggc ttgggtcttc aacctgtggc 1748 
gacaggaggc agggcagact gtggaggaca ggatgcaggt cagggagagg gaaggcaggg 1808 
gtggaccgcc atgagcatga aaagacccga agcaagttga ctcttgcaat gtgcaactgt 1868 
tatgttctgc aaaatgagca acgatgtatc aaattgatgc aaatttagat gttgatactt 1928 
acaataaagt ttttaatgtg ttttactctt c 1959 

<210> 238 
<211> 141 
<212> PRT 

<213> Homo sapiens 
<400> 238 

Met Phe Thr Ser Thr Gly Ser Ser Gly Leu Tyr Lys Ala Pro Leu Ser 

1 5 10 15 

Lys Ser Leu Leu Leu Val Pro Ser Ala Leu Ser Leu Leu Leu Ala Leu 

20 25 30 

Leu Leu Pro His Cys Gin Lys Leu Phe Val Tyr Asp Leu His Ala Val 

35 40 45 
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Lys Asn Asp Phe Gin Pro Gly Thr Cys Val Cys Ser Val Cys Thr He 
50 55 60 

Leu Leu Leu His Thr Lys Ser Pro Ser Gly Thr Asn Ser Gly Ser Val 

65 70 75 80 

Val His His Lys Gin Asp He Asp Leu Tyr He Gly Thr Ala Ala Phe 

85 90 95 

His Leu Trp Phe Leu His Leu Asp Cys Ser His Lys Trp Thr Tyr Val 
100 105 110 

Arg Ser Val Leu Arg Gin Gin Asn Val Pro Gly Ala Ser Gly Ala Leu 

H5 120 125 

His Pro Gin Leu Asp Gly Lys He Leu Phe Leu Asp Thr 

130 135 140 



<210> 239 

<211> 2112 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (425) .. (2077) 
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<400> 239 

ggcaaagccc tgtcaccccc aggatccggt catcagggaa agaggacagg gagaccagaa 60 

gagggccagc tgggacgagg gggcggacgc ccaggaggca acttctgaga cgcagctcct 120 

gagaggggca gggaccaggc gcgggaggcc agagggggca cagagaacaa accccctcag 180 

aagtgaagag gagagcggaa ggaaccgaga ggggacggac aggagctgag gaggaaagag 240 

gaggggagag gggtcaggcc aggcagccaa ggagaagacg tgtggccggg ggctatcaga 300 

aggaaactgg gacggacggg ccgggctcgg gctgtcctgt ggagcagcag catccccggg 360 

gccggcagag gcgccagtgg ctgggcggga tgagtctctg agggccactg tggagcgccc 420 

cgcc atg gcc ccc cgc acc etc tgg age tgc tac etc tgc tgc ctg ctg 469 
Met Ala Pro Arg Thr Leu Trp Ser Cys Tyr Leu Cys Cys Leu Leu 
15 10 15 

acg gca get gca ggg gee gee age tac cct cct cga ggt ttc age etc 517 
Thr Ala Ala Ala Gly Ala Ala Ser Tyr Pro Pro Arg Gly Phe Ser Leu 

20 25 30 

tac aca ggt tec agt ggg gcc etc age ccc ggg ggg ccc cag gcc cag 565 
Tyr Thr Gly Ser Ser Gly Ala Leu Ser Pro Gly Gly Pro Gin Ala Gin 

35 40 45 

att gcc ccc egg cca gcc age cgc cac agg aac tgg tgt gcc tac gtg 613 
l ie Ala Pro Arg Pro Ala Ser Arg His Arg Asn Trp f.vs Ala Tyr Val 
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# 



50 



55 



60 



gtg acc egg aca gtg age tgt gtc ctt gag gat gga gtg gag aca tat 661 
Val Thr Arg Thr Val Ser Cys Val Leu Glu Asp Gly Val Glu Thr Tyr 

65 70 75 

gtc aag tac cag cct tgt gec tgg ggc cag ccc cag tgt ccc caa age 709 

Val Lys Tyr Gin Pro Cys Ala Trp Gly Gin Pro Gin Cys Pro Gin Ser 

80 85 90 95 

ate atg tac cgc cgc ttc etc cgc cct cgc tac cgt gtg gec tac aag 757 

He Met Tyr Arg Arg Phe Leu Arg Pro Arg Tyr Arg Val Ala Tyr Lys 

100 105 110 



aca gtg acc gac atg gag tgg agg tgc tgt cag ggt tat ggg ggc gat 805 
Thr Val Thr Asp Met Glu Trp Arg Cys Cys Gin Gly Tyr Gly Gly Asp 

115 120 125 

gac tgt get gag agt ccc get cca gcg ctg ggg cct gcg tct tec aca 853 
Asp Cys Ala Glu Ser Pro Ala Pro Ala Leu Gly Pro Ala Ser Ser Thr 

130 135 140 

cca egg ccc ctg gee egg cct gee cgc ccc aac etc tct ggc tec agt 901 
Pro Arg Pro Leu Ala Arg Pro Ala Arg Pro Asn Leu Ser Gly Ser Ser 
145 150 155 



gca ggc age ccc etc agt gga ctg ggg gga gaa ggt cct ggg gag tea 949 
Ala Gly Ser Pro Leu Ser Gly Leu Gly Gly Glu Gly Pro Gly Glu Ser 

16H 165 170 175 
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gag aag gtg cag cag ctg gag gaa cag gtg cag age ctg acc aag gag 997 
Glu Lys Val Gin Gin Leu Glu Glu Gin Val Gin Ser Leu Thr Lys Glu 

180 185 190 

ctg caa ggc ctg egg ggc gtc ctg caa gga ctg age ggg cgc ctg gca 1045 
Leu Gin Gly Leu Arg Gly Val Leu Gin Gly Leu Ser Gly Arg Leu Ala 

195 200 205 

gag gat gtg cag agg get gtg gag acg gee ttc aac ggg agg cag cag 1093 
Glu Asp Val Gin Arg Ala Val Glu Thr Ala Phe Asn Gly Arg Gin Gin 

210 215 220 

cca get gac gcg get gee cgc cct ggg gtg cat gaa acc etc aat gag 1141 
Pro Ala Asp Ala Ala Ala Arg Pro Gly Val His Glu Thr Leu Asn Glu 

225 230 235 

ate cag cac cag ctg cag etc ctg gac acc cgc gtc tec acc cac gac 1189 
He Gin His Gin Leu Gin Leu Leu Asp Thr Arg Val Ser Thr His Asp 

240 245 250 255 

ctg gag ctg ggt cac etc aac aac cat cat ggc ggc age age age agt 1237 
Leu Glu Leu Gly His Leu Asn Asn His His Gly Gly Ser Ser Ser Ser 
260 265 270 

ggg ggc age agg gee cca gee cca gee tea gee cct ccg ggc ccc agt 1285 
Gly Gly Ser Arg Ala Pro Ala Pro Ala Ser Ala Pro Pro Gly Pro Ser 

275 280 285 
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gag gag ctg ctg egg cag ctg gag cag egg ttg cag gag tec tgc tec 1333 
Glu Glu Leu Leu Arg Gin Leu Glu Gin Arg Leu Gin Glu Ser Cys Ser 

290 295 300 



gtg tgc ctg gec ggg eta gat ggc ttc cgc egg cag cag cag gag gac 1381 
Val Cys Leu Ala Gly Leu Asp Gly Phe Arg Arg Gin Gin Gin Glu Asp 

305 310 315 

agg gag egg ctg cga gcg atg gag aag ctg ctg gec teg gtg gag gag 1429 
Arg Glu Arg Leu Arg Ala Met Glu Lys Leu Leu Ala Ser Val Glu Glu 

320 325 330 335 

egg caa egg cac etc gca ggg ctg gcg gtg ggc cgc agg ccc cct cag 1477 
Arg Gin Arg His Leu Ala Gly Leu Ala Val Gly Arg Arg Pro Pro Gin 

340 345 350 

gaa tgc tgc tct cca gag ctg ggc egg cga ctg gca gag ctg gag cgc 1525 
Glu Cys Cys Ser Pro Glu Leu Gly Arg Arg Leu Ala Glu Leu Glu Arg 

355 360 365 



agg ctg gat gtc gtg gec ggc tea gtg aca gtg ctg agt ggg egg cga 1573 
Arg Leu Asp Val Val Ala Gly Ser Val Thr Val Leu Ser Gly Arg Arg 

370 375 380 

ggc aca gag ctg gga gga gee gcg ggg cag gga ggc cac ccc cca ggc 1621 
Gly Thr Glu Leu Gly Gly Ala Ala Gly Gin Gly Gly His Pro Pro Gly 

385 390 395 



tac acc age ttg gec tec cgc ctg tct cgc ctg gag gar, cgc ttr, aar, 1 krq 
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Tyr Thr Ser Leu Ala Ser Arg Leu Ser Arg Leu Glu Asp Arg Phe Asn 

400 405 410 415 

tec acc ctg ggc cct teg gag gag cag gag gag age tgg cct ggg get 1717 
Ser Thr Leu Gly Pro Ser Glu Glu Gin Glu Glu Ser Trp Pro Gly Ala 

420 425 430 

cct ggg ggg ctg age cac tgg ctg cct get gec egg ggc cga eta gag 1765 
Pro Gly Gly Leu Ser His Trp Leu Pro Ala Ala Arg Gly Arg Leu Glu 

435 440 445 

cag ttg ggg ggg ctg ctg gec aat gtg age ggg gag ctg ggg ggg egg 1813 
Gin Leu Gly Gly Leu Leu Ala Asn Val Ser Gly Glu Leu Gly Gly Arg 

450 455 460 

ttg gat ctg ttg gag gag cag gtg gca ggg gec atg cag egg cac cgc 1861 
Leu Asp Leu Leu Glu Glu Gin Val Ala Gly Ala Met Gin Arg His Arg 

465 470 475 

gec cag age ggc etc tec cca cgc ccg ggg cgc gec ggc tea ggg agg 1909 
Ala Gin Ser Gly Leu Ser Pro Arg Pro Gly Arg Ala Gly Ser Gly Arg 
480 485 490 495 

etc ggg gee gee cat gca gac ttt tgg cct ggc gcg ate ccc caa gaa 1957 
Leu Gly Ala Ala His Ala Asp Phe Trp Pro Gly Ala He Pro Gin Glu 

500 505 510 

ccc etc cag ggc egg cct gcg gag gag ccg ate etc gca ccc tec get 2005 
Pro Leu Gin Gly Arg Pro Ala Glu Glu Pro He Leu Ala Pro Ser Ala 
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r 

515 520 525 

ccc tec act ggc cct cca ggt cga ttc cct ggg etc cag get ccc ccg 2053 
Pro Ser Thr Gly Pro Pro Gly Arg Phe Pro Gly Leu Gin Ala Pro Pro 

530 535 540 

cgc ggg cgc cgc cca ccg cca tac taaacgatcg aggaataaag acacttggtt 2107 
Arg Gly Arg Arg Pro Pro Pro Tyr 

545 550 



tttct 2112 



<210> 240 
<211> 551 
<212> PRT 

<213> Homo sapiens 

<400> 240 

Met Ala Pro Arg Thr Leu Trp Ser Cys Tyr Leu Cys Cys Leu Leu Thr 
1 5 10 15 

Ala Ala Ala Gly Ala Ala Ser Tyr Pro Pro Arg Gly Phe Ser Leu Tyr 

20 25 30 

Thr Gly Ser Ser Gly Ala Leu Ser Pro Gly Gly Pro Gin Ala Gin He 

35 40 45 

Ala Pro Arg Pro Ala Ser Arg His Arg Asn Trp Cvs Ala Tvr Val Val 
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55 60 



Thr Arg Thr Val Ser Cys Val Leu Glu Asp Gly Val Glu Thr Tyr Val 

65 70 75 80 

Lys Tyr Gin Pro Cys Ala Trp Gly Gin Pro Gin Cys Pro Gin Ser He 

85 90 95 

Met Tyr Arg Arg Phe Leu Arg Pro Arg Tyr Arg Val Ala Tyr Lys Thr 
100 105 110 

Val Thr Asp Met Glu Trp Arg Cys Cys Gin Gly Tyr Gly Gly Asp Asp 
115 120 125 

Cys Ala Glu Ser Pro Ala Pro Ala Leu Gly Pro Ala Ser Ser Thr Pro 

130 135 140 

Arg Pro Leu Ala Arg Pro Ala Arg Pro Asn Leu Ser Gly Ser Ser Ala 
145 150 155 160 

Gly Ser Pro Leu Ser Gly Leu Gly Gly Glu Gly Pro Gly Glu Ser Glu 

165 170 175 

Lys Val Gin Gin Leu Glu Glu Gin Val Gin Ser Leu Thr Lys Glu Leu 

180 185 190 

Gin Gly Leu Arg Gly Val Leu Gin Gly Leu Ser Gly Arg Leu Ala Glu 

195 200 205 
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Asp Val Gin Arg Ala Val Glu Thr Ala Phe Asn Gly Arg Gin Gin Pro 

210 215 220 

Ala Asp Ala Ala Ala Arg Pro Gly Val His Glu Thr Leu Asn Glu He 

225 230 235 240 

Gin His Gin Leu Gin Leu Leu Asp Thr Arg Val Ser Thr His Asp Leu 

245 250 255 

Glu Leu Gly His Leu Asn Asn His His Gly Gly Ser Ser Ser Ser Gly 

260 265 270 

Gly Ser Arg Ala Pro Ala Pro Ala Ser Ala Pro Pro Gly Pro Ser Glu 

275 280 285 

Glu Leu Leu Arg Gin Leu Glu Gin Arg Leu Gin Glu Ser Cys Ser Val 

290 295 300 

Cys Leu Ala Gly Leu Asp Gly Phe Arg Arg Gin Gin Gin Glu Asp Arg 

305 310 315 320 

Glu Arg Leu Arg Ala Met Glu Lys Leu Leu Ala Ser Val Glu Glu Arg 

325 330 335 

Gin Arg His Leu Ala Gly Leu Ala Val Gly Arg Arg Pro Pro Gin Glu 

340 345 350 

Cys Cys Ser Pro Glu Leu Gly Arg Arg Leu Ala Glu Leu Glu Arg Arg 

355 3BQ 365 
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Leu Asp Val Val Ala Gly Ser Val Thr Val Leu Ser Gly Arg Arg Gly 

370 375 380 

Thr Glu Leu Gly Gly Ala Ala Gly Gin Gly Gly His Pro Pro Gly Tyr 

385 390 395 400 

Thr Ser Leu Ala Ser Arg Leu Ser Arg Leu Glu Asp Arg Phe Asn Ser 

405 410 415 

Thr Leu Gly Pro Ser Glu Glu Gin Glu Glu Ser Trp Pro Gly Ala Pro 

420 425 430 

Gly Gly Leu Ser His Trp Leu Pro Ala Ala Arg Gly Arg Leu Glu Gin 

435 440 445 

Leu Gly Gly Leu Leu Ala Asn Val Ser Gly Glu Leu Gly Gly Arg Leu 

450 455 460 

Asp Leu Leu Glu Glu Gin Val Ala Gly Ala Met Gin Arg His Arg Ala 

465 470 475 480 

Gin Ser Gly Leu Ser Pro Arg Pro Gly Arg Ala Gly Ser Gly Arg Leu 

485 490 495 

Gly Ala Ala His Ala Asp Phe Trp Pro Gly Ala He Pro Gin Glu Pro 

500 505 510 

Leu Gin Gly Arg Pro Ala Glu Glu Pro He Leu Ala Pro Ser Ala Pro 
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515 520 525 

Ser Thr Gly Pro Pro Gly Arg Phe Pro Gly Leu Gin Ala Pro Pro Arg 

530 535 540 

t 

Gly Arg Arg Pro Pro Pro Tyr 

545 550 

<210> 241 
<211> 1765 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (440) .. (1669) 
<400> 241 

aaattggagg tcccgggagc gaagtccagc tgccgttagg cgctgggata gtcgcacgct 60 
ggatgcatct acgtccgccg agcccctggg gcgaagaggc cgcgtccgcc ttcagttgtg 120 
gccggtgctt cgccccctga cccttcgccc ccaaagacca gctctaacgt gagcgcctcg 180 
gccgccctgc cccagcctcg tacacgccgc cagcctcgcc cagccggtgt ccggagaccc 240 
tcgggccgtg tccatttgtg ggcaaagcca gcggggcagg cttggccaga gtgcaccact 300 
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cggcgccgtc ccaggcccga cgctctgggc gcgcccggaa ccccaggttc gcggcccgtg 360 

tttccgaccg gcggaggggg ctcagcggcc cgatcccacg gaagcgcgct cggaggggtg 420 

ggacccggcc ggaccggag atg gcg ccg cca gcg ggc ggg gcg gcg gcg gcg 472 

Met Ala Pro Pro Ala Gly Gly Ala Ala Ala Ala 

1 5 10 

gcc teg gac ttg ggc tec gee gca gtg etc ttg get gtg cac gec gcg 520 
Ala Ser Asp Leu Gly Ser Ala Ala Val Leu Leu Ala Val His Ala Ala 

15 20 25 

gtg agg ccg ctg ggc gcc ggg cca gac gcc gag gca cag ctg egg agg 568 
Val Arg Pro Leu Gly Ala Gly Pro Asp Ala Glu Ala Gin Leu Arg Arg 

30 35 40 

ctg cag ctg age gcg gac cct gag agg cct ggg cgc ttc egg ctg gag 616 
Leu Gin Leu Ser Ala Asp Pro Glu Arg Pro Gly Arg Phe Arg Leu Glu 

45 50 55 

ctg ctg ggc gcg gga cct ggg gcg gtt aat ttg gag tgg ccc ctg gag 664 
Leu Leu Gly Ala Gly Pro Gly Ala Val Asn Leu Glu Trp Pro Leu Glu 

60 65 70 75 

tea gtt tec tac ace ate cga ggc ccc ace cag cac gag eta cag cct 712 
Ser Val Ser Tyr Thr He Arg Gly Pro Thr Gin His Glu Leu Gin Pro 

8 0 85 90 

cca cca gga ggg cct gga acc etc age ctg cac ttc etc aac cct cag 760 
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Pro Pro Gly Gly Pro Gly Thr Leu Ser Leu His Phe Leu Asn Pro Gin 

95 100 105 

gaa get cag egg tgg gca gtc eta gtc cga ggt gec acc gtg gaa gga 808 
Glu Ala Gin Arg Trp Ala Val Leu Val Arg Gly Ala Thr Val Glu Gly 
110 115 120 

cag aat ggc age aag age aac tea cca cca gee ttg ggc cca gaa gca 856 
Gin Asn Gly Ser Lys Ser Asn Ser Pro Pro Ala Leu Gly Pro Glu Ala 

125 130 135 

tgc cct gtc tec ctg ccc agt ccc ccg gaa gee tec aca etc aag ggc 904 
Cys Pro Val Ser Leu Pro Ser Pro Pro Glu Ala Ser Thr Leu Lys Gly 
140 145 150 155 

cct cca cct gag gca gat ctt cct agg age cct gga aac ttg acg gag 952 
Pro Pro Pro Glu Ala Asp Leu Pro Arg Ser Pro Gly Asn Leu Thr Glu 

160 165 170 

aga gaa gag ctg gca ggg age ctg gee egg get att gca ggt gga gac 1000 
Arg Glu Glu Leu Ala Gly Ser Leu Ala Arg Ala He Ala Gly Gly Asp 

175 180 185 

gag aag ggg gca gee caa gtg gca gee gtc ctg gee cag cat cgt gtg 1048 
Glu Lys Gly Ala Ala Gin Val Ala Ala Val Leu Ala Gin His Arg Val 

190 195 200 

gee ctg agt gtt cag ctt cag gag gec tgc ttc cca cct ggc ccc ate 1096 
Ala T.eu Ser Val r.ln Ten r.ln Glu Ala r.ys php p™ p rn G'y Pro pp 
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205 210 215 

agg ctg cag gtc aca ctt gaa gac get gec tct gec gca tec gee gcg 1144 
Arg Leu Gin Val Thr Leu Glu Asp Ala Ala Ser Ala Ala Ser Ala Ala 

220 225 230 235 

tec tct gca cac gtt gec ctg egg gtc cac ccc cac tgc act gtt gca 1192 
Ser Ser Ala His Val Ala Leu Arg Val His Pro His Cys Thr Val Ala 

240 245 250 

get etc cag gag cag gtg ttc tea gag etc ggt ttc ccg cca gec gtg 1240 
Ala Leu Gin Glu Gin Val Phe Ser Glu Leu Gly Phe Pro Pro Ala Val 

255 260 265 

caa cgc tgg gtc ate gga egg tgc ctg tgt gtg cct gag cgc age ctt 1288 
Gin Arg Trp Val He Gly Arg Cys Leu Cys Val Pro Glu Arg Ser Leu 

270 275 280 

gee tct tac ggg gtt egg cag gat ggg gac cct get ttc etc tac ttg 1336 
Ala Ser Tyr Gly Val Arg Gin Asp Gly Asp Pro Ala Phe Leu Tyr Leu 

285 290 295 

ctg tea get cct cga gaa gec cca gee aca gga cct age cct cag cac 1384 
Leu Ser Ala Pro Arg Glu Ala Pro Ala Thr Gly Pro Ser Pro Gin His 

300 305 310 315 

ccc cag aag atg gac ggg gaa ctt gga cgc ttg ttt ccc cca tea ttg 1432 
Pro Gin Lys Met Asp Gly Glu Leu Gly Arg Leu Phe Pro Pro Ser Leu 

320 325 330 
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ggg eta ccc cag gec ccc age cag ctg cct cca gec tgc cca gtc cac 1480 
Gly Leu Pro Gin Ala Pro Ser Gin Leu Pro Pro Ala Cys Pro Val His 

335 340 345 

tec age cca get ggt cct gtc ctt cct gca cct tea tea atg ccc cag 1528 
Ser Ser Pro Ala Gly Pro Val Leu Pro Ala Pro Ser Ser Met Pro Gin 

350 355 360 

ace gee ctg get gtg aga tgt gta gca ccc aga ggc cct gca ctt ggg 1576 
Thr Ala Leu Ala Val Arg Cys Val Ala Pro Arg Gly Pro Ala Leu Gly 

365 370 375 

acc ccc ttg ctg cag ctt cca cct age age cac cag agg tta caa ggg 1624 
Thr Pro Leu Leu Gin Leu Pro Pro Ser Ser His Gin Arg Leu Gin Gly 

380 385 390 395 

gag agt ggc cct tec etc aca agt ccg aca tct cca ggc ccc cac 1669 
Glu Ser Gly Pro Ser Leu Thr Ser Pro Thr Ser Pro Gly Pro His 
400 405 410 

tgaactcegg ggacctctac tgactgcttg ctgggacagt caccagggtt ggggggaagg 1729 
gecacaaaat gaaaccatta aagaccctta agagee 1765 



<210> 242 
<211> 410 
<212> PRT 
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<213> Homo sapiens 
<400> 242 

Met Ala Pro Pro Ala Gly Gly Ala Ala Ala Ala Ala Ser Asp Leu Gly 

1.5 10 15 

Ser Ala Ala Val Leu Leu Ala Val His Ala Ala Val Arg Pro Leu Gly 

20 25 30 

Ala Gly Pro Asp Ala Glu Ala Gin Leu Arg Arg Leu Gin Leu Ser Ala 

35 40 45 

Asp Pro Glu Arg Pro Gly Arg Phe Arg Leu Glu Leu Leu Gly Ala Gly 

50 55 60 

Pro Gly Ala Val Asn Leu Glu Trp Pro Leu Glu Ser Val Ser Tyr Thr 

65 70 75 80 

He Arg Gly Pro Thr Gin His Glu Leu Gin Pro Pro Pro Gly Gly Pro 

85 90 95 

Gly Thr Leu Ser Leu His Phe Leu Asn Pro Gin Glu Ala Gin Arg Trp 

100 105 110 

Ala Val Leu Val Arg Gly Ala Thr Val Glu Gly Gin Asn Gly Ser Lys 

115 120 125 

Ser Asn Ser Pro Pro Ala Leu Gly Pro Glu Ala Cys Pro Val Ser Leu 

13U 135 140 
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Pro Ser Pro Pro Glu Ala Ser Thr Leu Lys Gly Pro Pro Pro Glu Ala 

145 150 155 160 

Asp Leu Pro Arg Ser Pro Gly Asn Leu Thr Glu Arg Glu Glu Leu Ala 

165 170 175 

Gly Ser Leu Ala Arg Ala lie Ala Gly Gly Asp Glu Lys Gly Ala Ala 

180 185 190 

Gin Val Ala Ala Val Leu Ala Gin His Arg Val Ala Leu Ser Val Gin 

195 200 205 

Leu Gin Glu Ala Cys Phe Pro Pro Gly Pro He Arg Leu Gin Val Thr 

210 215 220 

Leu Glu Asp Ala Ala Ser Ala Ala Ser Ala Ala Ser Ser Ala His Val 

225 230 235 240 

Ala Leu Arg Val His Pro His Cys Thr Val Ala Ala Leu Gin Glu Gin 

245 250 255 

Val Phe Ser Glu Leu Gly Phe Pro Pro Ala Val Gin Arg Trp Val He 

260 265 270 

Gly Arg Cys Leu Cys Val Pro Glu Arg Ser Leu Ala Ser Tyr Gly Val 

275 280 285 

Arg Gin Asp Gly Asp Pro Ala Phe Leu Tyr Leu Leu Ser Ala Pro Arg 
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290 295 300 

Glu Ala Pro Ala Thr Gly Pro Ser Pro Gin His Pro Gin Lys Met Asp 

305 310 315 320 

Gly Glu Leu Gly Arg Leu Phe Pro Pro Ser Leu Gly Leu Pro Gin Ala 

325 330 335 

Pro Ser Gin Leu Pro Pro Ala Cys Pro Val His Ser Ser Pro Ala Gly 

340 345 350 

Pro Val Leu Pro Ala Pro Ser Ser Met Pro Gin Thr Ala Leu Ala Val 

355 360 365 

Arg Cys Val Ala Pro Arg Gly Pro Ala Leu Gly Thr Pro Leu Leu Gin 

370 375 380 

Leu Pro Pro Ser Ser His Gin Arg Leu Gin Gly Glu Ser Gly Pro Ser 

385 390 395 400 

Leu Thr Ser Pro Thr Ser Pro Gly Pro His 
405 410 



<210> 243 
<211> 1369 
<212> DNA 

<213> Homo sapiens 
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<220> 

<221> CDS 

<222> (23).. (748) 

<400> 243 

aacgagctcg ggcctcaccc gg atg gcg get gcg acg cgc ggc tgc egg ccc 52 

Met Ala Ala Ala Thr Arg Gly Cys Arg Pro 
1 5 10 

tgg ggc teg etc etc ggg ctg etc ggg ctg gtc teg gee gcg gee gee 100 
Trp Gly Ser Leu Leu Gly Leu Leu Gly Leu Val Ser Ala Ala Ala Ala 

15 20 25 

gec tgg gac ctg get tec ctg cgc tgc acc ttg ggc gec ttt tgc gaa 148 
Ala Trp Asp Leu Ala Ser Leu Arg Cys Thr Leu Gly Ala Phe Cys Glu 

30 35 40 

tgc gac ttc egg ccc gac ttg ccg ggt ctg gag tgt gac ctg get cag 196 
Cys Asp Phe Arg Pro Asp Leu Pro Gly Leu Glu Cys Asp Leu Ala Gin 

45 50 55 

cac ctg gec ggc cag cat ctg gec aag gcg ctg gtg gtg aag gcg ctg 244 
His Leu Ala Gly Gin His Leu Ala Lys Ala Leu Val Val Lys Ala Leu 

60 65 70 



aag gec ttt gtg egg gac cca gec ccc acc aag ccg ctg gtc etc tec 292 
Lys Ala Phe Val Arg Asp Pro Ala Pro Thr Lys Pro Leu Val Leu Ser 

75 80 85 90 



9 3 1 



ffi§E# 2000-30 6 2522 



#*fl 11-194179 



ctg cac ggc tgg acc ggc acc ggc aaa tec tat gtc age tec ctg ctg 340 
Leu His Gly Trp Thr Gly Thr Gly Lys Ser Tyr Val Ser Ser Leu Leu 
95 100 105 

gcg cac tac etc ttc cag ggc ggc etc cgc age ccc cgc gtg cac cac 388 
Ala His Tyr Leu Phe Gin Gly Gly Leu Arg Ser Pro Arg Val His His 
110 115 120 

ttt tct ccc gtc etc cac ttc ccc cac ccc age cac ate gag cgc tac 436 
Phe Ser Pro Val Leu His Phe Pro His Pro Ser His He Glu Arg Tyr 
125 130 135 

aag aag gat ctg aag age tgg gtc caa ggg aac etc act gee tgt ggc 484 
Lys Lys Asp Leu Lys Ser Trp Val Gin Gly Asn Leu Thr Ala Cys Gly 
140 145 150 

cgc tec etc ttc etc ttc gat gag atg gac aag atg ccc cca ggc ctg 532 
Arg Ser Leu Phe Leu Phe Asp Glu Met Asp Lys Met Pro Pro Gly Leu 
155 160 165 170 

atg gaa gtc ctg egg cct ttc ctg ggc tec tec tgg gtg gta tac ggg 580 
Met Glu Val Leu Arg Pro Phe Leu Gly Ser Ser Trp Val Val Tyr Gly 

175 180 185 

acc aat tac cgc aaa gee ate ttc ate ttc ate aga tgg ctt etc aaa 628 
Thr Asn Tyr Arg Lys Ala He Phe He Phe He Arg Trp Leu Leu Lys 

190 195 200 

etc ggg cat cat gga aga gcg cct cct aga cgc agt get gee ctt cct 676 



9 3 2 



ffiH# 2000-3062522 



11—194179 

i 

Leu Gly His His Gly Arg Ala Pro Pro Arg Arg Ser Gly Ala Leu Pro 

205 210 215 

ccc get cca gcg gca cca cgt ccg gca ctg cgt get caa cga get ggc 724 
Pro Ala Pro Ala Ala Pro Arg Pro Ala Leu Arg Ala Gin Arg Ala Gly 

220 225 230 

cca get ggg cct gga gee aag gga tgaggttgtc caggctgtgc tggacagcac 778 
Pro Ala Gly Pro Gly Ala Lys Gly 

235 240 

caccttcttc cctgaagacg agcagctctt ctcctccaac ggctgeaaga ccgtggcctc 838 
ccgaatcgcc ttcttcctct gactctctga gtggtgtcct cggcccccct gatggecagg 898 
ecatgeagga aaggccaggg gcctctgtca caggaaccca gagcaccaag tgagatgaac 958 
ggagtgtcgg ctaggccacg ggacagatgg ccaggaaggg ccctggcctc taaactggct 1018 
cgagagcatc ttggccccgg ccaccttccc cagggaaacc cctggtcacc ccagaacctc 1078 
actgagcett gacctccccc tgcagcctga gccttcttac tgtgaattat aactcaggga 1138 
ctgtggctcg tggcggtgct ccctcctcag tctgccaccc ttgccccttg cctccttggt 1198 
cgggcaccat acctcctccc ctccacccca caccctgtgt ccatatcaag ccaggtggag 1258 
ccttctcagt ttccagaaat ggagggactc aagctgccac ttgggcctgg ttttagatgt 1318 



9 3 3 



ffifl# 2000-3062522 



#5p 11-194 179 
ttttaatttt gtaaaagaaa acaagtataa taaactcagc tgtgggacca g 1369 

<210> 244 
<211> 242 
<212> PRT 
<213> Homo sapiens 

<400> 244 

Met Ala Ala Ala Thr Arg Gly Cys Arg Pro Trp Gly Ser Leu Leu Gly 
1 5 10 15 

Leu Leu Gly Leu Val Ser Ala Ala Ala Ala Ala Trp Asp Leu Ala Ser 

20 25 30 

Leu Arg Cys Thr Leu Gly Ala Phe Cys Glu Cys Asp Phe Arg Pro Asp 

35 40 45 

Leu Pro Gly Leu Glu Cys Asp Leu Ala Gin His Leu Ala Gly Gin His 

50 55 60 

Leu Ala Lys Ala Leu Val Val Lys Ala Leu Lys Ala Phe Val Arg Asp 

65 70 75 80 

Pro Ala Pro Thr Lys Pro Leu Val Leu Ser Leu His Gly Trp Thr Gly 

85 90 95 

Thr Gly Lys Ser Tyr Val Ser Ser Leu Leu Ala His Tyr Leu Phe Gin 

100 105 110 



9 3 4 



mtSEft 2000-3062522 



11 — 194179 



Gly Gly Leu Arg Ser Pro Arg Val His His Phe Ser Pro Val Leu His 
115 120 125 

Phe Pro His Pro Ser His lie Glu Arg Tyr Lys Lys Asp Leu Lys Ser 
130 135 140 

Trp Val Gin Gly Asn Leu Thr Ala Cys Gly Arg Ser Leu Phe Leu Phe 

145 150 155 160 

Asp Glu Met Asp Lys Met Pro Pro Gly Leu Met Glu Val Leu Arg Pro 

165 170 175 

Phe Leu Gly Ser Ser Trp Val Val Tyr Gly Thr Asn Tyr Arg Lys Ala 

180 185 190 

He Phe lie Phe He Arg Trp Leu Leu Lys Leu Gly His His Gly Arg 

195 200 205 

Ala Pro Pro Arg Arg Ser Gly Ala Leu Pro Pro Ala Pro Ala Ala Pro 

210 215 220 

Arg Pro Ala Leu Arg Ala Gin Arg Ala Gly Pro Ala Gly Pro Gly Ala 

225 230 235 240 



Lys Gly 



9 3 5 



ffifE# 2000-30625 22 



11-194179 



<210> 245 
<211> 1584 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (100).. (1194) 
<400> 245 

gcgctcgccg cgctcgcact gaagcccggg ccctcgcgcg ccgcggttcg ccccgcagcc 60 

tcgccccctg cccacccggg cggccgtagg gcggtcacg atg ctg ccg ccc tta 114 

Met Leu Pro Pro Leu 
1 5 

ccc tec cgc etc ggg ctg ctg ctg ctg ctg etc ctg tgc ccg gcg cac 162 
Pro Ser Arg Leu Gly Leu Leu Leu Leu Leu Leu Leu Cys Pro Ala His 
10 15 20 

gtc ggc gga ctg tgg tgg get gtg ggc age ccc ttg gtt atg gac cct 210 
Val Gly Gly Leu Trp Trp Ala Val Gly Ser Pro Leu Val Met Asp Pro 

25 30 35 

acc age ate tgc agg aag gca egg egg ctg gec ggg egg cag gec gag 258 
Thr Ser He Cys Arg Lys Ala Arg Arg Leu Ala Gly Arg Gin Ala Glu 

40 45 50 



ttg tgc cag get gag ccg gaa gtg gtg gca gag eta get egg ggc gec 306 

9 3 6 ffi|E# 2000-3062522 



i 1-19 4179 



Leu Cys Gin Ala Glu Pro Glu Val Val Ala Glu Leu Ala Arg Gly Ala 

55 60 65 

egg etc ggg gtg cga gag tgc cag ttc cag ttc cgc ttc cgc cgc tgg 354 

Arg Leu Gly Val Arg Glu Cys Gin Phe Gin Phe Arg Phe Arg Arg Trp 

70 75 80 85 

aat tgc tec age cac age aag gec ttt gga cgc ate ctg caa cag gac 402 

Asn Cys Ser Ser His Ser Lys Ala Phe Gly Arg He Leu Gin Gin Asp 

90 95 100 

att egg gag acg gee ttc gtg ttc gec ate act gcg gec ggc gec age 450 

He Arg Glu Thr Ala Phe Val Phe Ala He Thr Ala Ala Gly Ala Ser 

105 110 115 

cac gee gtc acg cag gee tgt tct atg ggc gag ctg ctg cag tgc ggc 498 

His Ala Val Thr Gin Ala Cys Ser Met Gly Glu Leu Leu Gin Cys Gly 

120 125 130 

tgc cag gcg ccc cgc tgg egg gec cct ccc egg ccc tec ggc ctg ccc 546 

Cys Gin Ala Pro Arg Trp Arg Ala Pro Pro Arg Pro Ser Gly Leu Pro 

135 140 145 

ggc ace ccc gga ccc cct ggc ccc gcg ggc tec ccg gaa ggc age gee 594 

Gly Thr Pro Gly Pro Pro Gly Pro Ala Gly Ser Pro Glu Gly Ser Ala 

150 155 160 165 

gec tgg gag tgg gga ggc tgc ggc gac gac gtg gac ttc ggg gac gag 642 

Ala Trp Gl u Trp Gl y Gl y C ys G ly A sp A sp Val Asp Phe Gly Asp Glu 



9 3 7 



ffilE# 2000-3062522 



#3* 11 — 194179 



170 175 180 

aag teg agg etc ttt atg gac gcg egg cac aag egg gga cgc gga gac 690 
Lys Ser Arg Leu Phe Met Asp Ala Arg His Lys Arg Gly Arg Gly Asp 
185 190 195 

ate cgc gcg ttg gtg caa ctg cac aac aac gag gcg ggc agg ctg gee 738 
He Arg Ala Leu Val Gin Leu His Asn Asn Glu Ala Gly Arg Leu Ala 

200 205 210 

gtg egg age cac acg cgc ace gag tgc aaa tgc cac ggg ctg teg gga 786 
Val Arg Ser His Thr Arg Thr Glu Cys Lys Cys His Gly Leu Ser Gly 

215 220 225 

tea tgc gcg ctg cgc ace tgc tgg cag aag ctg cct cca ttt cgc gag 834 
Ser Cys Ala Leu Arg Thr Cys Trp Gin Lys Leu Pro Pro Phe Arg Glu 

230 235 240 245 

gtg ggc gcg egg ctg ctg gag cgc ttc cac ggc gec tea cgc gtc atg 882 
Val Gly Ala Arg Leu Leu Glu Arg Phe His Gly Ala Ser Arg Val Met 

250 255 260 

ggc acc aac gac ggc aag gec ctg ctg ccc gec gtc cgc acg etc aag 930 
Gly Thr Asn Asp Gly Lys Ala Leu Leu Pro Ala Val Arg Thr Leu Lys 

265 270 275 

ccg ccg ggc cga gcg gac etc etc tac gee gee gat teg ccc gac ttc 978 
Pro Pro Gly Arg Ala Asp Leu Leu Tyr Ala Ala Asp Ser Pro Asp Phe 

280 285 2BQ 

9 3 8 2000-3062522 



11—194179 



tgc gcc ccc aac cga cgc acc ggc tec ccc ggc acg cgc ggt cgc gec 1026 
Cys Ala Pro Asn Arg Arg Thr Gly Ser Pro Gly Thr Arg Gly Arg Ala 

295 300 305 

tgc aat age age gcc ccg gac etc age ggc tgc gac ctg ctg tgc tgc 1074 
Cys Asn Ser Ser Ala Pro Asp Leu Ser Gly Cys Asp Leu Leu Cys Cys 

310 315 320 325 

ggc cgc ggg cac cgc cag gag age gtg cag etc gaa gag aac tgc ctg 1122 
Gly Arg Gly His Arg Gin Glu Ser Val Gin Leu Glu Glu Asn Cys Leu 

330 335 340 

tgc cgc ttc cac tgg tgc tgc gta gta cag tgc cac cgc tgc cgt gtg 1170 
Cys Arg Phe His Trp Cys Cys Val Val Gin Cys His Arg Cys Arg Val 

345 350 355 

cgc aag gag etc age etc tgc ctg tgacccgccg cccggccgct agactgactt 1224 
Arg Lys Glu Leu Ser Leu Cys Leu 

360 365 

cgcgcagcgg tggctcgcac ctgtgggacc tcagggcacc ggcaccgggc gcctctcgcc 1284 
gctcgagccc agcctctccc tgccaaagcc caactcccag ggctctggaa atggtgaggc 1344 
gaggggcttg agaggaaege ccacccacga aggeccaggg cgccagacgg ccccgaaaag 1404 
gcgctcgggg agcgtttaaa ggacactgta caggccctcc ctccccttgg cctctaggag 1464 



9 3 9 



ffi£E# 2000-3062522 



11-194179 

gaaacagttt tttagactgg aaaaaagcca gtctaaaggc ctctggatac tgggctcccc 1524 
agaactgctg gccacaggat ggtgggtgag gttagtatca ataaagatat ttaaaccacc 1584 

<210> 246 
<211> 365 
<212> PRT 

<213> Homo sapiens 
<400> 246 

Met Leu Pro Pro Leu Pro Ser Arg Leu Gly Leu Leu Leu Leu Leu Leu 
1 5 10 15 

Leu Cys Pro Ala His Val Gly Gly Leu Trp Trp Ala Val Gly Ser Pro 

20 25 30 

Leu Val Met Asp Pro Thr Ser lie Cys Arg Lys Ala Arg Arg Leu Ala 

35 40 45 

Gly Arg Gin Ala Glu Leu Cys Gin Ala Glu Pro Glu Val Val Ala Glu 

50 55 60 

Leu Ala Arg Gly Ala Arg Leu Gly Val Arg Glu Cys Gin Phe Gin Phe 

65 70 75 80 

Arg Phe Arg Arg Trp Asn Cys Ser Ser His Ser Lys Ala Phe Gly Arg 

85 90 95 



9 4 0 



ffi$E# 2000-3062522 



11-194179 



He Leu Gin Gin Asp He Arg Glu Thr Ala Phe Val Phe Ala He Thr 

100 105 110 

Ala Ala Gly Ala Ser His Ala Val Thr Gin Ala Cys Ser Met Gly Glu 

115 120 125 

Leu Leu Gin Cys Gly Cys Gin Ala Pro Arg Trp Arg Ala Pro Pro Arg 
130 135 140 

Pro Ser Gly Leu Pro Gly Thr Pro Gly Pro Pro Gly Pro Ala Gly Ser 
145 150 155 160 

Pro Glu Gly Ser Ala Ala Trp Glu Trp Gly Gly Cys Gly Asp Asp Val 
165 170 175 

Asp Phe Gly Asp Glu Lys Ser Arg Leu Phe Met Asp Ala Arg His Lys 
180 185 190 

Arg Gly Arg Gly Asp He Arg Ala Leu Val Gin Leu His Asn Asn Glu 

195 200 205 

Ala Gly Arg Leu Ala Val Arg Ser His Thr Arg Thr Glu Cys Lys Cys 

210 215 220 

His Gly Leu Ser Gly Ser Cys Ala Leu Arg Thr Cys Trp Gin Lys Leu 

225 230 235 240 

Pro Pro Phe Arg Glu Val Gly Ala Arg Leu Leu Glu Arg Phe His Gly 

245 250 255 



9 4 1 



d5II#2 000-3062522 



11 — 194179 



Ala Ser Arg Val Met Gly Thr Asn Asp Gly Lys Ala Leu Leu Pro Ala 

260 265 270 

Val Arg Thr Leu Lys Pro Pro Gly Arg Ala Asp Leu Leu Tyr Ala Ala 

275 280 285 

Asp Ser Pro Asp Phe Cys Ala Pro Asn Arg Arg Thr Gly Ser Pro Gly 

290 295 300 

Thr Arg Gly Arg Ala Cys Asn Ser Ser Ala Pro Asp Leu Ser Gly Cys 

305 310 315 320 

Asp Leu Leu Cys Cys Gly Arg Gly His Arg Gin Glu Ser Val Gin Leu 

325 330 335 

Glu Glu Asn Cys Leu Cys Arg Phe His Trp Cys Cys Val Val Gin Cys 

340 345 350 

His Arg Cys Arg Val Arg Lys Glu Leu Ser Leu Cys Leu 

355 360 365 

<210> 247 
<211> 899 
<212> DNA 

<213> Homo sapiens 

<220> 



9 4 2 ffi|E# 2000-3062522 



#5p 11 — 194179 




<221> CDS 

<222> (77).. (493) 

<400> 247 

gtgcgcgttg gggcggccgg ccaatgccgg accgcttcgg caccgcccgc ccgatccctc 60 



cacccgtggg ccggca atg gcg ggc gca gtt teg etc ttg ggt gtg gtg ggg 112 

Met Ala Gly Ala Val Ser Leu Leu Gly Val Val Gly 

1 5 10 



ctg ctg ctt gtg tct gcg ctg tec ggg gtc eta gga gac cgc gee aat 160 

Leu Leu Leu Val Ser Ala Leu Ser Gly Val Leu Gly Asp Arg Ala Asn 

15 20 25 

ccc gac etc egg gca cac cca ggg aac gca gee cac ccc ggc tct gga 208 

Pro Asp Leu Arg Ala His Pro Gly Asn Ala Ala His Pro Gly Ser Gly 

30 35 40 



gee acg gaa ccc egg egg cga cca ccg etc aag gat caa cgc gag egg 256 
Ala Thr Glu Pro Arg Arg Arg Pro Pro Leu Lys Asp Gin Arg Glu Arg 

45 50 55 60 

acc egg gee ggg teg ctg cct ctg ggg gcg ctg tac acc gcg gee gtc 304 
Thr Arg Ala Gly Ser Leu Pro Leu Gly Ala Leu Tyr Thr Ala Ala Val 

65 70 75 



gcg get ttt gtg ctg tac aag tgt ttg cag ggg aaa gat gaa act gcg 352 
Ala Ala Phe Val Leu Tyr Lys Cys Leu Gin Gly Lys Asp Glu Thr Ala 

80 85 90 



9 4 3 



*$E# 2000-3062522 



11—194179 

J 



gtt etc cac gag gag gca age aag cag cag cca ctg cag tea gag caa 400 
Val Leu His Glu Glu Ala Ser Lys Gin Gin Pro Leu Gin Ser Glu Gin 
95 100 105 

cag ctg gee cag ttg aca caa cag ctg gec cag aca gag cag cac ctg 448 
Gin Leu Ala Gin Leu Thr Gin Gin Leu Ala Gin Thr Glu Gin His Leu 

110 115 120 

aac aac ctg atg gee cag ctg gac ccc ctt ttt gag egg age ttc 493 
Asn Asn Leu Met Ala Gin Leu Asp Pro Leu Phe Glu Arg Ser Phe 

125 130 135 

tgaacatgaa gctatggacc atccacgagc tgetgeaaga tagcaagecg gacaaggata 553 
tggaggcttc agaaccaggt gaaggctegg gaggegagtc tgctggaggt ggagacaaag 613 
tctctgaaac tggaacattc ctgatctctc cccacacaga ggecagcaga cctcttcctg 673 
aggacttctg tttaaaggag gacgaggagg aggttggtga cagtcaggcc tgggaggagc 733 
ccacaaactg gagcacagag acatggaacc tagctacttc ctgggaggtg gggeggggae 793 
tacggagaag gtgcagccag gctgtggcaa agggccccag tcacagcctt ggctgggaag 853 
gagggacgac agctgaaggt cgactaaaac aaagtctgtt ttcatg 899 

<210> 248 



9 4 4 



05114$ 2 000-3062522 



11 — 194179 



<211> 139 
<212> PRT 
<213> Homo sapiens 

<400> 248 

Met Ala Gly Ala Val Ser Leu Leu Gly Val Val Gly Leu Leu Leu Val 
15 10 15 

Ser Ala Leu Ser Gly Val Leu Gly Asp Arg Ala Asn Pro Asp Leu Arg 

20 25 30 

Ala His Pro Gly Asn Ala Ala His Pro Gly Ser Gly Ala Thr Glu Pro 

35 40 45 

Arg Arg Arg Pro Pro Leu Lys Asp Gin Arg Glu Arg Thr Arg Ala Gly 

50 55 60 

Ser Leu Pro Leu Gly Ala Leu Tyr Thr Ala Ala Val Ala Ala Phe Val 

65 70 75 80 

Leu Tyr Lys Cys Leu Gin Gly Lys Asp Glu Thr Ala Val Leu His Glu 

85 90 95 

Glu Ala Ser Lys Gin Gin Pro Leu Gin Ser Glu Gin Gin Leu Ala Gin 
100 105 110 

Leu Thr Gin Gin Leu Ala Gin Thr Glu Gin His Leu Asn Asn Leu Met 

115 120 125 



9 4 5 2 0 0 0 - 3 0 6 2 5 2 2 



11 — 194179 

Ala Gin Leu Asp Pro Leu Phe Glu Arg Ser Phe 

130 135 

<210> 249 
<211> 1874 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (156).. (818) 

<400> 249 

agcctgagaa gagcgtctcg cccgggagcg gcggcggcca tcgagaccca cccaaggcgc 60 

gtccccctcg gcctcccagc gctcccaagc cgcagcggcc gcgccccttc agctagctcg 120 

ctcgctcgct ctgcttccct gctgccggct gcgcc atg gcg ttg gcg ttg gcg 173 

Met Ala Leu Ala Leu Ala 
1 5 

gcg ctg gcg gcg gtc gag ccg gcc tgc ggc age egg tac tgg cag ttg 221 
Ala Leu Ala Ala Val Glu Pro Ala Cys Gly Ser Arg Tyr Trp Gin Leu 

10 15 20 

cag aat gaa gaa gag tct gga gaa cct gaa cag get gca ggt gat get 269 
Gin Asn Glu Glu Glu Ser Gly Glu Pro Glu Gin Ala Ala Gly Asp Ala 

25 30 35 



9 4 6 



ftJl#2 000-3062522 



11-194179 



cct cca cct tac age age att tct gca gag age gca gca tat ttt gac 317 
Pro Pro Pro Tyr Ser Ser He Ser Ala Glu Ser Ala Ala Tyr Phe Asp 
40 45 50 

tac aag gat gag tct ggg ttt cca aag ccc cca tct tac aat gta get 365 
Tyr Lys Asp Glu Ser Gly Phe Pro Lys Pro Pro Ser Tyr Asn Val Ala 

55 60 65 70 

aca aca ctg ccc agt tat gat gaa gcg gag agg acc aag get gaa get 413 
Thr Thr Leu Pro Ser Tyr Asp Glu Ala Glu Arg Thr Lys Ala Glu Ala 

75 80 85 

act ate cct ttg gtt cct ggg aga gat gag gat ttt gtg ggt egg gat 461 
Thr lie Pro Leu Val Pro Gly Arg Asp Glu Asp Phe Val Gly Arg Asp 

90 95 100 

gat ctt gat gat get gac cag ctg agg ata gga aat gat ggg att ttc 509 
Asp Leu Asp Asp Ala Asp Gin Leu Arg He Gly Asn Asp Gly lie Phe 
105 110 115 

atg tta act ttt ttc atg gca ttc etc ttt aac tgg att ggg ttt ttc 557 
Met Leu Thr Phe Phe Met Ala Phe Leu Phe Asn Trp He Gly Phe Phe 

120 125 130 

ctg tct ttt tgc ctg acc act tea get gca gga agg tat ggg gee att 605 
Leu Ser Phe Cys Leu Thr Thr Ser Ala Ala Gly Arg Tyr Gly Ala He 
135 140 145 150 



9 4 7 



2000-3062522 



#5p 11-194179 

i 

tea gga ttt ggt etc tct eta att aaa tgg ate ctg att gtc agg ttt 653 
Ser Gly Phe Gly Leu Ser Leu He Lys Trp He Leu He Val Arg Phe 

155 160 165 



tec acc tat ttc cct gga tat ttt gat ggt cag tac tgg etc tgg tgg 701 
Ser Thr Tyr Phe Pro Gly Tyr Phe Asp Gly Gin Tyr Trp Leu Trp Trp 

170 175 180 

gtg ttc ctt gtt tta ggc ttt etc ctg ttt etc aga gga ttt ate aat 749 
Val Phe Leu Val Leu Gly Phe Leu Leu Phe Leu Arg Gly Phe He Asn 
185 190 195 

tat gca aaa gtt egg aag atg cca gaa act ttc tea aat etc ccc agg 797 
Tyr Ala Lys Val Arg Lys Met Pro Glu Thr Phe Ser Asn Leu Pro Arg 

200 205 210 

acc aga gtt etc ttt att tat taaagatgtt ttctggcaaa ggccttcctg 848 
Thr Arg Val Leu Phe He Tyr 

215 220 

catttatgaa ttctctctca agaagcaaga gaacacctgc aggaagtgaa teaagatgea 908 
gaacacagag gaataatcac ctgctttaaa aaaataaagt actgttgaaa agatcatttc 968 
tctctatttg ttcctaggtg taaaatttta atagttaatg cagaattctg taatcattga 1028 
atcattagtg gttaatgttt gaaaaagctc ttgcaatcaa gtctgtgatg tattaataat 1088 
gecttatata ttgtttgtag tcattttaag tagcatgagc catgtccctg tagteggtag 1148 



9 4 8 



ffiSE# 2000-3062522 



4#¥l 1-194179 



ggggcagtct tgctttattc atcctccatc tcaaaatgaa cttggaatta aatattgtaa 1208 
gatatgtata atgctggcca ttttaaaggg gttttctcaa aagttaaact tttgttatga 1268 
ctgtgttttt gcacataatc catatttgct gttcaagtta atctagaaat ttattcaatt 1328 
ctgtatgaac acctggaagc aaaatcatag tgcaaaaata catttaaggt gtggtcaaaa 1388 
ataagtcttt aattggtaaa taatgagcat taatttttta tagcctgtat tcacaattct 1448 
gcggtacctt attgtaccta agggattcta aaggtgttgt cactgtataa aacagaaagc 1508 
actaggatac aaatgaagct taattactaa aatgtaattc ttgacactct ttctataatt 1568 
agcgttcttc acccccaccc ccacccccca ccccccttat tttccttttg tctcctggtg 1628 
attaggccaa agtctgggag taaggagagg attaggtact taggagcaaa gaaagaagta 1688 
gcttggaact tttgagatga tccctaacat actgtactac ttgcttttac aatgtgttag 1748 
cagaaaccag tgggttataa tgtagaatga tgtgctttct gcccaagtgg taattcatct 1808 
tggtttgcta tgttaaaact gtaaatacaa cagaacatta ataaatatct cttgtgtagc 1868 
accttt 1874 



<210> 250 



9 4 9 



mSiE# 2000-3062522 



#^ 11-194179 

<211> 221 
<212> PRT 
<213> Homo sapiens 

<400> 250 

Met Ala Leu Ala Leu Ala Ala Leu Ala Ala Val Glu Pro Ala Cys Gly 
15 10 15 

Ser Arg Tyr Trp Gin Leu Gin Asn Glu Glu Glu Ser Gly Glu Pro Glu 

20 25 30 

Gin Ala Ala Gly Asp Ala Pro Pro Pro Tyr Ser Ser He Ser Ala Glu 

35 40 45 

Ser Ala Ala Tyr Phe Asp Tyr Lys Asp Glu Ser Gly Phe Pro Lys Pro 

50 55 60 

Pro Ser Tyr Asn Val Ala Thr Thr Leu Pro Ser Tyr Asp Glu Ala Glu 

65 70 75 80 

Arg Thr Lys Ala Glu Ala Thr He Pro Leu Val Pro Gly Arg Asp Glu 

85 90 95 

Asp Phe Val Gly Arg Asp Asp Leu Asp Asp Ala Asp Gin Leu Arg He 

100 105 HO 

Gly Asn Asp Gly He Phe Met Leu Thr Phe Phe Met Ala Phe Leu Phe 

115 120 125 



9 5 0 



ffi3E# 2000-3062522 



11-194179 

Asn Trp lie Gly Phe Phe Leu Ser Phe Cys Leu Thr Thr Ser Ala Ala 

130 135 140 

Gly Arg Tyr Gly Ala He Ser Gly Phe Gly Leu Ser Leu He Lys Trp 

145 150 155 160 

He Leu He Val Arg Phe Ser Thr Tyr Phe Pro Gly Tyr Phe Asp Gly 

165 170 175 

Gin Tyr Trp Leu Trp Trp Val Phe Leu Val Leu Gly Phe Leu Leu Phe 
180 185 190 

Leu Arg Gly Phe He Asn Tyr Ala Lys Val Arg Lys Met Pro Glu Thr 

195 200 205 

Phe Ser Asn Leu Pro Arg Thr Arg Val Leu Phe He Tyr 

210 215 220 



<210> 251 
<211> 1463 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (78).. (587) 

<400> 251 



9 5 1 



Jf}IiE# 2000-3062522 



11 — 194179 



acgcgaaggc tctatcccac gaaaggactg ggtgcacccc agaacgagga cgcggagctt 60 

ccctgttcca agcagcg atg cct ggc gga gcc tgc gtg ctg gtg ate gcg 110 

Met Pro Gly Gly Ala Cys Val Leu Val lie Ala 
1 5 10 



ctg atg ttc ctg gcc tgg ggg gaa get cag gag tgc tct cct ggg gga 158 
Leu Met Phe Leu Ala Trp Gly Glu Ala Gin Glu Cys Ser Pro Gly Gly 

15 20 25 

cac cag ttt ctt egg agt cct tat aga agt gtc cgt ttt gac tea tgg 206 

His Gin Phe Leu Arg Ser Pro Tyr Arg Ser Val Arg Phe Asp Ser Trp 

30 35 40 

cac etc cag cag tea get gtt caa gac eta ata tgt gac cat tec etc 254 

His Leu Gin Gin Ser Ala Val Gin Asp Leu He Cys Asp His Ser Leu 

45 50 55 

tec cct gga tgg tat aga ttt etc ate ctt gac aga cct gcc gag atg 302 

Ser Pro Gly Trp Tyr Arg Phe Leu He Leu Asp Arg Pro Ala Glu Met 

60 65 70 75 



cca ace aaa tgt gtt gag atg aac cat tgt gga act cag gcc ccc ate 350 
Pro Thr Lys Cys Val Glu Met Asn His Cys Gly Thr Gin Ala Pro lie 
80 85 90 

tgg ctg tct ctg aga gat tea gaa aca ctg cca tct cct ggg gag ate 398 
Trp Leu Ser Leu Arg Asp Ser Glu Thr Leu Pro Ser Pro Gly Glu He 

95 100 105 

9 5 2 £B$E$I 2000-3062522 



11-194179 



aag caa ttg aca get tgt gca aca tgg cag ttt ttg ttc age act 
Lys Gin Leu Thr Ala Cys Ala Thr Trp Gin Phe Leu Phe Ser Thr 
110 115 120 

aaa gac tgc tgt etc ttt caa ate cca gtg tct gta aga aac tgt 
Lys Asp Cys Cys Leu Phe Gin He Pro Val Ser Val Arg Asn Cys 

125 130 135 

aac ttt tct gta tac tta eta caa cca act cag gga tgt atg ggc 
Asn Phe Ser Val Tyr Leu Leu Gin Pro Thr Gin Gly Cys Met Gly 
140 145 150 

tgt gcg gaa ggg ttc ttt gee aag att gta aag tec ccc cac acg 
Cys Ala Glu Gly Phe Phe Ala Lys He Val Lys Ser Pro His Thr 
160 165 170 

tgaaagcatc aaaacagaca tctcacattt ttccactgga cataatgatt gagtgtgtta 647 

aaaattcttt ggtttcctca agtccattcc tgttttaatt aaaggatgaa gaaggctatt 707 

tetgatgeae gattacaccc atgtggttct gatgaaactg aaacaggagg tgattgtgtt 767 

cgtcagctgg ctgcctcatt gccacctcca ectgeaggaa ggccagaggt tctggtggag 827 

ttgattgagt ccaggctttt ctgtaggtgt tcttttgatg ttcccgctac aaaaaactca 887 

gtgggatttc acatagcttg gtctaggctt tcttctcaag aagtcaaaga ggagctgaca 947 



Q 53 »2 0 0 0-3 0 6 2 5 2 2 



aca 446 
Thr 



ggg 494 
Gly 



tac 542 
Tyr 
155 

587 



11-194179 

caagagacca cagttcaggc attctctctt ttagaacttg atggcataaa tctcagactt 1007 
ggagacagga tattctgcag cgcttctgtc tttttcttgg agaatcctca tgtacaaagt 1067 
gtagccatcg aaagccaaga attttttgca ggcattaagc tacagcctga attgagcact 1127 
atatcagagg atgggaaaga atactacctg aggatagaaa gcacagttcc tattatttgt 1187 
tctgaattta gtgagcttga tcaagaatgc aaaatctcat taaaactgaa aactattgat 1247 
caaggtaata tactaacttt attttatctt attattagat tgcaaacaat aatgcttttt 1307 
tttcctgtag gaaaagtcac tggagtgtac tcatataata aatcatgttg catgttgaca 1367 
tcaaatttta gcccaatcat attactaata ctcggccaaa ctgacgattg ccaaagcaat 1427 
tcacatttct tcttcttggc cgaaagcata catttt 1463 



<210> 252 
<211> 170 
<212> PRT 

<213> Homo sapiens 
<400> 252 

Met Pro Gly Gly Ala Cys Val Leu Val He Ala Leu Met Phe Leu Ala 

15 10 15 

Trp Gly Glu Ala Gin Glu Cys Ser Pro Gly Gly His Gin Phe Leu Arg 



9 5 4 miE# 2000-3062522 
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20 



25 



30 



Ser Pro Tyr Arg Ser Val Arg Phe Asp Ser Trp His Leu Gin Gin Ser 
35 40 45 

Ala Val Gin Asp Leu He Cys Asp His Ser Leu Ser Pro Gly Trp Tyr 

50 55 60 

Arg Phe Leu He Leu Asp Arg Pro Ala Glu Met Pro Thr Lys Cys Val 

65 70 75 80 

Glu Met Asn His Cys Gly Thr Gin Ala Pro He Trp Leu Ser Leu Arg 

85 90 95 

Asp Ser Glu Thr Leu Pro Ser Pro Gly Glu He Lys Gin Leu Thr Ala 
100 105 110 

Cys Ala Thr Trp Gin Phe Leu Phe Ser Thr Thr Lys Asp Cys Cys Leu 
115 120 125 

Phe Gin lie Pro Val Ser Val Arg Asn Cys Gly Asn Phe Ser Val Tyr 

130 135 140 

Leu Leu Gin Pro Thr Gin Gly Cys Met Gly Tyr Cys Ala Glu Gly Phe 

145 150 155 160 



Phe Ala Lys He Val Lys Ser Pro His Thr 

165 170 



9 5 5 



2000-3062522 



11 — 194179 



<210> 253 

<211> 2103 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (50).. (1480) 

<400> 253 

gacccgccac ccgccgtagc ccgcgcgccc ctggcactca atccccgcc atg tgg ggg 58 

Met Trp Gly 
1 

etc ctg etc gee ctg gee gee ttc gcg ccg gee gtc ggc ccg get ctg 
Leu Leu Leu Ala Leu Ala Ala Phe Ala Pro Ala Val Gly Pro Ala Leu 
5 10 15 

ggg gcg ccc agg aac teg gtg ctg ggc etc gcg cag ccc ggg acc acc 
Gly Ala Pro Arg Asn Ser Val Leu Gly Leu Ala Gin Pro Gly Thr Thr 

20 25 30 35 

aag gtc cca ggc teg acc ccg gec ctg cat age age ccg gca cag ccg 
Lys Val Pro Gly Ser Thr Pro Ala Leu His Ser Ser Pro Ala Gin Pro 

40 45 50 

ccg gcg gag aca get aac ggg acc tea gaa cag cat gtc egg att cga 
Pro Ala Glu Thr Ala Asn Gly Thr Ser Glu Gin His Val Arg He Arg 



106 



154 



202 



250 



9 5 6 
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11-194179 



55 60 65 

gtc ate aag aag aaa aag gtc att atg aag aag egg aag aag eta act 298 

Val He Lys Lys Lys Lys Val He Met Lys Lys Arg Lys Lys Leu Thr 
70 75 80 



eta act cgc ccc acc cca ctg gtg act 

Leu Thr Arg Pro Thr Pro Leu Val Thr 

85 90 

act cca gca ggg acc etc gac ccc get 

Thr Pro Ala Gly Thr Leu Asp Pro Ala 

100 105 

cct cct ttg ggt ctg gag tec ctg cga 

Pro Pro Leu Gly Leu Glu Ser Leu Arg 

120 



gee ggg ccc ctt gtg acc ccc 346 

Ala Gly Pro Leu Val Thr Pro 

95 

gag aaa caa gaa aca ggc tgt 394 

Glu Lys Gin Glu Thr Gly Cys 

110 115 

gtt tea gat age egg ctt gag 442 

Val Ser Asp Ser Arg Leu Glu 

125 130 



gca tec age age cag tec ttt ggt ctt gga cca cac cga gga egg etc 490 
Ala Ser Ser Ser Gin Ser Phe Gly Leu Gly Pro His Arg Gly Arg Leu 
135 140 145 

aac att cag tea ggc ctg gag gac ggc gat eta tat gat gga gee tgg 538 
Asn He Gin Ser Gly Leu Glu Asp Gly Asp Leu Tyr Asp Gly Ala Trp 

150 155 160 



tgt get gag gag cag gac gee gat cca tgg ttt cag gtg gac get ggg 586 
Cys Ala Glu Glu Gin Asp Ala Asp Pro Trp Phe Gin Val Asp Ala Gly 

165 170 175 



9 5 7 



2000-3062522 



#5p 11-194179 



cac ccc acc cgc ttc teg ggt gtt ate aca cag ggc agg aac tct gtc 634 
His Pro Thr Arg Phe Ser Gly Val He Thr Gin Gly Arg Asn Ser Val 

180 185 190 195 

tgg agg tat gac tgg gtc aca tea tac aag gtc cag ttc age aat gac 682 
Trp Arg Tyr Asp Trp Val Thr Ser Tyr Lys Val Gin Phe Ser Asn Asp 

200 205 210 

agt egg acc tgg tgg gga agt agg aac cac age agt ggg atg gac gca 730 
Ser Arg Thr Trp Trp Gly Ser Arg Asn His Ser Ser Gly Met Asp Ala 

215 220 225 

gta ttt cct gee aat tea gac cca gaa act cca gtg ctg aac etc ctg 778 
Val Phe Pro Ala Asn Ser Asp Pro Glu Thr Pro Val Leu Asn Leu Leu 

230 235 240 

ccg gag ccc cag gtg gee cgc ttc att cgc ctg ctg ccc cag acc tgg 826 
Pro Glu Pro Gin Val Ala Arg Phe He Arg Leu Leu Pro Gin Thr Trp 

245 250 255 

etc cag gga ggc gcg cct tgc etc egg gca gag ate ctg gee tgc cca 874 
Leu Gin Gly Gly Ala Pro Cys Leu Arg Ala Glu He Leu Ala Cys Pro 

260 265 270 275 

gtc tea gac ccc aat gac eta ttc ctt gag gee cct gcg teg gga tec 922 
Val Ser Asp Pro Asn Asp Leu Phe Leu Glu Ala Pro Ala Ser Gly Ser 

280 285 290 
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tct gac cct eta gac ttt cag cat cac aat tac aag gec atg agg aag 970 
Ser Asp Pro Leu Asp Phe Gin His His Asn Tyr Lys Ala Met Arg Lys 

295 300 305 

ctg atg aag cag gta caa gag caa tgc ccc aac ate ace cgc ate tac 1018 
Leu Met Lys Gin Val Gin Glu Gin Cys Pro Asn He Thr Arg lie Tyr 

310 315 320 

age att ggg aag age tac cag ggc ctg aag ctg tat gtg atg gaa atg 1066 
Ser He Gly Lys Ser Tyr Gin Gly Leu Lys Leu Tyr Val Met Glu Met 

325 330 335 

teg gac aag cct ggg gag cat gag ctg ggg gag cct gag gtg cgc tac 1114 
Ser Asp Lys Pro Gly Glu His Glu Leu Gly Glu Pro Glu Val Arg Tyr 

340 345 350 355 

gtg get ggc atg cat ggg aac gag gee ctg ggg egg gag ttg ctt ctg 1162 
Val Ala Gly Met His Gly Asn Glu Ala Leu Gly Arg Glu Leu Leu Leu 

360 365 370 

etc ctg atg cag ttc ctg tgc cat gag ttc ctg cga ggg aac cca egg 1210 
Leu Leu Met Gin Phe Leu Cys His Glu Phe Leu Arg Gly Asn Pro Arg 

375 380 385 

gtg acc egg ctg etc tct gag atg cgc att cac ctg ctg ccc tec atg 1258 
Val Thr Arg Leu Leu Ser Glu Met Arg He His Leu Leu Pro Ser Met 

390 395 400 

aac cct gat ggc tat gag ate gee tac cac egg ggt tea gag ctg gtg 1306 



9 5 9 
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#3* 11-194179 

Asn Pro Asp Gly Tyr Glu He Ala Tyr His Arg Gly Ser Glu Leu Val 
405 410 415 

esc tgg gcc gag ggc cgc tgg aac aac cag age ate gat ctt aac cat 1354 
Gly Trp Ala Glu Gly Arg Trp Asn Asn Gin Ser He Asp Leu Asn His 

420 425 430 435 

aat ttt get gac etc aac aca cca ctg tgg gaa gca cag gac gat ggg 1402 
Asn Phe Ala Asp Leu Asn Thr Pro Leu Trp Glu Ala Gin Asp Asp Gly 
440 445 450 

aag gtg ccc cac ate gtc ccc aac cat cac ctg cca cag cca gga ctt 1450 
Lys Val Pro His lie Val Pro Asn His His Leu Pro Gin Pro Gly Leu 

455 460 465 

etc cgt gca egg caa cat cat caa egg ggc tgactggcac acggtccccg 1500 
Leu Arg Ala Arg Gin His His Gin Arg Gly 

470 475 

ggagcatgaa tgacttcagc tacctacaca ccaactgctt tgaggtcact gtggagctgt 1560 
cctgtgacaa gttccctcac gagaatgaat tgccccagga gtgggagaac aacaaagacg 1620 
ccctcctcac ctacctggag caggtgegea tgggcattgc aggagtggtg agggacaagg 1680 
acaeggaget tgggattget gaegctgtea ttgccgtgga tgggattaac catgacgtga 1740 
ccacggcgtg gggeggggat tattggcgtc tgctgacccc aggggactac atggtgactg 1800 



9 6 0 



2000-3062522 
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ccagtgccga gggctaccat tcagtgacac ggaactgtcg ggtcaccttt gaagagggcc 1860 

ccttcccctg caatttcgtg ctcaccaaga ctcccaaaca gaggctgcgc gagctgctgg 1920 

cagctggggc caaggtgccc ccggaccttc gcaggcgcct ggagcggcta aggggacaga 1980 

aggattgata cctgcggttt aagagcccta gggcaggctg gacctgtcaa gacgggaagg 2040 

ggaagagtag tgagggaggg acaaagtgag gaaaaggtgc tcattaaagc taccgggcac 2100 

ctt 2103 

<210> 254 

<211> 477 

<212> PRT 

<213> Homo sapiens 

<400> 254 

Met Trp Gly Leu Leu Leu Ala Leu Ala Ala Phe Ala Pro Ala Val Gly 
1 5 10 15 

Pro Ala Leu Gly Ala Pro Arg Asn Ser Val Leu Gly Leu Ala Gin Pro 

20 25 30 

Gly Thr Thr Lys Val Pro Gly Ser Thr Pro Ala Leu His Ser Ser Pro 

35 40 45 

Ala Gin Pro Pro Ala Glu Thr Ala Asn Gly Thr Ser Glu Gin His Val 
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50 



55 



60 



Arg He Arg Val He Lys Lys Lys Lys Val He Met Lys Lys Arg Lys 
65 70 75 80 

Lys Leu Thr Leu Thr Arg Pro Thr Pro Leu Val Thr Ala Gly Pro Leu 

85 90 95 

Val Thr Pro Thr Pro Ala Gly Thr Leu Asp Pro Ala Glu Lys Gin Glu 

100 105 110 

Thr Gly Cys Pro Pro Leu Gly Leu Glu Ser Leu Arg Val Ser Asp Ser 

115 120 125 

Arg Leu Glu Ala Ser Ser Ser Gin Ser Phe Gly Leu Gly Pro His Arg 
130 135 140 

Gly Arg Leu Asn He Gin Ser Gly Leu Glu Asp Gly Asp Leu Tyr Asp 

145 150 155 160 

Gly Ala Trp Cys Ala Glu Glu Gin Asp Ala Asp Pro Trp Phe Gin Val 

165 170 175 

Asp Ala Gly His Pro Thr Arg Phe Ser Gly Val He Thr Gin Gly Arg 

180 185 190 

Asn Ser Val Trp Arg Tyr Asp Trp Val Thr Ser Tyr Lys Val Gin Phe 

195 200 205 
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Ser Asn Asp Ser Arg Thr Trp Trp Gly Ser Arg Asn His Ser Ser Gly 

210 215 220 

Met Asp Ala Val Phe Pro Ala Asn Ser Asp Pro Glu Thr Pro Val Leu 

225 230 235 240 

Asn Leu Leu Pro Glu Pro Gin Val Ala Arg Phe He Arg Leu Leu Pro 

245 250 255 

Gin Thr Trp Leu Gin Gly Gly Ala Pro Cys Leu Arg Ala Glu He Leu 

260 265 270 

Ala Cys Pro Val Ser Asp Pro Asn Asp Leu Phe Leu Glu Ala Pro Ala 

275 280 285 

Ser Gly Ser Ser Asp Pro Leu Asp Phe Gin His His Asn Tyr Lys Ala 

290 295 300 

Met Arg Lys Leu Met Lys Gin Val Gin Glu Gin Cys Pro Asn He Thr 

305 310 315 320 

Arg He Tyr Ser He Gly Lys Ser Tyr Gin Gly Leu Lys Leu Tyr Val 

325 330 335 

Met Glu Met Ser Asp Lys Pro Gly Glu His Glu Leu Gly Glu Pro Glu 

340 345 350 

Val Arg Tyr Val Ala Gly Met His Gly Asn Glu Ala Leu Gly Arg Glu 

355 360 365 
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Leu Leu Leu Leu Leu Met Gin Phe Leu Cys His Glu Phe Leu Arg Gly 

370 375 380 

Asn Pro Arg Val Thr Arg Leu Leu Ser Glu Met Arg He His Leu Leu 

385 390 395 400 

Pro Ser Met Asn Pro Asp Gly Tyr Glu He Ala Tyr His Arg Gly Ser 
405 410 415 

Glu Leu Val Gly Trp Ala Glu Gly Arg Trp Asn Asn Gin Ser He Asp 

420 425 430 

Leu Asn His Asn Phe Ala Asp Leu Asn Thr Pro Leu Trp Glu Ala Gin 

435 440 445 

Asp Asp Gly Lys Val Pro His He Val Pro Asn His His Leu Pro Gin 

450 455 460 

Pro Gly Leu Leu Arg Ala Arg Gin His His Gin Arg Gly 

465 470 475 



<210> 255 
<211> 1410 
<212> DNA 

<213> Homo sapiens 

<220> 
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#3* 11 — 194179 



<221> CDS 

<222> (130).. (1266) 



<400> 255 

ggctaccttg tggtggttat tgggttagag aatgtgttgg tgctcaccaa gtctgtggtc 60 
tcaaccccgg tagacctgga ggtgaagctg cggatcgccc aaggcctaag cagcgagagc 120 



tggtccatc atg aag aac atg gcc acg gag ctg ggc ate ate etc ate ggc 171 
Met Lys Asn Met Ala Thr Glu Leu Gly He He Leu lie Gly 

1 5 10 

tac ttc acc eta gtg ccc gcc ate cag gag ttc tgt etc ttt get gtc 219 
Tyr Phe Thr Leu Val Pro Ala He Gin Glu Phe Cys Leu Phe Ala Val 

15 20 25 30 

gtg ggg ctg gtg act gac ttc ttc ctt cag atg ctg ttt ttc acc act 267 
Val Gly Leu Val Thr Asp Phe Phe Leu Gin Met Leu Phe Phe Thr Thr 

35 40 45 



gtc ctg tec att gac att cgc egg atg gag eta gca gac ctg aac aag 315 

Val Leu Ser He Asp He Arg Arg Met Glu Leu Ala Asp Leu Asn Lys 

50 55 60 

cga ctg ccc cct gag gcc tgc ctg ccc tea gcc aag cca gtg ggg cag 363 

Arg Leu Pro Pro Glu Ala Cys Leu Pro Ser Ala Lys Pro Val Gly Gin 

65 70 75 

cca acg cgc tac gag egg age age ggc egg ctg gag gtg tgg gac tec 411 
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Pro Thr Arg Tyr Glu Arg Ser Ser Gly Arg Leu Glu Val Trp Asp Ser 
80 85 90 

att gaa ggg gtg ctg tgc tgc age age gag gag gtc 
He Glu Gly Val Leu Cys Cys Ser Ser Glu Glu Val 
95 100 105 

ace get ctg gtg ttc ttg gac aaa ggg 

Thr Ala Leu Val Phe Leu Asp Lys Gly 

115 

ggt tec ctt gat ttc ttc tec ttg gag ace cac act gee etc age ccc 555 

Gly Ser Leu Asp Phe Phe Ser Leu Glu Thr His Thr Ala Leu Ser Pro 
130 135 140 



tec tea ggc att 459 
Ser Ser Gly He 
110 



att gtg get gca egg etc aac 507 
He Val Ala Ala Arg Leu Asn 

120 125 



ctg cag ttt aga ggg acc cca ggg egg ggc agt tec cct gec tct cca 603 
Leu Gin Phe Arg Gly Thr Pro Gly Arg Gly Ser Ser Pro Ala Ser Pro 

145 150 155 

gtg tac age age age gac aca gtg gee tgt cac ctg acc cac aca gtg 651 
Val Tyr Ser Ser Ser Asp Thr Val Ala Cys His Leu Thr His Thr Val 
160 165 170 

ccc tgt gca cac caa aaa ccc ate aca gee ctg aaa gee get get ggg 699 
Pro Cys Ala His Gin Lys Pro He Thr Ala Leu Lys Ala Ala Ala Gly 
175 180 185 190 



cgc ttg gtg act ggg age caa gac cac aca ctg aga gtg ttc cgt ctg 747 
Arg Leu Val Thr Gly Ser Gin Asp His Thr Leu Arg Val Phe Arg Leu 



miE# 2000-3062522 
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195 200 205 

gag gac teg tgc tgc etc ttc ace ctt cag ggc cac tea ggg gee ate 795 

Glu Asp Ser Cys Cys Leu Phe Thr Leu Gin Gly His Ser Gly Ala He 

210 215 220 

acg ace gtg tac att gac cag ace atg gtg ctg gee agt gga gga caa 843 

Thr Thr Val Tyr He Asp Gin Thr Met Val Leu Ala Ser Gly Gly Gin 

225 230 235 

gat ggg gec ate tgc ctg tgg gat gta ctg act ggc age egg gtc age 891 

Asp Gly Ala lie Cys Leu Trp Asp Val Leu Thr Gly Ser Arg Val Ser 

240 245 250 

cat gtg ttt get cac cgt ggg gat gtc acc tec ctt acc tgt acc acc 939 

His Val Phe Ala His Arg Gly Asp Val Thr Ser Leu Thr Cys Thr Thr 

255 260 265 270 

tec tgt gtc ate age agt ggc ctg gat gac etc ate age ate tgg gac 987 

Ser Cys Val lie Ser Ser Gly Leu Asp Asp Leu He Ser He Trp Asp 

275 280 285 



cgc age aca ggc ate aag ttc tac tec att cag cag gac ctg ggc tgt 1035 
Arg Ser Thr Gly He Lys Phe Tyr Ser He Gin Gin Asp Leu Gly Cys 
290 295 300 

ggt gca age ttg ggt gtc ate tea gac aac ctg ctg gtg act ggc ggc 1083 
Gly Ala Ser Leu Gly Val He Ser Asp Asn Leu Leu Val Thr Gly Gly 

305 310 315 
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cag ggc tgt gtc tec ttt tgg gac eta aac tac ggg gac ctg tta cag 1131 
Gin Gly Cys Val Ser Phe Trp Asp Leu Asn Tyr Gly Asp Leu Leu Gin 

320 325 330 

aca gtc tac ctg ggg aag aac agt gag gec cag cct gec cgc cag ate 1179 
Thr Val Tyr Leu Gly Lys Asn Ser Glu Ala Gin Pro Ala Arg Gin He 

335 340 345 350 

ctg gtg ctg gac aac get gec att gtc tgc aac ttt ggc agt gag etc 1227 
Leu Val Leu Asp Asn Ala Ala He Val Cys Asn Phe Gly Ser Glu Leu 

355 360 365 

age ctg gtg tat gtg ccc tct gtg ctg gag aag ctg gac tgagegcagg 1276 
Ser Leu Val Tyr Val Pro Ser Val Leu Glu Lys Leu Asp 

370 375 

gcctccttgc ccaggcagga ggctggggtg ctgtgtgggg gccaatgcac tgaacctgga 1336 
cttgggggaa agagecgagt atcttccagc cgctgcctcc tgactgtaat aatattaaac 1396 
ttttttaaaa aacc 1410 



<210> 256 
<211> 379 
<212> PRT 

<213> Homo sapiens 
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ffi§E# 2000-3062522 
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<400> 256 

Met Lys Asn Met Ala Thr Glu Leu Gly lie He Leu He Gly Tyr Phe 

15 10 15 

Thr Leu Val Pro Ala He Gin Glu Phe Cys Leu Phe Ala Val Val Gly 

20 25 30 

Leu Val Thr Asp Phe Phe Leu Gin Met Leu Phe Phe Thr Thr Val Leu 

35 40 45 

Ser He Asp He Arg Arg Met Glu Leu Ala Asp Leu Asn Lys Arg Leu 

50 55 60 

Pro Pro Glu Ala Cys Leu Pro Ser Ala Lys Pro Val Gly Gin Pro Thr 

65 70 75 80 

Arg Tyr Glu Arg Ser Ser Gly Arg Leu Glu Val Trp Asp Ser He Glu 

85 90 95 

Gly Val Leu Cys Cys Ser Ser Glu Glu Val Ser Ser Gly He Thr Ala 
100 105 110 

Leu Val Phe Leu Asp Lys Gly lie Val Ala Ala Arg Leu Asn Gly Ser 

115 120 125 

Leu Asp Phe Phe Ser Leu Glu Thr His Thr Ala Leu Ser Pro Leu Gin 

130 135 140 

Phe Arg Gly Thr Pro Gly Arg Gly Ser Ser Pro Ala Ser Pro Val Tyr 
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145 



150 



#3* 11-194179 



155 



160 



Ser Ser Ser Asp Thr Val Ala Cys His Leu Thr His Thr Val Pro Cys 
165 170 175 



Ala His Gin Lys Pro He Thr Ala Leu Lys Ala Ala Ala Gly Arg Leu 

180 185 190 

Val Thr Gly Ser Gin Asp His Thr Leu Arg Val Phe Arg Leu Glu Asp 

195 200 205 

Ser Cys Cys Leu Phe Thr Leu Gin Gly His Ser Gly Ala He Thr Thr 
210 215 220 

Val Tyr He Asp Gin Thr Met Val Leu Ala Ser Gly Gly Gin Asp Gly 

225 230 235 240 

Ala He Cys Leu Trp Asp Val Leu Thr Gly Ser Arg Val Ser His Val 

245 250 255 

Phe Ala His Arg Gly Asp Val Thr Ser Leu Thr Cys Thr Thr Ser Cys 

260 265 270 

Val He Ser Ser Gly Leu Asp Asp Leu He Ser He Trp Asp Arg Ser 

275 280 285 

Thr Gly He Lys Phe Tyr Ser He Gin Gin Asp Leu Gly Cys Gly Ala 

290 295 300 
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Ser Leu Gly Val lie Ser Asp Asn Leu Leu Val Thr Gly Gly Gin Gly 

305 310 315 320 

Cys Val Ser Phe Trp Asp Leu Asn Tyr Gly Asp Leu Leu Gin Thr Val 

, 325 330 335 

Tyr Leu Gly Lys Asn Ser Glu Ala Gin Pro Ala Arg Gin He Leu Val 

340 345 350 

Leu Asp Asn Ala Ala He Val Cys Asn Phe Gly Ser Glu Leu Ser Leu 

355 360 365 

Val Tyr Val Pro Ser Val Leu Glu Lys Leu Asp 

370 375 



<210> 257 
<211> 1483 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (92).. (529) 

<400> 257 

atcctcctag gacccggtcg gtagtcgtcg ccccagcccg ccgggggcgc agcgcccgag 60 
ccgcggccct cgagacggga ccgagagcat c atg ggc age act gtc ccg cgc 112 



9 7 1 
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Met Gly Ser Thr Val Pro Arg 
1 5 

tec gec tec gtg ctg ctt ctg ctg ctg etc ctg cgc egg gee gag cag 160 
Ser Ala Ser Val Leu Leu Leu Leu Leu Leu Leu Arg Arg Ala Glu Gin 

10 15 20 

ccc tgc ggg gee gag etc ace ttc gag ctg ccg gac aac gee aag cag 208 
Pro Cys Gly Ala Glu Leu Thr Phe Glu Leu Pro Asp Asn Ala Lys Gin 

25 30 35 

tgc ttc cac gag gag gtg gag cag ggc gtg aag ttc tec ctg gat tac 256 
Cys Phe His Glu Glu Val Glu Gin Gly Val Lys Phe Ser Leu Asp Tyr 

40 45 50 55 

cag gtc ate act gga ggc cac tac gat gtt gac tgc tat gta gag gac 304 
Gin Val He Thr Gly Gly His Tyr Asp Val Asp Cys Tyr Val Glu Asp 

60 65 70 

ccc cag ggg aac ace ate tac aga gaa acg aag aag cag tac gac age 352 
Pro Gin Gly Asn Thr He Tyr Arg Glu Thr Lys Lys Gin Tyr Asp Ser 

75 80 85 

ttc acg tac egg get gaa gtc aag ggc gtt tat cag ttt tgc ttc agt 400 
Phe Thr Tyr Arg Ala Glu Val Lys Gly Val Tyr Gin Phe Cys Phe Ser 

90 95 100 

aat ggg ttt tec ace ttc tct cac aag ace gtc tac ttt gac ttt caa 448 
Asn Gly Phe Ser Thr Phe Ser His Lys Thr Val Tyr Phe Asp Phe Gin 
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105 



110 



115 



gtg ggc gat gag cct ccc att etc cca 
Val Gly Asp Glu Pro Pro He Leu Pro 

120 125 

get etc ace cag ggc ttc agg gtc ttc 
Ala Leu Thr Gin Gly Phe Arg Val Phe 
140 



gac atg ggg aac agg gtc aca 496 
Asp Met Gly Asn Arg Val Thr 

130 135 

tgc ctg tagctgecaa aggaagagag 549 

Cys Leu 

145 



aatgagaaaa gcccatctac ctcttaaaag cccaggccca gtgggaatac gtatcacctg 609 
ctcatgtccc atggatggag tccgcctgcg tgaccatcca tgaggctctg aaaacggtga 669 
ttgactccca gaegcattae eggctgeggg aggeccagga ccgggcccga geggaagace 729 
ttaatagccg agtctcttac tggtctgttg gcgagacgat tgccctgttc gtggtcagct 789 
tcagtcaggt gctactgttg aaaagcttct tcacagaaaa acgacccatc agcagggcag 849 
tccactccta gccccggcat cctgctctag ggcccctcat gccccaggct ggagcagctc 909 
tcctaggtca cagcctgctg ggctgggtcg cgtagcccag ggtggaggca gaacgatget 969 
gctgtggtag ccctttgcct ttcatgccca tgettgatte ttgcacctca gcagctgaag 1029 
gtctcagaga ccagtaatca gaaggcatcc gaetgeatta agtgtgcagc gctgaaaaga 1089 
catttacaac taggecaggg attagecact gtgggagggt ggacaggcaa tggttcagtg 1149 
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gcctggctgt tggcaggaac tccaagtgcc caggcctctt gggcagctta gggccctgcc 1209 

tctgtttcat gatgcatggg tcatttgtct tgggtgtcct atcccatatg gagaagaaag 1269 

gggctctaag ttctggctct tctttctttg gggttctctg tacctgagga aaccaggccc 1329 

tgggtgactt tgcagatctg ctcaccctcg gtgagcaaca gtgtcagcca tgcaagcagg 1389 

acagaatggt gactgggtgc ccttggtgag ctgtgtattt cctaggaggt agaaaactgt 1449 

gggaaactgt ggctaataaa aactaagtgt gage 1483 



<210> 258 
<211> 146 
<212> PRT 

<213> Homo sapiens 
<400> 258 

Met Gly Ser Thr Val Pro Arg Ser Ala Ser Val Leu Leu Leu Leu Leu 
15 10 15 

Leu Leu Arg Arg Ala Glu Gin Pro Cys Gly Ala Glu Leu Thr Phe Glu 

20 25 30 

Leu Pro Asp Asn Ala Lys Gin Cys Phe His Glu Glu Val Glu Gin Gly 
35 40 45 
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Val Lys Phe Ser Leu Asp Tyr Gin Val He Thr Gly Gly His Tyr Asp 

50 55 60 

Val Asp Cys Tyr Val Glu Asp Pro Gin Gly Asn Thr lie Tyr Arg Glu 

65 70 75 80 

Thr Lys Lys Gin Tyr Asp Ser Phe Thr Tyr Arg Ala Glu Val Lys Gly 

85 90 95 

Val Tyr Gin Phe Cys Phe Ser Asn Gly Phe Ser Thr Phe Ser His Lys 
100 105 110 

Thr Val Tyr Phe Asp Phe Gin Val Gly Asp Glu Pro Pro He Leu Pro 

115 120 125 

Asp Met Gly Asn Arg Val Thr Ala Leu Thr Gin Gly Phe Arg Val Phe 

130 135 140 

Cys Leu 
145 



<210> 259 
<211> 1784 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 
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<222> (55).. (867) 
<400> 259 

gcagagtgca gggccacgtc gcttttgctg taccggggac cacgcgtctc atcc atg 57 

Met 
1 

get tec gcg gac teg cgc egg gtg gca gat ggc ggc ggt gec ggg ggc 105 
Ala Ser Ala Asp Ser Arg Arg Val Ala Asp Gly Gly Gly Ala Gly Gly 

5 10 15 

acc ttc cag ccc tac eta gac acc ttg egg cag gag ctg cag cag acg 153 
Thr Phe Gin Pro Tyr Leu Asp Thr Leu Arg Gin Glu Leu Gin Gin Thr 

20 25 30 

gac cca acg ctg ttg tea gta gtg gtg gcg gtt ctt gcg gtg ctg ctg 201 
Asp Pro Thr Leu Leu Ser Val Val Val Ala Val Leu Ala Val Leu Leu 

35 40 45 

acg eta gtc ttc tgg aag tta ate egg age aga agg age agt cag aga 249 
Thr Leu Val Phe Trp Lys Leu He Arg Ser Arg Arg Ser Ser Gin Arg 

50 55 60 65 

get gtt ctt ctt gtt ggc ctt tgt gat tec ggg aaa acg ttg etc ttt 297 
Ala Val Leu Leu Val Gly Leu Cys Asp Ser Gly Lys Thr Leu Leu Phe 

70 75 80 

gtc agg ttg tta aca ggc ctt tat aga gac act cag acg tec att act 345 

Val Arg Leu Leu Thr Gly Leu Tyr Arg Asp Thr Gin Thr Ser lie Thr 

9 7 6 ftfl# 2000-3062522 



11-194179 



85 



90 



95 



gac age tgt get gta tac aga gtc aac aat aac agg ggc aat agt ctg 393 
Asp Ser Cys Ala Val Tyr Arg Val Asn Asn Asn Arg Gly Asn Ser Leu 
100 105 110 

ace ttg att gac ctt ccc ggc cat gag agt ttg agg ctt cag ttc. tta 441 
Thr Leu He Asp Leu Pro Gly His Glu Ser Leu Arg Leu Gin Phe Leu 

115 120 125 

gag egg ttt aag tct tea gee agg get att gtg ttt gtt gtg gat agt 489 
Glu Arg Phe Lys Ser Ser Ala Arg Ala lie Val Phe Val Val Asp Ser 

130 135 140 145 

gca gca ttc cag cga gag gtg aaa gat gtg get gag ttt ctg tat caa 537 
Ala Ala Phe Gin Arg Glu Val Lys Asp Val Ala Glu Phe Leu Tyr Gin 

150 155 160 

gtc etc att gac agt atg ggt ctg aag aat aca cca tea ttc tta ata 585 
Val Leu lie Asp Ser Met Gly Leu Lys Asn Thr Pro Ser Phe Leu lie 

165 170 175 

gee tgc aat aag caa gat att gca atg gca aaa tea gca aag tta att 633 
Ala Cys Asn Lys Gin Asp He Ala Met Ala Lys Ser Ala Lys Leu He 
180 185 190 

caa cag cag ctg gag aaa gaa etc aac ace tta cga gtt acc cgt tct 681 
Gin Gin Gin Leu Glu Lys Glu Leu Asn Thr Leu Arg Val Thr Arg Ser 

195 200 205 
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get gee ccc age aca ctg gac agt tec age act gee cct get cag ctg 729 
Ala Ala Pro Ser Thr Leu Asp Ser Ser Ser Thr Ala Pro Ala Gin Leu 

210 215 220 225 

ggg aag aaa ggc aaa gag ttt gaa ttc tea cag ttg ccc etc aaa gtg 777 
Gly Lys Lys Gly Lys Glu Phe Glu Phe Ser Gin Leu Pro Leu Lys Val 

230 235 240 

gag ttc ctg gag tgc agt gee aag ggt gga aga ggg gac gtg ggc tct 825 
Glu Phe Leu Glu Cys Ser Ala Lys Gly Gly Arg Gly Asp Val Gly Ser 

245 250 255 

get gac ate cag gac ttg gag aaa tgg ctg get aaa att gee 867 
Ala Asp He Gin Asp Leu Glu Lys Trp Leu Ala Lys He Ala 

260 265 270 

tgagaggcag ctctaaagca caagacctgg atgtgtgaca cacagttttg gaaaaaggtc 927 
tgtggtagtc tggagttgat gaggaagggg tacaagatgt ggttagaaac atttctttgt 987 
tctggaaaca aagtactgtt gaaaccagct tggaattttt tttttttttt tttttaagtt 1047 
cagttctccc ttatggctgc ctttcaaaca agtacctttt atetgatgee tgtatcttcc 1107 
ctttgttaag gtgtaacttg atgtagggtc aaggtttttg tgacaacagg cagactccac 1167 
acagagagga tatgatgaga atatggecat cacctgaaaa gttttcttat cttctgtgct 1227 
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tttggtccct ggaaacaaat ccgcctatgt atgaagctag ttgatttcca gttgcactat 1287 
ttccagttgc ctctgaagtt cacaggcaat acattgtcta gtcctttgcg aatttctctg 1347 
atttgtgggc acagttatga agtttcccca catgtgaaga caggtacaaa atagcagagc 1407 
caagcagaca gtgggtctat tcttcattag ctcagtgact tgtccacact cgtcttagca 1467 
cttacgtttc aaaagcttgt cacaaaccct tggagtcatt cccagataat agaactggaa 1527 
atgataaatc ccctaatgcc aagggtctag tgtgttctta gtggttatac tgggaagtgt 1587 
gtggagattt aggtgctgct ctgctgctct ggatggctga aggctcctgg gccatcttca 1647 
tgtgctgctt gaagagctcc tattttgtac tcctggctag aatgctgtgg aacaaataca 1707 
aagtgaaaaa agttctctgt agatttctga agtgcatatt cattgatgcc aagaaaaaaa 1767 
aaaaagttgc ctttttg 1784 

<210> 260 
<211> 271 
<212> PRT 

<213> Homo sapiens 
<400> 260 

Met Ala Ser Ala Asp Ser Arg Arg Val Ala Asp Gly Gly Gly Ala Gly 

1 5 10 15 

9 7 9 H4liE#2 0 0 0 - 3 0 6 2 5 2 2 
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Gly Thr Phe Gin Pro Tyr Leu Asp Thr Leu Arg Gin Glu Leu Gin Gin 

20 25 30 

Thr Asp Pro Thr Leu Leu Ser Val Val Val Ala Val Leu Ala Val Leu 

35 40 45 

Leu Thr Leu Val Phe Trp Lys Leu He Arg Ser Arg Arg Ser Ser Gin 

50 55 60 

Arg Ala Val Leu Leu Val Gly Leu Cys Asp Ser Gly Lys Thr Leu Leu 

65 70 75 80 

Phe Val Arg Leu Leu Thr Gly Leu Tyr Arg Asp Thr Gin Thr Ser He 

85 90 95 

Thr Asp Ser Cys Ala Val Tyr Arg Val Asn Asn Asn Arg Gly Asn Ser 
100 105 110 

Leu Thr Leu He Asp Leu Pro Gly His Glu Ser Leu Arg Leu Gin Phe 

115 120 125 

Leu Glu Arg Phe Lys Ser Ser Ala Arg Ala He Val Phe Val Val Asp 

130 135 140 

Ser Ala Ala Phe Gin Arg Glu Val Lys Asp Val Ala Glu Phe Leu Tyr 
145 150 155 160 



Gin Val Leu He Asp Ser Met Gly Leu Lys Asn Thr Pro Ser Phe Leu 
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165 170 175 

lie Ala Cys Asn Lys Gin Asp He Ala Met Ala Lys Ser Ala Lys Leu 
180 185 190 

lie Gin Gin Gin Leu Glu Lys Glu Leu Asn Thr Leu Arg Val Thr Arg 

195 200 205 

Ser Ala Ala Pro Ser Thr Leu Asp Ser Ser Ser Thr Ala Pro Ala Gin 

210 215 220 

Leu Gly Lys Lys Gly Lys Glu Phe Glu Phe Ser Gin Leu Pro Leu Lys 

225 230 235 240 

Val Glu Phe Leu Glu Cys Ser Ala Lys Gly Gly Arg Gly Asp Val Gly 

245 250 255 

Ser Ala Asp lie Gin Asp Leu Glu Lys Trp Leu Ala Lys He Ala 

260 265 270 



<210> 261 
<211> 1709 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (89).. (826) 

9 8 1 ffi$E# 2000-3062522 
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<400> 261 

agctccagtc ctggcatctg cccgaggaga ccacgctccc ggagctctgc tgtcttctca 60 

gggagactct gaggctctgt tgagaatc atg ctt tgg agg cag etc ate tat 112 

Met Leu Trp Arg Gin Leu lie Tyr 
1 5 

tgg caa ctg ctg get ttg ttt ttc etc cct ttt tgc ctg tgt caa gat 160 
Trp Gin Leu Leu Ala Leu Phe Phe Leu Pro Phe Cys Leu Cys Gin Asp 

10 15 20 

gaa tac atg gag tct cca caa acc gga gga eta ccc cca gac tgc agt 208 
Glu Tyr Met Glu Ser Pro Gin Thr Gly Gly Leu Pro Pro Asp Cys Ser 

25 30 35 40 

aag tgt tgt cat gga gac tac age ttt cga ggc tac caa ggc ccc cct 256 
Lys Cys Cys His Gly Asp Tyr Ser Phe Arg Gly Tyr Gin Gly Pro Pro 

45 50 55 

ggg cca ccg ggc cct cct ggc att cca gga aac cat gga aac aat ggc 304 
Gly Pro Pro Gly Pro Pro Gly He Pro Gly Asn His Gly Asn Asn Gly 

60 65 70 

aac aat gga gec act ggt cat gaa gga gec aaa ggt gag aag ggc gac 352 
Asn Asn Gly Ala Thr Gly His Glu Gly Ala Lys Gly Glu Lys Gly Asp 

75 80 85 



aaa ggt gac ctg ggg cct cga ggg gag egg ggg cag cat ggc ccc aaa 400 
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Lys Gly Asp Leu Gly Pro Arg Gly Glu Arg Gly Gin His Gly Pro Lys 
90 95 100 

gga gag aag ggc tac ccg ggg att cca cca gaa ctt cag att gca ttc 448 
Gly Glu Lys Gly Tyr Pro Gly He Pro Pro Glu Leu Gin He Ala Phe 
105 110 115 120 

atg get tct ctg gca acc cac ttc age aat cag aac agt ggg att ate 496 
Met Ala Ser Leu Ala Thr His Phe Ser Asn Gin Asn Ser Gly He lie 
125 130 135 

ttc age agt gtt gag acc aac att gga aac ttc ttt gat gtc atg act 544 
Phe Ser Ser Val Glu Thr Asn He Gly Asn Phe Phe Asp Val Met Thr 
140 145 150 

ggt aga ttt ggg gee cca gta tea ggt gtg tat ttc ttc ace ttc age 592 
Gly Arg Phe Gly Ala Pro Val Ser Gly Val Tyr Phe Phe Thr Phe Ser 

155 160 165 

atg atg aag cat gag gat gtt gag gaa gtg tat 
Met Met Lys His Glu Asp Val Glu Glu Val Tyr 
170 175 

aat ggc aac aca gtc ttc age atg tac age tat gaa atg aag ggc aaa 688 
Asn Gly Asn Thr Val Phe Ser Met Tyr Ser Tyr Glu Met Lys Gly Lys 
185 190 195 200 

tea gat aca tec age aat cat get gtg ctg aag eta gee aaa ggg gat 736 
Ser Asp Thr Ser Ser Asn His Ala Val Leu Lys Leu Ala Lys Gly Asp 



gtg tac ctt atg cac 640 
Val Tyr Leu Met His 
180 
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205 210 215 



gag gtt tgg ctg cga atg ggc aat ggc get etc cat ggg gac cac caa 784 
Glu Val Trp Leu Arg Met Gly Asn Gly Ala Leu His Gly Asp His Gin 

220 225 230 

cgc ttc tec acc ttt gca gga ttc ctg etc ttt gaa act aag 826 
Arg Phe Ser Thr Phe Ala Gly Phe Leu Leu Phe Glu Thr Lys 

235 240 245 

taaatatatg actagaatag ctccactttg gggaagactt gtagctgagc tgatttgtta 886 
cgatctgagg aacattaaag ttgagggttt tacattgetg tattcaaaaa attattggtt 946 
gcaatgttgt tcacgctaca ggtacaccaa taatgttgga caattcaggg gctcagaaga 1006 
atcaaccaca aaatagtctt ctcagatgac cttgactaat atactcagca tctttatcac 1066 
tctttccttg gcacctaaaa gataattctc ctctgacgca ggttggaaat atttttttct 1126 
atcacagaag teatttgeaa agaattttga ctactctgct tttaatttaa taccagtttt 1186 
caggaacccc tgaagtttta agttcattat tctttataac atttgagaga atcggatgta 1246 
gtgatatgac agggctgggg caagaacagg ggcactagct gecttattag ctaatttagt 1306 
gccctccgtg ttcagcttag cctttgaccc tttccttttg atccacaaaa tacattaaaa 1366 
ctctgaattc acatacaatg ctattttaaa gtcaatagat tttagctata aagtgcttga 1426 
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ccagtaatgt ggttgtaatt ttgtgtatgt tcccccacat cgcccccaac ttcggatgtg 1486 
gggtcaggag gttgaggttc actattaaca aatgtcataa atatctcata gaggtacagt 1546 
gccaatagat attcaaatgt tgcatgttga ccagagggat tttatatctg aagaacatac 1606 
actattaata aataccttag agaaagattt tgacctggct ttagataaaa ctgtggcaag 1666 
aaaaatgtaa tgagcaatat atggaaataa acacaccttt gtt 1709 



<210> 262 
<211> 246 
<212> PRT 

<213> Homo sapiens 
<400> 262 

Met Leu Trp Arg Gin Leu lie Tyr Trp Gin Leu Leu Ala Leu Phe Phe 

15 10 15 

Leu Pro Phe Cys Leu Cys Gin Asp Glu Tyr Met Glu Ser Pro Gin Thr 

20 25 30 

Gly Gly Leu Pro Pro Asp Cys Ser Lys Cys Cys His Gly Asp Tyr Ser 
35 40 45 

Phe Arg Gly Tyr Gin Gly Pro Pro Gly Pro Pro Gly Pro Pro Gly He 

50 55 60 
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Pro Gly Asn His Gly Asn Asn Gly Asn Asn Gly Ala Thr Gly His Glu 
65 70 75 80 

Gly Ala Lys Gly Glu Lys Gly Asp Lys Gly Asp Leu Gly Pro Arg Gly 

85 90 95 

Glu Arg Gly Gin His Gly Pro Lys Gly Glu Lys Gly Tyr Pro Gly He 
100 105 110 

Pro Pro Glu Leu Gin He Ala Phe Met Ala Ser Leu Ala Thr His Phe 

115 120 125 

Ser Asn Gin Asn Ser Gly He He Phe Ser Ser Val Glu Thr Asn He 

130 135 140 

Gly Asn Phe Phe Asp Val Met Thr Gly Arg Phe Gly Ala Pro Val Ser 
145 150 155 160 

Gly Val Tyr Phe Phe Thr Phe Ser Met Met Lys His Glu Asp Val Glu 

165 170 175 

Glu Val Tyr Val Tyr Leu Met His Asn Gly Asn Thr Val Phe Ser Met 
180 185 190 

Tyr Ser Tyr Glu Met Lys Gly Lys Ser Asp Thr Ser Ser Asn His Ala 
195 200 205 

Val Leu Lys Leu Ala Lys Gly Asp Glu Val Trp Leu Arg Met Gly Asn 
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210 215 220 

Gly Ala Leu His Gly Asp His Gin Arg Phe Ser Thr Phe Ala Gly Phe 

225 230 235 240 

Leu Leu Phe Glu Thr Lys 

245 



<210> 263 
<211> 2499 
<212> DNA 

<2l3> Homo sapiens 

<220> 
<221> CDS 

<222> (208) (1008) 
<400> 263 

actccgtgct ggaagtagga ggagagtcag gactcccagg acagagagtg cacaaactac 60 

ccagcacagc cccctccgcc ccctctggag gctgaagagg gattccagcc cctgccaccc 120 

acagacacgg gctgactggg gtgtctgccc cccttggggg ggggcagcac agggcctcag 180 

gcctgggtgc cacctggcac ctagaag atg cct gtg ccc tgg ttc ttg ctg tec 234 

Met Pro Val Pro Trp Phe Leu Leu Ser 

1 5 
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ttg gca ctg ggc cga age cca gtg gtc ctt tct ctg gag agg ctt gtg 282 
Leu Ala Leu Gly Arg Ser Pro Val Val Leu Ser Leu Glu Arg Leu Val 

10 15 20 25 

ggg cct cag gac get acc cac tgc tct ccg ggc etc tec tgc cgc etc 330 
Gly Pro Gin Asp Ala Thr His Cys Ser Pro Gly Leu Ser Cys Arg Leu 

30 35 40 

tgg gac agt gac ata etc tgc ctg cct ggg gac ate gtg cct get ccg 378 
Trp Asp Ser Asp He Leu Cys Leu Pro Gly Asp He Val Pro Ala Pro 

45 50 55 

ggc ccc gtg ctg gcg cct acg cac ctg cag aca gag ctg gtg ctg agg 426 
Gly Pro Val Leu Ala Pro Thr His Leu Gin Thr Glu Leu Val Leu Arg 

60 65 70 

tgc cag aag gag acc gac tgt gac etc tgt ctg cgt gtg get gtc cac 474 
Cys Gin Lys Glu Thr Asp Cys Asp Leu Cys Leu Arg Val Ala Val His 

75 80 85 

ttg gee gtg cat ggg cac tgg gaa gag cct gaa gat gag gaa aag ttt 522 
Leu Ala Val His Gly His Trp Glu Glu Pro Glu Asp Glu Glu Lys Phe 

90 95 100 105 

gga gga gca get gac tea ggg gtg gag gag cct agg aat gee tct etc 570 
Gly Gly Ala Ala Asp Ser Gly Val Glu Glu Pro Arg Asn Ala Ser Leu 

110 115 120 



cag gee caa gtc gtg etc tec ttc cag gee tac cct act gee cgc tgc 618 
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Gin Ala Gin Val Val Leu Ser Phe Gin Ala Tyr Pro Thr Ala Arg Cys 

125 130 135 

gtc ctg ctg gag gtg caa gtg cct get gec ctt gtg cag ttt ggt cag 666 
Val Leu Leu Glu Val Gin Val Pro Ala Ala Leu Val Gin Phe Gly Gin 
140 145 150 

tct gtg ggc tct gtg gta tat gac tgc ttc gag get gee eta ggg agt 714 
Ser Val Gly Ser Val Val Tyr Asp Cys Phe Glu Ala Ala Leu Gly Ser 
155 160 165 

gag gta cga ate tgg tec tat act cag ccc agg tac gag aag gaa etc 762 
Glu Val Arg lie Trp Ser Tyr Thr Gin Pro Arg Tyr Glu Lys Glu Leu 

170 175 180 185 

aac cac aca cag cag ctg cct gee ctg ccc tgg etc aac gtg tea gca 810 
Asn His Thr Gin Gin Leu Pro Ala Leu Pro Trp Leu Asn Val Ser Ala 
190 195 200 

gat ggt gac aac gtg cat ctg gtt ctg aat gtc tct gag gag cag cac 858 
Asp Gly Asp Asn Val His Leu Val Leu Asn Val Ser Glu Glu Gin His 

205 210 215 

ttc ggc etc tec ctg tac tgg aat cag gtc cag ggc ccc cca aaa ccc 906 
Phe Gly Leu Ser Leu Tyr Trp Asn Gin Val Gin Gly Pro Pro Lys Pro 

220 225 230 

egg tgg cac aaa aac ctg gtg agg cct ccc cct tec caa gtc cat tec 954 
Arg Trp His Lys Asn Leu Val Arg Pro Pro Pro Ser Gin Val His Ser 
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235 



240 



245 



cac tgt agg ccg atg cct gtg caa agg acg cag tgc cat ate aga gag 1002 
His Cys Arg Pro Met Pro Val Gin Arg Thr Gin Cys His He Arg Glu 



gat cct tgaagaggac tcaccccaag caagggaaaa ttggtggggg aacttctgcc 1058 
Asp Pro 

ttcctggttt ccttgacttt ggcctcctcc tcttcctcct tatcttctcc aacctccttc 1118 
ctttatttgt tccacagact ggacegcaga tcattacctt gaaccacaca gacctagttc 1178 
cctgcctctg tattcaggtg tggcctctgg aacctgactc cgttaggacg aacatctgcc 1238 
ccttcaggga ggacccccgc gcacaccaga acctctggca agccgcccga ctgcgactgc 1298 
tgaccctgca gagctggctg ctggacgcac cgtgctcgct gcccgcagaa gcggcactgt 1358 
getggeggge tccgggtggg gacccctgcc agccactggt cccaccgctt tcctgggaga 1418 
aegtcactgt ggacaaggtt ctcgagttcc cattgetgaa aggccaccct aacctctgtg 1478 
ttcaggtgaa cagcteggag aagctgeage tgcaggagtg cttgtgggct gactccctgg 1538 
ggcctctcaa agacgatgtg ctactgttgg agacacgagg cccccaggac aacagatccc 1598 
tctgtgcctt ggaacccagt ggctgtactt cactacccag caaagcctcc acgctatggg 1658 



250 



255 



260 



265 
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acgatgactt gggagcgcta tgggcctgcc ccatggacaa atacatccac aagcgctggg 1718 
ccctcgtgtg gctggcctgc ctactctttg ccgctgcgct ttccctcatc ctccttctca 1778 
aaaaggatca cgcgaaaggg tggctgaggc tcttgaaaca ggacgtccgc tcgggggcgg 1838 
ccgccagggg ccgcgcggct ctgctcctct actcagccga tgactcgggt ttcgagcgcc 1898 
tggtgggcgc cctggcgtcg gccctgtgcc agctgccgct gcgcgtggcc gtagacctgt 1958 
ggagccgtcg tgaactgagc gcgcaggggc ccgtggcttg gtttcacgcg cagcggcgcc 2018 
agaccctgca ggagggcggc gtggtggtct tgctcttctc tcccggtgcg gtggcgctgt 2078 
gcagcgagtg gctacaggat ggggtgtccg ggcccggggc gcacggcccg cacgacgcct 2138 
tccgcgcctc gctcagctgc gtgctgcccg acttcttgca gggccgggcg cccggcagct 2198 
acgtgggggc ctgcttcgac aggctgctcc acccggacgc cgtacccgcc cttttccgca 2258 
ccgtgcccgt cttcacactg ccctcccaac tgccagactt cctgggggcc ctgcagcagc 2318 
ctcgcgcccc gcgttccggg cggctccaag agagagcgga gcaagtgtcc cgggcccttc 2378 
agccagccct ggatagctac ttccatcccc cggggactcc cgcgccggga cgcggggtgg 2438 
gaccaggggc gggacctggg gcgggggacg ggacttaaat aaaggcagac gctgtttttc 2498 

2499 

t . . 

9 9 1 m!lE# 2000-3062522 
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<210> 264 
<211> 267 
<212> PRT 

<213> Homo sapiens 
<400> 264 

Met Pro Val Pro Trp Phe Leu Leu Ser Leu Ala Leu Gly Arg Ser Pro 

15 10 15 

Val Val Leu Ser Leu Glu Arg Leu Val Gly Pro Gin Asp Ala Thr His 

20 25 30 

Cys Ser Pro Gly Leu Ser Cys Arg Leu Trp Asp Ser Asp He Leu Cys 

35 40 45 

Leu Pro Gly Asp He Val Pro Ala Pro Gly Pro Val Leu Ala Pro Thr 

50 55 60 

His Leu Gin Thr Glu Leu Val Leu Arg Cys Gin Lys Glu Thr Asp Cys 

65 70 75 80 

Asp Leu Cys Leu Arg Val Ala Val His Leu Ala Val His Gly His Trp 

85 90 95 

Glu Glu Pro Glu Asp Glu Glu Lys Phe Gly Gly Ala Ala Asp Ser Gly 
100 105 110 
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Val Glu Glu Pro Arg Asn Ala Ser Leu Gin Ala Gin Val Val Leu Ser 

115 120 125 

Phe Gin Ala Tyr Pro Thr Ala Arg Cys Val Leu Leu Glu Val Gin Val 

130 135 140 

Pro Ala Ala Leu Val Gin Phe Gly Gin Ser Val Gly Ser Val Val Tyr 

145 150 155 160 

Asp Cys Phe Glu Ala Ala Leu Gly Ser Glu Val Arg He Trp Ser Tyr 

165 170 175 

Thr Gin Pro Arg Tyr Glu Lys Glu Leu Asn His Thr Gin Gin Leu Pro 

180 185 190 

Ala Leu Pro Trp Leu Asn Val Ser Ala Asp Gly Asp Asn Val His Leu 

195 200 205 

Val Leu Asn Val Ser Glu Glu Gin His Phe Gly Leu Ser Leu Tyr Trp 

210 215 220 

Asn Gin Val Gin Gly Pro Pro Lys Pro Arg Trp His Lys Asn Leu Val 

225 230 235 240 

Arg Pro Pro Pro Ser Gin Val His Ser His Cys Arg Pro Met Pro Val 

245 250 255 

Gin Arg Thr Gin Cys His lie Arg Glu Asp Pro 

260 265 
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2000-3062522 
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<210> 265 
<211> 1601 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (9).. (641) 

<400> 265 

tatccaga atg gtg ttt ctg aag ttc ttc tgc atg agt ttc ttc tgc cac 50 

Met Val Phe Leu Lys Phe Phe Cys Met Ser Phe Phe Cys His 
1 5 10 

ctg tgt caa ggc tac ttc gat ggc ccc etc tac cca gag atg tec aat 98 
Leu Cys Gin Gly Tyr Phe Asp Gly Pro Leu Tyr Pro Glu Met Ser Asn 

15 20 25 30 

ggg act ctg cac cac tac ttc gtg ccc gat ggg gac tat gag gag aac 146 
Gly Thr Leu His His Tyr Phe Val Pro Asp Gly Asp Tyr Glu Glu Asn 

35 40 45 

gat gac ccc gag aag tgc cag ctg etc ttc agg gtg agt gac cac agg 194 
Asp Asp Pro Glu Lys Cys Gin Leu Leu Phe Arg Val Ser Asp His Arg 

50 55 60 

cgc tgc tec cag ggg gag ggg age cag gtt ggc age ctg ctg age etc 242 
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Arg Cys Ser Gin Gly Glu Gly Ser Gin Val Gly Ser Leu Leu Ser Leu 

65 70 75 

acc ctg egg gag gag ttc acc gtg ctg ggc cgc cag gtg gag gat get 290 
Thr Leu Arg Glu Glu Phe Thr Val Leu Gly Arg Gin Val Glu Asp Ala 

80 85 90 

ggg cgc gtg ctg gag ggc ate age aaa age ate tec tac gac eta gac 338 
Gly Arg Val Leu Glu Gly He Ser Lys Ser lie Ser Tyr Asp Leu Asp 
95 100 105 110 

ggg gaa gag age tat ggc aag tac ctg egg egg gag tec cac cag ate 386 
Gly Glu Glu Ser Tyr Gly Lys Tyr Leu Arg Arg Glu Ser His Gin He 

115 120 125 

ggg gat gec tac tec aac teg gac aaa tec etc act gag ctg gag age 434 
Gly Asp Ala Tyr Ser Asn Ser Asp Lys Ser Leu Thr Glu Leu Glu Ser 

130 135 140 

aag ttc aag cag ggc cag gaa cag gac age egg cag gag age agg etc 482 
Lys Phe Lys Gin Gly Gin Glu Gin Asp Ser Arg Gin Glu Ser Arg Leu 

145 150 155 

aac gag gac ttt ctg gga atg ctg gtc cac acc agg tec ctg ctg aag 530 
Asn Glu Asp Phe Leu Gly Met Leu Val His Thr Arg Ser Leu Leu Lys 

160 165 170 

gag aca ctg gac ate tct gtg ggg etc agg gac aaa tac gag ctg ctg 578 
Glu Thr Leu Asp lie Ser Val Gly Leu Arg Asp Lys Tyr Glu Leu Leu 
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175 180 185 190 

gee etc acc att agg age cat ggg ace cga eta ggt egg ctg aaa aat 626 
Ala Leu Thr He Arg Ser His Gly Thr Arg Leu Gly Arg Leu Lys Asn 

195 200 205 

gat tat ctt aaa gta taggtggaag gatacaaatg etagaaagag ggaatcaaat 681 
Asp Tyr Leu Lys Val 

210 

cagccccgtt ttggagggtg ggggacagaa gatggggcta catttccccc atacctacta 741 
tttttttata tcccgatttg cactttgaga atacatctaa ggtcatcttt caaaagagaa 801 
aaattggaca cttgagtgac tttgttttta gttttgtttt tgtacattat ttatgtgatt 861 
gttatggaat tgtcacctgg aaagaacaat tttaagcaat gtcatttcta gatgggtttc 921 
taattctgea gagacacccg tttcagccac atctaaaaga gcacagttta tgtggtgcgg 981 
aattaaactt ccccatcctg cagattatgt ggaaataccc aaagataata gtgeataget 1041 
cctttcagcc tctagccttc actcctgggc tccaaaagct atcccagttg cctgtttttc 1101 
aaatgaggtt caaggtgctg etttgeatge ctgccaaccc atggaagttg tttcttactt 1161 
cttttctctc ttatttatta accatggtct gagagttgtt tttgttctat gtaacagtat 1221 
tgccacaaaa ctataggcaa atcgtgtttg cagggagatt tetgatgect ctgtgggcgt 1281 



9 9 6 
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#¥1.1- 1 9 4 1 7 9 

gtgtaagtta aagtggccac atttaagaag gccaagcttt gtagtggttg cacagtcaca 1341 
ctgatatgct gatttgctct ttctcattgt atgtctatgc tttgtcatca gtgctatagt 1401 
aaattacaaa gaaataggta gattgtatga acatacccac aaatgcctat gatttaggtt 1461 
accaatgtat tctttctcat ttggggtttt gcttctgtct gtctgtttat tggaagcttg 1521 
tacttcaagt agggggaatc gtaattctaa taactcctta gctaagtttt attattcagg 1581 



1601 

caataaacat gttttcatgt 



<210> 266 
<211> 211 
<212> PRT 

<213> Homo sapiens 
<400> 266 

Met Val Phe Leu Lys Phe Phe Cys Met Ser Phe Phe Cys His Leu Cys 
1 5 10 15 

Gin Gly Tyr Phe Asp Gly Pro Leu Tyr Pro Glu Met Ser Asn Gly Thr 

20 25 30 

Leu His His Tyr Phe Val Pro Asp Gly Asp Tyr Glu Glu Asn Asp Asp 

35 40 45 
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Pro Glu Lys Cys Gin Leu Leu Phe Arg Val Ser Asp His Arg Arg Cys 

50 55 60 

Ser Gin Gly Glu Gly Ser Gin Val Gly Ser Leu Leu Ser Leu Thr Leu 

65 70 75 80 

Arg Glu Glu Phe Thr Val Leu Gly Arg Gin Val Glu Asp Ala Gly Arg 

85 90 95 

Val Leu Glu Gly He Ser Lys Ser lie Ser Tyr Asp Leu Asp Gly Glu 
100 105 110 

Glu Ser Tyr Gly Lys Tyr Leu Arg Arg Glu Ser His Gin He Gly Asp 

115 120 125 

Ala Tyr Ser Asn Ser Asp Lys Ser Leu Thr Glu Leu Glu Ser Lys Phe 

130 135 140 

Lys Gin Gly Gin Glu Gin Asp Ser Arg Gin Glu Ser Arg Leu Asn Glu 

145 150 155 160 

Asp Phe Leu Gly Met Leu Val His Thr Arg Ser Leu Leu Lys Glu Thr 

165 170 175 

Leu Asp He Ser Val Gly Leu Arg Asp Lys Tyr Glu Leu Leu Ala Leu 

180 185 190 

Thr He Arg Ser His Gly Thr Arg Leu Gly Arg Leu Lys Asn Asp Tyr 

195 200 205 
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# 5£ 11-194179 



Leu Lys Val 
210 



<210> 267 
<211> 1906 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (42).. (1628) 

<400> 267 

gagcggggcc ggcagagcgc gcggcgtcgg tgcccttgac c atg gcg gcg get gcg 56 

Met Ala Ala Ala Ala 

1 5 

ctt ctg ctg ggg ctg gcg ctg ctg gca ccg egg gcg gec ggc gcg ggc 104 
Leu Leu Leu Gly Leu Ala Leu Leu Ala Pro Arg Ala Ala Gly Ala Gly 

10 15 20 

atg ggc gcg tgc tat gac ggc gca ggg cgc ccg cag cgc tgc ctg ccg 152 
Met Gly Ala Cys Tyr Asp Gly Ala Gly Arg Pro Gin Arg Cys Leu Pro 

25 30 35 

gtg ttc gag aac gcg gcg ttt ggg egg etc gec cag gec teg cac acg 200 
Val Phe Glu Asn Ala Ala Phe Gly Arg Leu Ala Gin Ala Ser His Thr 
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40 45 50 

tgc ggc age ccg ccc gag gac ttc tgt ccc cac gtg ggc gec gcg ggc 248 
Cys Gly Ser Pro Pro Glu Asp Phe Cys Pro His Val Gly Ala Ala Gly 

55 60 65 

gcg ggg get cat tgc cag cgc tgc gac gec gec gac ccc cag cgc cac 296 
Ala Gly Ala His Cys Gin Arg Cys Asp Ala Ala Asp Pro Gin Arg His 

70 75 80 85 

cac aac gec tec tac etc acc gac ttc cac age cag gac gag age acc 344 
His Asn Ala Ser Tyr Leu Thr Asp Phe His Ser Gin Asp Glu Ser Thr 
90 95 100 

tgg tgg cag age ccg tec atg gee ttc ggc gtg cag tac ccc acc teg 392 
Trp Trp Gin Ser Pro Ser Met Ala Phe Gly Val Gin Tyr Pro Thr Ser 
105 110 115 

gtc aac ate acc etc cgc eta ggg aag get tat gag ate acg tat 
Val Asn He Thr Leu Arg Leu Gly Lys Ala Tyr Glu He Thr Tyr 

120 125 130 

agg ctg aag ttc cac acc agt cgc cct gag age ttt gec ate tac aag 488 
Arg Leu Lys Phe His Thr Ser Arg Pro Glu Ser Phe Ala He Tyr Lys 
135 140 145 

cgc age cgc gee gac ggc cca tgg gag ccc tac cag ttc tac age gee 536 
Arg Ser Arg Ala Asp Gly Pro Trp Glu Pro Tyr Gin Phe Tyr Ser Ala 

150 155 160 165 



gtg 440 
Val 
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tec tgc cag aag acc tac ggc egg ccc gag ggc cag tgc ctg cgc ccc 584 
Ser Cys Gin Lys Thr Tyr Gly Arg Pro Glu Gly Gin Cys Leu Arg Pro 
170 175 180 

ggc gag gac gag cgc gtg gee ttc tgc acc tct gag ttc age gac ate 632 
Gly Glu Asp Glu Arg Val Ala Phe Cys Thr Ser Glu Phe Ser Asp He 

185 190 195 

tec ccg ctg agt ggc ggc aac gtg gee ttc tec acc ctg gag ggc egg 680 
Ser Pro Leu Ser Gly Gly Asn Val Ala Phe Ser Thr Leu Glu Gly Arg 

200 205 210 

ccc age gee tac aac ttc gag gag age cct ggg ctg cag gag tgg gtc 728 
Pro Ser Ala Tyr Asn Phe Glu Glu Ser Pro Gly Leu Gin Glu Trp Val 

215 220 225 

acc age acc gaa etc etc ate tct eta gac egg etc aac acg ttt ggg 776 
Thr Ser Thr Glu Leu Leu lie Ser Leu Asp Arg Leu Asn Thr Phe Gly 

230 235 240 245 

gac gac ate ttc aag gac ccc aag gtg etc cag tec tac tat tat gee 824 
Asp Asp He Phe Lys Asp Pro Lys Val Leu Gin Ser Tyr Tyr Tyr Ala 

250 255 260 

gtg tec gac ttc tct gtg ggc ggc agg tgc aag tgc aac ggg cat gee 872 
Val Ser Asp Phe Ser Val Gly Gly Arg Cys Lys Cys Asn Gly His Ala 

265 270 275 



10 0 1 
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11-194179 



age gag tgc ggc ccc gac gtg gcg ggc cag ttg gec tgc egg tgc cag 920 

Ser Glu Cys Gly Pro Asp Val Ala Gly Gin Leu Ala Cys Arg Cys Gin 

280 285 290 

cac aac acc acc ggc aca gac tgt gag cgc tgc ctg ccc ttc ttc cag 968 

His Asn Thr Thr Gly Thr Asp Cys Glu Arg Cys Leu Pro Phe Phe Gin 

295 300 305 



gac cgc ccg tgg gec egg ggc acc gec gag get get cac gag tgt ctg 1016 
Asp Arg Pro Trp Ala Arg Gly Thr Ala Glu Ala Ala His Glu Cys Leu 

310 315 320 325 



ccc tgc aac tgc agt ggc cgc tec gag gaa tgc acg ttt gat egg gag 1064 
Pro Cys Asn Cys Ser Gly Arg Ser Glu Glu Cys Thr Phe Asp Arg Glu 

330 335 340 

etc ttc cgc age aca ggc cac ggc ggg cgc tgt cac cac tgc cgt gac 1112 
Leu Phe Arg Ser Thr Gly His Gly Gly Arg Cys His His Cys Arg Asp 

345 350 355 

cac aca get ggg cca cac tgt gag cgc tgt cag gag aat ttc tat cac 1160 
His Thr Ala Gly Pro His Cys Glu Arg Cys Gin Glu Asn Phe Tyr His 

360 365 370 

tgg gac ccg egg atg cca tgc cag ccc tgt gac tgc cag teg gca ggc 1208 
Trp Asp Pro Arg Met Pro Cys Gin Pro Cys Asp Cys Gin Ser Ala Gly 

375 380 385 



tec eta cac etc cag tgc gat gac aca ggc acc tgc gee tgc aag ccc 1256 
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Ser Leu His Leu Gin Cys Asp Asp Thr Gly Thr Cys Ala Cys Lys Pro 
390 395 400 405 

acg gtg act ggc tgg aag tgt gac cgc tgt ctg ccc ggg ttc cac teg 1304 
Thr Val Thr Gly Trp Lys Cys Asp Arg Cys Leu Pro Gly Phe His Ser 
410 415 420 

etc agt gag gga ggc tgc aga ccc tgc act tgc aat ccc get ggc age 1352 
Leu Ser Glu Gly Gly Cys Arg Pro Cys Thr Cys Asn Pro Ala Gly Ser 

425 430 435 

ctg gac acc tgt gac ccc cgc agt ggg cgc tgc ccc tgc aaa gag aat 1400 
Leu Asp Thr Cys Asp Pro Arg Ser Gly Arg Cys Pro Cys Lys Glu Asn 

440 445 450 

gtg gaa ggc aac eta tgt gac aga tgt cgc ccg ggg acc ttt aac ctg 1448 
Val Glu Gly Asn Leu Cys Asp Arg Cys Arg Pro Gly Thr Phe Asn Leu 

455 460 465 

cag ccc cac aat ccc age age agg age tgc aga tec agg get teg aga 1496 
Gin Pro His Asn Pro Ser Ser Arg Ser Cys Arg Ser Arg Ala Ser Arg 
470 475 480 485 

gtg acc teg ccg aga tec gcg ccg aca aac aga acc tgg agg cca ttc 1544 
Val Thr Ser Pro Arg Ser Ala Pro Thr Asn Arg Thr Trp Arg Pro Phe 

490 495 500 

tgc aca gee tgc ccg aga act gtg cca get ggc agt gag ggc tgc cca 1592 
Cys Thr Ala Cys Pro Arg Thr Val Pro Ala Gly Ser Glu Gly Cys Pro 
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505 



510 



515 



gat ccc egg cac aca etc ccc cac ctg ctg ttt aca tgacccaggg 



1638 



Asp Pro Arg His Thr Leu Pro His Leu Leu Phe Thr 



520 



525 



ggtgcacact accccacagg tgtgcccata cagacattcc ccggagccgg ctgctgtgaa 1698 



ctcgaccccg tgtggatagt cacactccct gecgattctg tctgtggctt cttccctgcc 1758 



agcaggactg agtgtgcgta cccagttcac ctggacatga gtgcacactc tcacccctgc 1818 



acatgeataa aogggcacac cccagtgtca ataacataca cacgtgaggg tgcatgtctg 1878 



<210> 268 
<211> 529 
<212> PRT 

<213> Homo sapiens 
<400> 268 

Met Ala Ala Ala Ala Leu Leu Leu Gly Leu Ala Leu Leu Ala Pro Arg 

1 5 10 15 

Ala Ala Gly Ala Gly Met Gly Ala Cys Tyr Asp Gly Ala Gly Arg Pro 



tgtgtatgac ccacacgtgt tcaagtct 



1906 



20 



25 



30 
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Gin Arg Cys Leu Pro Val Phe Glu Asn Ala Ala Phe Gly Arg Leu Ala 

35 40 45 

Gin Ala Ser His Thr Cys Gly Ser Pro Pro Glu Asp Phe Cys Pro His 

50 , 55 60 

Val Gly Ala Ala Gly Ala Gly Ala His Cys Gin Arg Cys Asp Ala Ala 

65 70 75 80 

Asp Pro Gin Arg His His Asn Ala Ser Tyr Leu Thr Asp Phe His Ser 

85 90 95 

Gin Asp Glu Ser Thr Trp Trp Gin Ser Pro Ser Met Ala Phe Gly Val 

100 105 110 

Gin Tyr Pro Thr Ser Val Asn He Thr Leu Arg Leu Gly Lys Ala Tyr 

115 120 125 

Glu He Thr Tyr Val Arg Leu Lys Phe His Thr Ser Arg Pro Glu Ser 

130 135 140 

Phe Ala He Tyr Lys Arg Ser Arg Ala Asp Gly Pro Trp Glu Pro Tyr 
145 150 155 160 

Gin Phe Tyr Ser Ala Ser Cys Gin Lys Thr Tyr Gly Arg Pro Glu Gly 

165 170 175 

Gin Cys Leu Arg Pro Gly Glu Asp Glu Arg Val Ala Phe Cys Thr Ser 
180 185 190 
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Glu Phe Ser Asp He Ser Pro Leu Ser Gly Gly Asn Val Ala Phe Ser 

195 200 205 

Thr Leu Glu Gly Arg Pro Ser Ala Tyr Asn Phe Glu Glu Ser Pro Gly 

210 215 220 

Leu Gin Glu Trp Val Thr Ser Thr Glu Leu Leu He Ser Leu Asp Arg 

225 230 235 240 

Leu Asn Thr Phe Gly Asp Asp He Phe Lys Asp Pro Lys Val Leu Gin 

245 250 255 

Ser Tyr Tyr Tyr Ala Val Ser Asp Phe Ser Val Gly Gly Arg Cys Lys 

260 265 270 

Cys Asn Gly His Ala Ser Glu Cys Gly Pro Asp Val Ala Gly Gin Leu 

275 280 285 

Ala Cys Arg Cys Gin His Asn Thr Thr Gly Thr Asp Cys Glu Arg Cys 

290 295 300 

Leu Pro Phe Phe Gin Asp Arg Pro Trp Ala Arg Gly Thr Ala Glu Ala 

305 310 315 320 

Ala His Glu Cys Leu Pro Cys Asn Cys Ser Gly Arg Ser Glu Glu Cys 

325 330 335 

Thr Phe Asp Arg Glu Leu Phe Arg Ser Thr Gly His Gly Gly Arg Cys 
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345 350 

His His Cys Arg Asp His Thr Ala Gly Pro His Cys Glu Arg Cys Gin 

355 360 365 

Glu Asn Phe Tyr His Trp Asp Pro Arg Met Pro Cys Gin Pro Cys Asp 

370 375 380 

Cys Gin Ser Ala Gly Ser Leu His Leu Gin Cys Asp Asp Thr Gly Thr 

385 390 395 400 

Cys Ala Cys Lys Pro Thr Val Thr Gly Trp Lys Cys Asp Arg Cys Leu 
405 410 415 

Pro Gly Phe His Ser Leu Ser Glu Gly Gly Cys Arg Pro Cys Thr Cys 

420 425 430 

Asn Pro Ala Gly Ser Leu Asp Thr Cys Asp Pro Arg Ser Gly Arg Cys 

435 440 445 

Pro Cys Lys Glu Asn Val Glu Gly Asn Leu Cys Asp Arg Cys Arg Pro 
450 455 460 

Gly Thr Phe Asn Leu Gin Pro His Asn Pro Ser Ser Arg Ser Cys Arg 

465 470 475 480 

Ser Arg Ala Ser Arg Val Thr Ser Pro Arg Ser Ala Pro Thr Asn Arg 

485 490 495 
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Thr Trp Arg Pro Phe Cys Thr Ala Cys Pro Arg Thr Val Pro Ala Gly 

500 505 510 

Ser Glu Gly Cys Pro Asp Pro Arg His Thr Leu Pro His Leu Leu Phe 

515 520 525 

Thr 



<210> 269 
<211> 1638 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (380).. (1138) 
<400> 269 

agatcgcgcc aggagaggag gagagctcgg gcgagcggcg agcacaggcc acgggagctg 60 
agcgcagcag agagcagccg gagtccgcgc ctgactccgc gcgggtcctg agccggccgc 120 
agcttgccag gatccccggc gtccttctcg cgccgcttca cgaagagggc gccttcgccg 180 
ctcgcccagc cggagtgcgc acgggcccgc tggaaaccgc actcgccgct ccctgggcag 240 
gccggggcac ccgggcacgc agggcgcgcc tggcgagcgc cccgggaggc ggcgtgcagg 300 



10 0 8 



2000-3062522 



11 -19417 9^ 



accagcggcg gccgtgcagg cggaggactt cggcgcggct cctcctgggt gtgaccccgg 360 

gcgcgcccgc cgcgcgacg atg agg gcg egg ccg cag gtc tgc gag gcg ctg 412 

Met Arg Ala Arg Pro Gin Val Cys Glu Ala Leu 
1 5 10 

etc ttc gee ctg gcg etc cag ace ggc gtg tgc tat ggc ate aag tgg 460 
Leu Phe Ala Leu Ala Leu Gin Thr Gly Val Cys Tyr Gly He Lys Trp 

15 20 25 

ctg gcg ctg tec aag aca cca teg gec ctg gca ctg aac cag acg caa 508 
Leu Ala Leu Ser Lys Thr Pro Ser Ala Leu Ala Leu Asn Gin Thr Gin 

30 35 40 

cac tgc aag cag ctg gag ggt ctg gtg tct gca cag gtg cag ctg tgc 556 
His Cys Lys Gin Leu Glu Gly Leu Val Ser Ala Gin Val Gin Leu Cys 

45 50 55 

cgc age aac ctg gag etc atg cac acg gtg gtg cac gee gee cgc gag 604 
Arg Ser Asn Leu Glu Leu Met His Thr Val Val His Ala Ala Arg Glu 

60 65 70 75 

gtc atg aag gee tgt cgc egg gee ttt gee gac atg cgc tgg aac tgc 652 
Val Met Lys Ala Cys Arg Arg Ala Phe Ala Asp Met Arg Trp Asn Cys 

80 85 90 

tec tec att gag etc gee ccc aac tat ttg ctt gac ctg gag aga ggg 700 
Ser Ser He Glu Leu Ala Pro Asn Tyr Leu Leu Asp Leu Glu Arg Gly 
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95 100 105 

acc egg gag teg gee ttc gtg tat gcg ctg teg gec gec gec ate age 748 
Thr Arg Glu Ser Ala Phe Val Tyr Ala Leu Ser Ala Ala Ala He Ser 
110 115 120 

cac gee ate gee egg gee tgc acc tec ggc gac ctg ccc ggc tgc tec 796 
His Ala He Ala Arg Ala Cys Thr Ser Gly Asp Leu Pro Gly Cys Ser 
125 130 135 

tgc ggc ccc gtc cca ggt gag cca ccc ggg ccc ggg aac cgc tgg gga 844 
Cys Gly Pro Val Pro Gly Glu Pro Pro Gly Pro Gly Asn Arg Trp Gly 

140 145 150 155 

gga tgt gcg gac aac etc age tac ggg etc etc atg ggg gee aag ttt 892 
Gly Cys Ala Asp Asn Leu Ser Tyr Gly Leu Leu Met Gly Ala Lys Phe 

160 165 170 

tec gat get cct atg aag gtg aaa aaa aca gga tec caa gec aat aaa 940 
Ser Asp Ala Pro Met Lys Val Lys Lys Thr Gly Ser Gin Ala Asn Lys 
175 180 185 

ctg atg cgt eta cac aac agt gaa gtg ggg aga cag get ctg cgc gee 988 
Leu Met Arg Leu His Asn Ser Glu Val Gly Arg Gin Ala Leu Arg Ala 

190 195 200 

tct ctg ctt gtg aat tec aga tgc cag gca tgg gag gcg get tgt get 1036 
Ser Leu Leu Val Asn Ser Arg Cys Gin Ala Trp Glu Ala Ala Cys Ala 

205 210 215 
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t 



ttg cct tea ctt gga age cac cag gaa cag aag gtc tgg cca ccc tgg 1084 

Leu Pro Ser Leu Gly Ser His Gin Glu Gin Lys Val Trp Pro Pro Trp 

220 225 230 235 

aag gag ggc agg aca tea aag gaa ace gac aag att aaa aat aac ttg 1132 

Lys Glu Gly Arg Thr Ser Lys Glu Thr Asp Lys He Lys Asn Asn Leu 

240 245 250 



gca gec tgaggctctg gagtgcccac aggctggtgt aaggagcggg gcttgggatc 1188 
Ala Ala 

ggtgagactg atacagactt gacctttcag ggecacagag accagcctcc gggaaggggt 1248 



ctgcccgcct tcttcagaat gttctgcggg accccctggc ccaccctggg gtctgagect 1308 
gctgggccca ccacatggaa tcactagctt gggttgtaaa tgttttcttt tgttttttgc 1368 
tttttcttcc tttgggatgt ggaagctaca gaaatattta taaaacatag ctttttcttt 1428 
ggggtggcac ttctcaattc ctctttatat attttatata tataaatata tatgtatata 1488 
tataatgatc tctattttaa aactagcttt ttaagcagct gtatgaaata aatgctgagt 1548 
gagccccagc ccgcccctgc agttcccggc ctegtcaagt gaacteggea gaccctgggg 1608 
ctggcagagg gagctctcca gtttccaggc 1638 



10 11 
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<210> 270 
<211> 253 
<212> PRT 

<213> Homo sapiens 
<400> 270 

Met Arg Ala Arg Pro Gin Val Cys Glu Ala Leu Leu Phe Ala Leu Ala 
15 10 15 

Leu Gin Thr Gly Val Cys Tyr Gly He Lys Trp Leu Ala Leu Ser Lys 

20 25 30 

Thr Pro Ser Ala Leu Ala Leu Asn Gin Thr Gin His Cys Lys Gin Leu 

35 40 45 

Glu Gly Leu Val Ser Ala Gin Val Gin Leu Cys Arg Ser Asn Leu Glu 

50 55 60 

Leu Met His Thr Val Val His Ala Ala Arg Glu Val Met Lys Ala Cys 

65 70 75 80 

Arg Arg Ala Phe Ala Asp Met Arg Trp Asn Cys Ser Ser He Glu Leu 

85 90 95 

Ala Pro Asn Tyr Leu Leu Asp Leu Glu Arg Gly Thr Arg Glu Ser Ala 
100 105 110 

Phe Val Tyr Ala Leu Ser Ala Ala Ala He Ser His Ala He Ala Arg 

115 120 125 



10 12 2000-3062522 
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Ala Cys Thr Ser Gly Asp Leu Pro Gly Cys Ser Cys Gly Pro Val Pro 

130 135 140 

Gly Glu Pro Pro Gly Pro Gly Asn Arg Trp Gly Gly Cys Ala Asp Asn 

145 150 155 160 

Leu Ser Tyr Gly Leu Leu Met Gly Ala Lys Phe Ser Asp Ala Pro Met 
165 170 175 

Lys Val Lys Lys Thr Gly Ser Gin Ala Asn Lys Leu Met Arg Leu His 
180 185 190 

Asn Ser Glu Val Gly Arg Gin Ala Leu Arg Ala Ser Leu Leu Val Asn 

195 200 205 

Ser Arg Cys Gin Ala Trp Glu Ala Ala Cys Ala Leu Pro Ser Leu Gly 

210 215 220 

Ser His Gin Glu Gin Lys Val Trp Pro Pro Trp Lys Glu Gly Arg Thr 

225 230 235 240 

Ser Lys Glu Thr Asp Lys He Lys Asn Asn Leu Ala Ala 

245 250 



<210> 271 
<211> 3593 
<212> DNA 
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<213> Homo sapiens 

<220> 

<221> CDS 

<222> (13).. (1878) 

<400> 271 

acgcgtggcg eg atg gcg gcg gec cca cgc gcg ggc egg egg cgc ggg cag 51 
Met Ala Ala Ala Pro Arg Ala Gly Arg Arg Arg Gly Gin 
1 5 10 

ccg etc ctg gcg ctg ctg ctt ctg ctg ctg gcg cca ctg ccg ccg ggg 99 
Pro Leu Leu Ala Leu Leu Leu Leu Leu Leu Ala Pro Leu Pro Pro Gly 

15 20 25 

gec ccg ccg ggc gec gac gec tac ttt ccc gag gag cgc tgg age ccg 147 
Ala Pro Pro Gly Ala Asp Ala Tyr Phe Pro Glu Glu Arg Trp Ser Pro 

30 35 40 45 

gag teg ccc ctg cag gcg ccg cgc gtg etc ate gcg ctg ttg gcg cga 195 
Glu Ser Pro Leu Gin Ala Pro Arg Val Leu He Ala Leu Leu Ala Arg 
50 55 60 

aac gcg gec cac gcg ttg ccc ace acg ctg ggc gca etc gag egg ctg 243 
Asn Ala Ala His Ala Leu Pro Thr Thr Leu Gly Ala Leu Glu Arg Leu 

65 70 75 

egg cac ccg egg gag cgc acg gcg eta tgg gtg get acg gac cac aac 291 
Arg His Pro Arg Glu Arg Thr Ala Leu Trp Val Ala Thr Asp His Asn 
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80 85 90 

atg gat aac acg tea act gtg ctg egg gag tgg ctg gtg gec gtg aag 339 
Met Asp Asn Thr Ser Thr Val Leu Arg Glu Trp Leu Val Ala Val Lys 

95 100 105 

agt ttg tac cat tec gtg gag tgg egg cca gca gag gag ccc agg tec 387 
Ser Leu Tyr His Ser Val Glu Trp Arg Pro Ala Glu Glu Pro Arg Ser 
HO 115 120 125 

tac ccg gac gag gaa ggc ccg aaa cac tgg tct gac tea cgc tac gag 435 
Tyr Pro Asp Glu Glu Gly Pro Lys His Trp Ser Asp Ser Arg Tyr Glu 
130 135 140 

cat gtc atg aag ttg cgc cag gca gec ctg aaa tea get cga gac atg 483 
His Val Met Lys Leu Arg Gin Ala Ala Leu Lys Ser Ala Arg Asp Met 
145 150 155 

tgg get gat tac ate ctg ttt gta gat gcg gac aac ctg ate etc aac 531 
Trp Ala Asp Tyr He Leu Phe Val Asp Ala Asp Asn Leu He Leu Asn 

160 165 .170 

cct gac aca ctg age ctg etc ate get gag aac aag acg gtg gtc gee 579 
Pro Asp Thr Leu Ser Leu Leu He Ala Glu Asn Lys Thr Val Val Ala 

175 180 185 

ccc atg ctg gat tec egg get gcg tac tec aac ttc tgg tgt gga atg 627 
Pro Met Leu Asp Ser Arg Ala Ala Tyr Ser Asn Phe Trp Cys Gly Met 

JJ0 195 200 205 
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act tec cag ggc tac tac aag cgc aca cct gec tac ate cct ate cgc 675 
Thr Ser Gin Gly Tyr Tyr Lys Arg Thr Pro Ala Tyr He Pro He Arg 

210 215 220 

aag cga gac cgc egg ggc tgc ttt gca gtt ccc atg gtg cac teg acc 723 

Lys Arg Asp Arg Arg Gly Cys Phe Ala Val Pro Met Val His Ser Thr 

225 230 235 

ttc ctg ate gac ctg egg aag gcg gcg tec agg aac ctg gee ttc tac 771 

Phe Leu He Asp Leu Arg Lys Ala Ala Ser Arg Asn Leu Ala Phe Tyr 

240 245 250 

cca cct cac cct gac tac acc tgg tec ttt gac gac ate ate gtc ttt 819 

Pro Pro His Pro Asp Tyr Thr Trp Ser Phe Asp Asp He He Val Phe 

255 260 265 

gee ttc tec tgc aag cag gca gag gtt cag atg tat gtg tgc aac aag 867 

Ala Phe Ser Cys Lys Gin Ala Glu Val Gin Met Tyr Val Cys Asn Lys 

270 275 280 285 

gag gag tac gga ttc ttg cca gtg cca ttg cgc gee cac age acc etc 915 

Glu Glu Tyr Gly Phe Leu Pro Val Pro Leu Arg Ala His Ser Thr Leu 

290 295 300 

cag gat gag gee gag age ttc atg cat gtg cag ctg gag gtc atg gtg 963 

Gin Asp Glu Ala Glu Ser Phe Met His Val Gin Leu Glu Val Met Val 

305 310 315 
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aag cac ccg ccc gca gag ccc tec cgc ttc ate teg get ccc acc aag 1011 
Lys His Pro Pro Ala Glu Pro Ser Arg Phe He Ser Ala Pro Thr Lys 

320 325 330 

aca ccg gac aag atg ggc ttc gac gag gtc ttc atg ate aac ctg agg 1059 
Thr Pro Asp Lys Met Gly Phe Asp Glu Val Phe Met He Asn Leu Arg 

335 340 345 

egg egg cag gac egg egg gag cgc atg ctg egg gcg ctg cag gca cag 1107 
Arg Arg Gin Asp Arg Arg Glu Arg Met Leu Arg Ala Leu Gin Ala Gin 

350 355 360 365 

gag ate gag tgc egg ctg gtg gag gec gtg gac ggc aaa gec atg aac 1155 
Glu He Glu Cys Arg Leu Val Glu Ala Val Asp Gly Lys Ala Met Asn 

370 375 380 

acc age cag gtg gag gcg ctg ggg ate cag atg ctg cct ggc tac egg 1203 
Thr Ser Gin Val Glu Ala Leu Gly He Gin Met Leu Pro Gly Tyr Arg 

385 390 395 

gac ccc tac cac ggc egg ccc etc acc aag ggt gag ctg ggc tgc ttc 1251 
Asp Pro Tyr His Gly Arg Pro Leu Thr Lys Gly Glu Leu Gly Cys Phe 
400 405 410 

ctg age cac tac aac ate tgg aag gag gtg gtg gac egg ggg ctg cag 1299 
Leu Ser His Tyr Asn He Trp Lys Glu Val Val Asp Arg Gly Leu Gin 

415 420 425 

aaa teg ctt gtg ttt gag gat gac ctg cgt ttt gag ate ttc ttc aag 1347 
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Lys Ser Leu Val Phe Glu Asp Asp Leu Arg Phe Glu He Phe Phe Lys 

430 435 440 445 

aga cgt ctg atg aac etc atg egg gat gtg gag egg gag ggc ctg gac 1395 
Arg Arg Leu Met Asn Leu Met Arg Asp Val Glu Arg Glu Gly Leu Asp 

450 455 460 

tgg gac etc ate tat gtg ggc egg aag egg atg cag gtg gag cac ccc 1443 
Trp Asp Leu He Tyr Val Gly Arg Lys Arg Met Gin Val Glu His Pro 

465 470 475 

gag aag get gtg cct cgc gtg agg aac ctg gtg gag gee gac tat tec 1491 
Glu Lys Ala Val Pro Arg Val Arg Asn Leu Val Glu Ala Asp Tyr Ser 
480 485 490 

tac tgg acc ctg gee tac gtg ate tec ctg caa ggc gee cgc aaa ctg 1539 
Tyr Trp Thr Leu Ala Tyr Val He Ser Leu Gin Gly Ala Arg Lys Leu 

495 500 505 

ctg get get gag ccg etc tec aag atg ctg cct gtg gac gag ttc ctg 1587 
Leu Ala Ala Glu Pro Leu Ser Lys Met Leu Pro Val Asp Glu Phe Leu 

510 515 520 525 

ccc gtc atg ttc gac aaa cac cca gtg tec gag tac aag gec cac ttc 1635 
Pro Val Met Phe Asp Lys His Pro Val Ser Glu Tyr Lys Ala His Phe 

530 535 540 

tec etc cgc aac ctg cat gee ttc tct gtg gag ccg ctg etc ate tac 1683 
Ser Leu Arg Asn Leu His Ala Phe Ser Val Glu Pro Leu Leu He Tyr 
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545 550 555 

ccc aca cac tac aca gga gac gat ggc tat gtg agt gac acc gag acc 1731 
Pro Thr His Tyr Thr Gly Asp Asp Gly Tyr Val Ser Asp Thr Glu Thr 

560 565 570 

tea gtc gta tgg aac aat gag cac gtc aag acc gac tgg gac cgc gec 1779 
Ser Val Val Trp Asn Asn Glu His Val Lys Thr Asp Trp Asp Arg Ala 

575 580 585 

aag tec cag aag atg egg gag cag cag gca ctg age cgt gag gec aag 1827 
Lys Ser Gin Lys Met Arg Glu Gin Gin Ala Leu Ser Arg Glu Ala Lys 

590 595 600 605 

aac teg gac gtg etc cag tec cca ctg gac agt get gee egg gat gaa 1875 
Asn Ser Asp Val Leu Gin Ser Pro Leu Asp Ser Ala Ala Arg Asp Glu 
610 615 620 

etc tgaggggtag cagecagaaa gecaaagcag ccatcggtgg cccaggctcc 1928 
Leu 

aegtgettae tgaggacatc agggccacct ctggacccct tggcaggeca cagagggctc 1988 
tcgtgtgggg tggtgtccag ccagctcttg ctaagcaatc acgtgcacac aggcagcatt 2048 
aatggagtgc etactgeatg ccagcaacag ggcttggccc tggggaattg ggaggaacca 2108 
agccctcttc atctgttcat gtgcccagca tttattaagc acctgctgta tgcaaggttc 2168 
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ccatgttacg gcagtgaatg aggcataatt gttccctcca tcagcgattg attcagtcat 2228 
caagcagtta ctgatcagat taagaatcag gcactagtga tacacattca tttttaaaat 2288 
tcattcaagg atttattgag tgcctactgt gtgttgggtg ccattccagg ctctgggatt 2348 
tttttttttt tttttttaag agtagagtct gtctctgtca cccaggctgg agtgcagtgg 2408 
tgtgacggct cactgcagcc tgcgcctccc agcgtccagc aattcttgtt tctcggcctc 2468 
ccaagtagct gggactatag gtgcgtgcca tcacatctgg ctagtttttg tatttttagt 2528 
agagacgggg tttcaccatg ttggccagac tggtctcgaa ctcctgacct caagtgatct 2588 
gcccgccttg gccacccaaa gtgctagggt tacaggcatg agccactgtg cccagcccag 2648 
gctctgggaa tattgagata aataagatgc ttctatccat ttattcaagc acatattggt 2708 
cacctactgt gtgcctggca ctcatgtcac aaagataagt tcctgattcg gtacacttac 2768 
tgagcacctg ctgtgtgcag ggagctgagc tatgggatgg gaatgggagt aaacaaggta 2828 
cttttcactt ttttcttttt ttcctcactg ctagacggtg tgggaacttc tcactcattg 2888 
gcttctttcc cacacacctg aagagcactg actgtgtgcc gggcactagt gatacaaaag 2948 
agtgtgacag ttgttcagtc tgcattttcg atcatgggct acatgccgag tgctggggca 3008 
cagagatgaa caagatcggt tccttcactt cttcatgcca caagtgttta ttgagcacct 3068 
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gtgtgccagg cctcacagac tcccagttgg gttgaagaat ggttgactga gtttgattct 3128 
tcctgtaccc tcggtcgtct gagctgtgtg cggacaacat ccccccacca cccaagaggg 3188 
agggtagctc ttccgccacc aggggcaagc acaggtcctg gtggccccac gccacatgtt 3248 
agcccccctg gagggggcgc cagttggaga cgggggctgg gtgtccctgg cccactccca 3308 
gtcccctgtg ctttacctcc ttgcccttgt gtctcaggtg tggtccctgc ctgcttgatg 3368 
aagttgctct gttcaagcct ttggtgggat catgtgtttg ggggctttta ggggacccag 3428 
ctgcactggg gcactgcccg tggcctgggt aggacatttc ccagcaaggg ctggaggagt 3488 
tgccgtgcct tcagcctgaa tcgaatgtca gaaccagcca gcggtgcttc accctcttgg 3548 
ggataacttg cttagttttt taataaatgt tcctggttgg ttttc 3593 

<210> 272 
<211> 622 
<212> PRT 

<213> Homo sapiens 
<400> 272 

Met Ala Ala Ala Pro Arg Ala Gly Arg Arg Arg Gly Gin Pro Leu Leu 

15 10 15 
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Ala Leu Leu Leu Leu Leu Leu Ala Pro Leu Pro Pro Gly Ala Pro Pro 

20 25 30 

Gly Ala Asp Ala Tyr Phe Pro Glu Glu Arg Trp Ser Pro Glu Ser Pro 

35 . 40 45 

Leu Gin Ala Pro Arg Val Leu He Ala Leu Leu Ala Arg Asn Ala Ala 

50 55 60 

His Ala Leu Pro Thr Thr Leu Gly Ala Leu Glu Arg Leu Arg His Pro 

65 70 75 80 

Arg Glu Arg Thr Ala Leu Trp Val Ala Thr Asp His Asn Met Asp Asn 

85 90 95 

Thr Ser Thr Val Leu Arg Glu Trp Leu Val Ala Val Lys Ser Leu Tyr 
100 105 110 

His Ser Val Glu Trp Arg Pro Ala Glu Glu Pro Arg Ser Tyr Pro Asp 

115 120 125 

Glu Glu Gly Pro Lys His Trp Ser Asp Ser Arg Tyr Glu His Val Met 

130 135 140 

Lys Leu Arg Gin Ala Ala Leu Lys Ser Ala Arg Asp Met Trp Ala Asp 

145 150 155 160 

Tyr He Leu Phe Val Asp Ala Asp Asn Leu He Leu Asn Pro Asp Thr 

165 170 175 
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Leu Ser Leu Leu He Ala Glu Asn Lys Thr Val Val Ala Pro Met Leu 
180 185 190 

Asp Ser Arg Ala Ala Tyr Ser Asn Phe Trp Cys Gly Met Thr Ser Gin 

195 200 205 

Gly Tyr Tyr Lys Arg Thr Pro Ala Tyr He Pro He Arg Lys Arg Asp 

210 215 220 

Arg Arg Gly Cys Phe Ala Val Pro Met Val His Ser Thr Phe Leu He 

225 230 235 240 

Asp Leu Arg Lys Ala Ala Ser Arg Asn Leu Ala Phe Tyr Pro Pro His 

245 250 255 

Pro Asp Tyr Thr Trp Ser Phe Asp Asp He He Val Phe Ala Phe Ser 

260 265 270 

Cys Lys Gin Ala Glu Val Gin Met Tyr Val Cys Asn Lys Glu Glu Tyr 

275 280 285 

Gly Phe Leu Pro Val Pro Leu Arg Ala His Ser Thr Leu Gin Asp Glu 

290 295 300 

Ala Glu Ser Phe Met His Val Gin Leu Glu Val Met Val Lys His Pro 

3 °5 310 315 320 

Pro Ala Glu Pro Ser Arg Phe He Ser Ala Pro Thr Lys Thr Pro Asp 
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325 



330 



335 



Lys Met Gly Phe Asp Glu Val Phe Met He Asn Leu Arg Arg Arg Gin 

340 345 350 



Asp Arg Arg Glu Arg Met Leu Arg Ala Leu Gin Ala Gin Glu He Glu 

355 360 365 



Cys Arg Leu Val Glu Ala Val Asp Gly Lys Ala Met Asn Thr Ser Gin 

370 375 380 

Val Glu Ala Leu Gly He Gin Met Leu Pro Gly Tyr Arg Asp Pro Tyr 

385 390 395 400 

His Gly Arg Pro Leu Thr Lys Gly Glu Leu Gly Cys Phe Leu Ser His 
405 410 415 



Tyr Asn He Trp Lys Glu Val Val Asp Arg Gly Leu Gin Lys Ser Leu 

420 425 430 

Val Phe Glu Asp Asp Leu Arg Phe Glu He Phe Phe Lys Arg Arg Leu 

435 440 445 

Met Asn Leu Met Arg Asp Val Glu Arg Glu Gly Leu Asp Trp Asp Leu 

450 455 460 

He Tyr Val Gly Arg Lys Arg Met Gin Val Glu His Pro Glu Lys Ala 

465 470 475 480 
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Val Pro Arg Val Arg Asn Leu Val Glu Ala Asp Tyr Ser Tyr Trp Thr 

485 490 495 

Leu Ala Tyr Val He Ser Leu Gin Gly Ala Arg Lys Leu Leu Ala Ala 

500 505 510 

Glu Pro Leu Ser Lys Met Leu Pro Val Asp Glu Phe Leu Pro Val Met 

515 520 525 

Phe Asp Lys His Pro Val Ser Glu Tyr Lys Ala His Phe Ser Leu Arg 

530 535 540 

Asn Leu His Ala Phe Ser Val Glu Pro Leu Leu He Tyr Pro Thr His 

545 550 555 560 

Tyr Thr Gly Asp Asp Gly Tyr Val Ser Asp Thr Glu Thr Ser Val Val 

565 570 575 

Trp Asn Asn Glu His Val Lys Thr Asp Trp Asp Arg Ala Lys Ser Gin 

580 585 590 

Lys Met Arg Glu Gin Gin Ala Leu Ser Arg Glu Ala Lys Asn Ser Asp 

595 600 605 

Val Leu Gin Ser Pro Leu Asp Ser Ala Ala Arg Asp Glu Leu 

610 615 620 

<210> 273 
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<211> 2835 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (160) .. (2388) 
<400> 273 

aagcctccca ttacggagca cgagagagtc catgaaggtc cccgcgactc ccggactgga 60 

gaaaacggct cttgcgatgg ggcgaagtcc gagctgcggc gggcgttggt ccgtgcaggg 120 

aagtgggaat cgttaggttc gttctggacc cgccgcccc atg gcc cag gcg tct 

Met Ala Gin Ala Ser 
1 5 

cgc tea ggt age ctg cct cca etc gtt ate gtg ccc ccg ctg agg gcg 
Arg Ser Gly Ser Leu Pro Pro Leu Val He Val Pro Pro Leu Arg Ala 
10 15 20 

caa ccc ggg ggc act ggg gag gag cag tgg gag aga agt cga acg ggc 
Gin Pro Gly Gly Thr Gly Glu Glu Gin Trp Glu Arg Ser Arg Thr Gly 

25 30 35 

ggt ctt cgc tgg gag gtt cac tgc tgg ccg age gga act tct gga ggg 
Gly Leu Arg Trp Glu Val His Cys Trp Pro Ser Gly Thr Ser Gly Gly 

40 45 50 



174 



222 



270 



318 
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acg ccg tgg tgg ccg acg ccg gcg gat 
Thr Pro Trp Trp Pro Thr Pro Ala Asp 

55 60 

gat get gcg gec tgg agg egg ggg ccc 
Asp Ala Ala Ala Trp Arg Arg Gly Pro 

70 75 

ccc gcg ctg cag cgt etc egg gcg gtg 
Pro Ala Leu Gin Arg Leu Arg Ala Val 

90 



gtg age gag gac tac gag get 366 

Val Ser Glu Asp Tyr Glu Ala 

65 

gca ggt ggc ggc ccg ate cct 414 

Ala Gly Gly Gly Pro lie Pro 

80 85 

ttg ctg egg ctg cat cgc gag 462 

Leu Leu Arg Leu His Arg Glu 

95 100 



egg gag cag etc etc cag gee cga gac tgc gee tac cac eta cag teg 510 

Arg Glu Gin Leu Leu Gin Ala Arg Asp Cys Ala Tyr His Leu Gin Ser 

105 110 115 

get gtg cga etc atg aag ace ctg agt cct ggc teg cca tec ggc ggc 558 

Ala Val Arg Leu Met Lys Thr Leu Ser Pro Gly Ser Pro Ser Gly Gly 

120 125 130 

cct age ccc ttg ccc cag tgg tac cgc gac ctg cag ctg cac cct tec 606 

Pro Ser Pro Leu Pro Gin Trp Tyr Arg Asp Leu Gin Leu His Pro Ser 

135 140 145 



caa ggg gcg gtt ctg cga ate ggc cct ggg gag act etc gag ccg ctg 654 

Gin Gly Ala Val Leu Arg He Gly Pro Gly Glu Thr Leu Glu Pro Leu 

150 155 160 165 

ctg eta gcg cgc ccc ate gga eta gee gee cag tgc ctg gag get gtc 702 



10 2 7 



miiE# 2000-3062522 



11 — 194179 

Leu Leu Ala Arg Pro lie Gly Leu Ala Ala Gin Cys Leu Glu Ala Val 
170 175 180 

ate gag atg cag ctt cgc get etc ggc egg gag ccc gee age ccg ggc 750 
He Glu Met Gin Leu Arg Ala Leu Gly Arg Glu Pro Ala Ser Pro Gly 

185 190 195 

ctg teg tec caa etc gec gag ctg etc ttt gca ctt ccc gec tac cac 798 
Leu Ser Ser Gin Leu Ala Glu Leu Leu Phe Ala Leu Pro Ala Tyr His 

200 205 210 

aca eta cag aga aaa gec ttg age cac gtc cca ggg gec gca cgt cct 846 
Thr Leu Gin Arg Lys Ala Leu Ser His Val Pro Gly Ala Ala Arg Pro 

215 220 225 

ttc ccc acg tec cgt gtg etc cgc etc ttg acg ggg gag egg ggt tgc 894 
Phe Pro Thr Ser Arg Val Leu Arg Leu Leu Thr Gly Glu Arg Gly Cys 

230 235 240 245 

cag gtg gca agt egg ctg gac gag gcg etc caa gga teg gcg ttg agg 942 
Gin Val Ala Ser Arg Leu Asp Glu Ala Leu Gin Gly Ser Ala Leu Arg 

250 255 260 

gac cag etc cgc agg egg tgc caa gag gag ggg gat ctg eta cca ggg 990 
Asp Gin Leu Arg Arg Arg Cys Gin Glu Glu Gly Asp Leu Leu Pro Gly 

265 270 275 

ctg ctg ggc ctg gtc ggg ggc gtg gcg ggt tea gec age tgt gga eta 1038 
Leu Leu Gly Leu Val Gly Gly Val Ala Gly Ser Ala Ser Cys Gly Leu 
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280 285 290 

ggg etc gga ggg get ggg gec ttg tgg tgc caa tac tgg acc ctg ctg 1086 
Gly Leu Gly Gly Ala Gly Ala Leu Trp Cys Gin Tyr Trp Thr Leu Leu 

295 300 305 

tgg gca gec tgt get cag agt ctg gac eta aat ctg gga ccc tgg agg 1134 
Trp Ala Ala Cys Ala Gin Ser Leu Asp Leu Asn Leu Gly Pro Trp Arg 

310 315 320 325 

gac ccc agg gca aca gcg caa cag ctg agt cag gca ctg ggt cag gca 1182 
Asp Pro Arg Ala Thr Ala Gin Gin Leu Ser Gin Ala Leu Gly Gin Ala 

330 335 340 

tec ctg cct cag gag tgt gag aag gag ctg gca tct ttg tgt cac aga 1230 
Ser Leu Pro Gin Glu Cys Glu Lys Glu Leu Ala Ser Leu Cys His Arg 

345 350 355 



eta ctt cat cag teg ctt ate tgg age tgg gac caa ggt ttc tgc cag 1278 
Leu Leu His Gin Ser Leu He Trp Ser Trp Asp Gin Gly Phe Cys Gin 

360 365 370 

gee ttg gga tea get ctt ggg ggt cag age age ctt ccc aca tec tct 1326 
Ala Leu Gly Ser Ala Leu Gly Gly Gin Ser Ser Leu Pro Thr Ser Ser 

375 380 385 

ggc act get gaa ctt ttg cag cag etc ttt cct cct etc ttg gat gee 1374 
Gly Thr Ala Glu Leu Leu Gin Gin Leu Phe Pro Pro Leu Leu Asp Ala 

390 395 400 405 
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ctt cga gag ccc agg tta cga egg att ttc tgc cag cct gca ggt etc 1422 
Leu Arg Glu Pro Arg Leu Arg Arg He Phe Cys Gin Pro Ala Gly Leu 

410 415 420 



tgt ace ctt cag acc acc ttg etc tgg ttc ctg ggc aga get cag cag 1470 
Cys Thr Leu Gin Thr Thr Leu Leu Trp Phe Leu Gly Arg Ala Gin Gin 

425 430 435 



tac ttg gca gca tgg gac cca get tec ttc ctg etc ctg ate caa aag 1518 
Tyr Leu Ala Ala Trp Asp Pro Ala Ser Phe Leu Leu Leu He Gin Lys 

440 445 450 

gac tta cct cct ctg ttg cat gag gca gaa get ttg tat age ctg gee 1566 
Asp Leu Pro Pro Leu Leu His Glu Ala Glu Ala Leu Tyr Ser Leu Ala 

455 460 465 

tea gag gaa age tta get ctg gaa gtg gag cag cag ctg ggc ctg gag 1614 
Ser Glu Glu Ser Leu Ala Leu Glu Val Glu Gin Gin Leu Gly Leu Glu 

470 475 480 485 

ate cag aag ctg act gca cag ate cag etc ctg cct gaa gag tea eta 1662 
lie Gin Lys Leu Thr Ala Gin He Gin Leu Leu Pro Glu Glu Ser Leu 

490 495 500 



agt gtc ttt tct caa gaa tgt cat aaa caa gee atg caa ggt ttc aag 1710 
Ser Val Phe Ser Gin Glu Cys His Lys Gin Ala Met Gin Gly Phe Lys 

505 510 515 
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etc tac atg cca egg ggt egg tac tgg egg ctt cgt etc tgt cct gaa 1758 
Leu Tyr Met Pro Arg Gly Arg Tyr Trp Arg Leu Arg Leu Cys Pro Glu 

520 525 530 

cct ccc agt get cct agt gag tat get ggt tta gtg gtc cgc acc gta 1806 
Pro Pro Ser Ala Pro Ser Glu Tyr Ala Gly Leu Val Val Arg Thr Val 

535 540 545 

ctg gag cct gtg ttg caa gga ttg caa ggg ttg cca cct caa gee cag 1854 
Leu Glu Pro Val Leu Gin Gly Leu Gin Gly Leu Pro Pro Gin Ala Gin 

550 555 560 565 

gec cct gec ctt ggt cag get ctg acg gec ate gtg ggt gec tgg ctt 1902 
Ala Pro Ala Leu Gly Gin Ala Leu Thr Ala He Val Gly Ala Trp Leu 

570 575 580 

gac cac att ctt acc cat ggg att egg ttc age ctg cag gga gcg ctg 1950 
Asp His He Leu Thr His Gly lie Arg Phe Ser Leu Gin Gly Ala Leu 

585 590 595 

cag etc aaa caa gac ttt gga gtg gtc agg gag ttg ctg gaa gag gag 1998 
Gin Leu Lys Gin Asp Phe Gly Val Val Arg Glu Leu Leu Glu Glu Glu 

600 605 610 

cag tgg age ctg tec cct gat etc cgc cag acc ctg etc atg etc age 2046 
Gin Trp Ser Leu Ser Pro Asp Leu Arg Gin Thr Leu Leu Met Leu Ser 

615 620 625 

ate ttc cag cag ctg gat ggg gec eta ctg tgt ctg ttg cag cag ccc 2094 
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lie Phe Gin Gin Leu Asp Gly Ala Leu Leu Cys Leu Leu Gin Gin Pro 

630 635 640 645 



ctg ccc aag tct caa gtc cac agg agg ccc ccc tgt tgc tgt get tgt 2142 
Leu Pro Lys Ser Gin Val His Arg Arg Pro Pro Cys Cys Cys Ala Cys 

650 655 660 

cag gag gtc cag acc acg aaa ttg ccc age age tgc etc aat age ctg 2190 
Gin Glu Val Gin Thr Thr Lys Leu Pro Ser Ser Cys Leu Asn Ser Leu 

665 670 675 



gag age ttg gag ccc ccg etc cag cct gga aca tct cca gee cag aca 2238 
Glu Ser Leu Glu Pro Pro Leu Gin Pro Gly Thr Ser Pro Ala Gin Thr 

680 685 690 



ggt cag ctg caa age aca eta gga gga agg gga cct age ccg gag ggc 2286 
Gly Gin Leu Gin Ser Thr Leu Gly Gly Arg Gly Pro Ser Pro Glu Gly 

695 700 705 

tac ctg gtg gga aat cag cag gee tgg ctt gee etc agg caa cac cag 2334 
Tyr Leu Val Gly Asn Gin Gin Ala Trp Leu Ala Leu Arg Gin His Gin 

710 715 720 725 



cga ccc cgt tgg cac ctg ccg ttt ttt tec tgc ctg gga acc agt cct 2382 
Arg Pro Arg Trp His Leu Pro Phe Phe Ser Cys Leu Gly Thr Ser Pro 

730 735 740 

gaa tec taaggagect gggaccagga gecagaaagt taagagctcc ccatctctag 2438 
Glu Ser 
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ctggaaaatc cagacatttg gaattgcata ttaaggaagc ccagaactgg aagcttggag 2498 
gaaagcatac tggagaataa gctacaaaga gcctgggctt aagaatccaa gattaggggc 2558 
tgggcgaggt ggctcacgcc tgtaatccag cactttggga gaccgaggca ggcggatcat 2618 
gaggtcagga gatcaagacc atcctggcta acacggtgaa accctgtttc cactaaaaat 2678 
acaaaaaatt agccgggcgt ggtggcgggt gcctgtagtc ccagctactc gggaggctga 2738 
ggcaggagaa tggtgtgaac ctgggaggcg gagcttgcag tgagctgaga tccagccaca 2798 
gcactccagc ctgggtgaca gagcaagact ctgtctc 2835 

<210> 274 

<211> 743 

<212> PRT 

<213> Homo sapiens 

<400> 274 

Met Ala Gin Ala Ser Arg Ser Gly Ser Leu Pro Pro Leu Val He Val 
1 5 10 15 

Pro Pro Leu Arg Ala Gin Pro Gly Gly Thr Gly Glu Glu Gin Trp Glu 

20 25 30 

Arg Ser Arg Thr Gly Gly Leu Arg Trp Glu Val His Cys Trp Pro Ser 



10 3 3 



ffiliE# 2000-3062522 



11 — 194179 



35 40 45 

Gly Thr Ser Gly Gly Thr Pro Trp Trp Pro Thr Pro Ala Asp Val Ser 

50 55 60 

Glu Asp Tyr Glu Ala Asp Ala Ala Ala Trp Arg Arg Gly Pro Ala Gly 

65 70 75 80 

Gly Gly Pro He Pro Pro Ala Leu Gin Arg Leu Arg Ala Val Leu Leu 

85 90 95 

Arg Leu His Arg Glu Arg Glu Gin Leu Leu Gin Ala Arg Asp Cys Ala 

100 105 110 

Tyr His Leu Gin Ser Ala Val Arg Leu Met Lys Thr Leu Ser Pro Gly 
115 120 125 

Ser Pro Ser Gly Gly Pro Ser Pro Leu Pro Gin Trp Tyr Arg Asp Leu 

130 135 140 

Gin Leu His Pro Ser Gin Gly Ala Val Leu Arg He Gly Pro Gly Glu 
145 150 155 160 

Thr Leu Glu Pro Leu Leu Leu Ala Arg Pro He Gly Leu Ala Ala Gin 

165 170 175 

Cys Leu Glu Ala Val lie Glu Met Gin Leu Arg Ala Leu Gly Arg Glu 
180 185 190 



10 3 4 
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t 



11-194179 

Pro Ala Ser Pro Gly Leu Ser Ser Gin Leu Ala Glu Leu Leu Phe Ala 

195 200 205 

Leu Pro Ala Tyr His Thr Leu Gin Arg Lys Ala Leu Ser His Val Pro 

210 215 220 

Gly Ala Ala Arg Pro Phe Pro Thr Ser Arg Val Leu Arg Leu Leu Thr 

225 230 235 240 

Gly Glu Arg Gly Cys Gin Val Ala Ser Arg Leu Asp Glu Ala Leu Gin 

245 250 255 

Gly Ser Ala Leu Arg Asp Gin Leu Arg Arg Arg Cys Gin Glu Glu Gly 

260 265 270 

Asp Leu Leu Pro Gly Leu Leu Gly Leu Val Gly Gly Val Ala Gly Ser 

275 280 285 

Ala Ser Cys Gly Leu Gly Leu Gly Gly Ala Gly Ala Leu Trp Cys Gin 

290 295 300 

Tyr Trp Thr Leu Leu Trp Ala Ala Cys Ala Gin Ser Leu Asp Leu Asn 

305 310 315 320 

Leu Gly Pro Trp Arg Asp Pro Arg Ala Thr Ala Gin Gin Leu Ser Gin 

325 330 335 

Ala Leu Gly Gin Ala Ser Leu Pro Gin Glu Cys Glu Lys Glu Leu Ala 

340 345 350 
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#^ 1 1-194179 



Ser Leu Cys His Arg Leu Leu His Gin Ser Leu lie Trp Ser Trp Asp 

355 360 365 

Gin Gly Phe Cys Gin Ala Leu Gly Ser Ala Leu Gly Gly Gin Ser Ser 

370 375 380 

Leu Pro Thr Ser Ser Gly Thr Ala Glu Leu Leu Gin Gin Leu Phe Pro 

385 390 395 400 

Pro Leu Leu Asp Ala Leu Arg Glu Pro Arg Leu Arg Arg He Phe Cys 

405 410 415 

Gin Pro Ala Gly Leu Cys Thr Leu Gin Thr Thr Leu Leu Trp Phe Leu 

420 425 430 

Gly Arg Ala Gin Gin Tyr Leu Ala Ala Trp Asp Pro Ala Ser Phe Leu 

435 440 445 

Leu Leu lie Gin Lys Asp Leu Pro Pro Leu Leu His Glu Ala Glu Ala 

450 455 460 

Leu Tyr Ser Leu Ala Ser Glu Glu Ser Leu Ala Leu Glu Val Glu Gin 

465 470 475 480 

Gin Leu Gly Leu Glu He Gin Lys Leu Thr Ala Gin He Gin Leu Leu 

485 490 495 

Pro Glu Glu Ser Leu Ser Val Phe Ser Gin Glu Cys His Lys Gin Ala 
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500 505 510 

Met Gin Gly Phe Lys Leu Tyr Met Pro Arg Gly Arg Tyr Trp Arg Leu 

515 520 525 

Arg Leu Cys Pro Glu Pro Pro Ser Ala Pro Ser Glu Tyr Ala Gly Leu 

530 535 540 

Val Val Arg Thr Val Leu Glu Pro Val Leu Gin Gly Leu Gin Gly Leu 

545 550 555 560 

Pro Pro Gin Ala Gin Ala Pro Ala Leu Gly Gin Ala Leu Thr Ala He 

565 570 575 

Val Gly Ala Trp Leu Asp His He Leu Thr His Gly He Arg Phe Ser 

580 585 590 

Leu Gin Gly Ala Leu Gin Leu Lys Gin Asp Phe Gly Val Val Arg Glu 

595 600 605 

Leu Leu Glu Glu Glu Gin Trp Ser Leu Ser Pro Asp Leu Arg Gin Thr 

610 615 620 

Leu Leu Met Leu Ser He Phe Gin Gin Leu Asp Gly Ala Leu Leu Cys 

625 630 635 640 

Leu Leu Gin Gin Pro Leu Pro Lys Ser Gin Val His Arg Arg Pro Pro 

645 650 655 
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11-194179 



Cys Cys Cys Ala Cys Gin Glu Val Gin Thr Thr Lys Leu Pro Ser Ser 
660 665 670 

Cys Leu Asn Ser Leu Glu Ser Leu Glu Pro Pro Leu Gin Pro Gly Thr 

675 680 685 

Ser Pro Ala Gin Thr Gly Gin Leu Gin Ser Thr Leu Gly Gly Arg Gly 

690 695 700 

Pro Ser Pro Glu Gly Tyr Leu Val Gly Asn Gin Gin Ala Trp Leu Ala 

705 710 715 720 

Leu Arg Gin His Gin Arg Pro Arg Trp His Leu Pro Phe Phe Ser Cys 

725 730 735 

Leu Gly Thr Ser Pro Glu Ser 
740 



<210> 275 
<211> 2063 
<212> DNA 

<213> Homo sapiens 

<22C> 

<221> CDS 

<222> (27).. (887) 

<400> 275 
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actctggcac cactctccag gctgcc atg ggg ccc age acc cct etc etc ate 53 

Met Gly Pro Ser Thr Pro Leu Leu lie 

1 5 

ttg ttc ctt ttg tea tgg teg gga ccc etc caa gga cag cag cac cac 101 
Leu Phe Leu Leu Ser Trp Ser Gly Pro Leu Gin Gly Gin Gin His His 

10 15 20 25 

ctt gtg gag tac atg gaa cgc cga eta get get tta gag gaa egg ctg 149 
Leu Val Glu Tyr Met Glu Arg Arg Leu Ala Ala Leu Glu Glu Arg Leu 

30 35 40 

gee cag tgc cag gac cag agt agt egg cat get get gag ctg egg gac 197 
Ala Gin Cys Gin Asp Gin Ser Ser Arg His Ala Ala Glu Leu Arg Asp 

45 50 55 

ttc aag aac aag atg ctg cca ctg ctg gag gtg gca gag aag gag egg 245 
Phe Lys Asn Lys Met Leu Pro Leu Leu Glu Val Ala Glu Lys Glu Arg 

60 65 70 

gag gca etc aga act gag gee gac acc ate tec ggg aga gtg gat cgt 293 
Glu Ala Leu Arg Thr Glu Ala Asp Thr He Ser Gly Arg Val Asp Arg 

75 80 85 

ctg gag egg gag gta gac tat ctg gag acc cag aac cca get ctg ccc 341 
Leu Glu Arg Glu Val Asp Tyr Leu Glu Thr Gin Asn Pro Ala Leu Pro 

90 95 100 105 

tgt gta gag ttt gat gag aag gtg act gga ggc cct ggg acc aaa ggc 389 

1 0 3 9 ffi£E# 2000-3062522 



11 — 194179 



Cys Val Glu Phe Asp Glu Lys Val Thr Gly Gly Pro Gly Thr Lys Gly 
110 115 120 

aag gga aga agg aat gag aag tac gat atg gtg aca ggt aaa caa tct 437 
Lys Gly Arg Arg Asn Glu Lys Tyr Asp Met Val Thr Gly Lys Gin Ser 

125 130 135 

gaa age agg ccc eta act ctt etc aga acc gat att ctt cct tec ttg 485 
Glu Ser Arg Pro Leu Thr Leu Leu Arg Thr Asp He Leu Pro Ser Leu 

140 145 150 

ctt ctt act ctt ttt ttc act ttg tec cag tec att gtg get ctg tct 533 
Leu Leu Thr Leu Phe Phe Thr Leu Ser Gin Ser He Val Ala Leu Ser 

155 160 165 

tct gga ate tgt ttt agg gaa acc tct gta atg cca ggt eta tta agg 581 
Ser Gly He Cys Phe Arg Glu Thr Ser Val Met Pro Gly Leu Leu Arg 

170 175 180 185 

aga ggt tct ggg gat cca ggc cgc tgt ggt acc cgc tct ttc tea att 629 
Arg Gly Ser Gly Asp Pro Gly Arg Cys Gly Thr Arg Ser Phe Ser He 
190 195 200 

etc cct aag att gga ggc aac cgc tgg gca aat get cac tat tct cca 677 
Leu Pro Lys He Gly Gly Asn Arg Trp Ala Asn Ala His Tyr Ser Pro 

205 210 215 

gat cac cca ccc tgg ggg agt tec tgc tgg agg cat eta att ctt gee 725 

Asp His Pro Pro Trp Gly Ser Ser Cys Trp Arg His Leu He Leu Ala 

1 0 4 0 ffiSE4t 2000-3062522 



1 1 — 194179 

220 225 230 

tct att tec ttt tec tgt get ttt etc ate aga ctg tgg eta cac aat 773 
Ser He Ser Phe Ser Cys Ala Phe Leu He Arg Leu Trp Leu His Asn 

235 240 245 

etc tea agt gag ate aat gaa gat tct gaa gcg att tgg tgg ccc age 821 
Leu Ser Ser Glu He Asn Glu Asp Ser Glu Ala He Trp Trp Pro Ser 

250 255 260 265 

tgg tct atg gac caa gga tec act ggg gca aac aga gaa gat eta cgt 869 
Trp Ser Met Asp Gin Gly Ser Thr Gly Ala Asn Arg Glu Asp Leu Arg 

270 275 280 

gtt aga tgg gac aca gaa tgacacagcc tttgtcttcc caaggctgeg 917 
Val Arg Trp Asp Thr Glu 

285 

tgacttcacc ettgecatgg ctgcccggaa agcttcccga gtccgggtgc ccttcccctg 977 
ggtaggcaca gggcagctgg tatatggtgg ctttctttat tttgctcgga ggcctcctgg 1037 
aagacctggt ggaggtggtg agatggagaa cactttgeag ctaatcaaat tccacctggc 1097 
aaaccgaaca gtggtggaca gctcagtatt cccagcagag gggctgatcc ccccctacgg 1157 
cttgacagca gacacctaca tcgacctggc agctgatgag gaaggtcttt gggctgtcta 1217 
t . gr.r.ar . r.r.gg gaggatgaca ggr .a rttgtg tctggcc aa g tt a g a tc ca c a g acac tgg a 1277 



10 4 1 
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11-194179 



cacagagcag cagtgggaca caccatgtcc cagagagaat gctgaggctg cctttgtcat 1337 
ctgtgggacc ctctatgtcg tctataacac ccgtcctgcc agtcgggccc gcatccagtg 1397 
ctcctttgat gccagcggca ccctgacccc tgaacgggca gcactccctt attttccccg 1457 
cagatatggt gcccatgcca gcctccgcta taacccccga gaacgccagc tctatgcctg 1517 
ggatgatggc taccagattg tctataagct ggagatgagg aagaaagagg aggaggtttg 1577 
aggagctagc cttgtctttt gcatctttct cactcccata catttatatt atatccccac 1637 
taaatttctt gttcctcatt cttcaaatgt gggccagttg tggctcaaat cctctatatt 1697 
tttagccaat ggcaatcaaa ttctttcagc tcctttgttt catacggaac tccagatcct 1757 
gagtaatcct tttagagccc gaagagtcaa aaccctcaat gttccctcct gctctcctgc 1817 
cccatgtcaa caaatttcag gctaaggatg ccccagaccc agggctctaa ccttgtatgc 1877 
gggcaggccc agggagcagg cagcagtgtt cttcccctca gagtgacttg gggagggaga 1937 
aataggagga gacgtccagc tctgtcctct cttcctcact cctcccttca gtgtcctgag 1997 
gaacaggact ttctccacat tgttttgtat tgcaacattt tgcattaaaa ggaaaatcca 2057 
ctgctc 2063 
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<210> 276 
<211> 287 
<212> PRT 

<213> Homo sapiens 
<400> 276 

Met Gly Pro Ser Thr Pro Leu Leu He Leu Phe Leu Leu Ser Trp Ser 
1 5 10 15 

Gly Pro Leu Gin Gly Gin Gin His His Leu Val Glu Tyr Met Glu Arg 

20 25 30 

Arg Leu Ala Ala Leu Glu Glu Arg Leu Ala Gin Cys Gin Asp Gin Ser 

35 40 45 

Ser Arg His Ala Ala Glu Leu Arg Asp Phe Lys Asn Lys Met Leu Pro 

50 55 60 

Leu Leu Glu Val Ala Glu Lys Glu Arg Glu Ala Leu Arg Thr Glu Ala 

65 70 75 80 

Asp Thr He Ser Gly Arg Val Asp Arg Leu Glu Arg Glu Val Asp Tyr 

85 90 95 

Leu Glu Thr Gin Asn Pro Ala Leu Pro Cys Val Glu Phe Asp Glu Lys 

100 105 HO 

Val Thr Gly Gly Pro Gly Thr Lys Gly Lys Gly Arg Arg Asn Glu I.vs 
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11-194179 
115 120 125 

Tyr Asp Met Val Thr Gly Lys Gin Ser Glu Ser Arg Pro Leu Thr Leu 

130 135 140 

Leu Arg Thr Asp lie Leu Pro Ser Leu Leu Leu Thr Leu Phe Phe Thr 
145 150 155 160 

Leu Ser Gin Ser lie Val Ala Leu Ser Ser Gly He Cys Phe Arg Glu 
165 170 175 

Thr Ser Val Met Pro Gly Leu Leu Arg Arg Gly Ser Gly Asp Pro Gly 

180 185 190 

Arg Cys Gly Thr Arg Ser Phe Ser He Leu Pro Lys He Gly Gly Asn 
195 200 205 

Arg Trp Ala Asn Ala His Tyr Ser Pro Asp His Pro Pro Trp Gly Ser 

210 215 220 

Ser Cys Trp Arg His Leu He Leu Ala Ser He Ser Phe Ser Cys Ala 

225 230 235 240 

Phe Leu He Arg Leu Trp Leu His Asn Leu Ser Ser Glu He Asn Glu 

245 250 255 

Asp Ser Glu Ala He Trp Trp Pro Ser Trp Ser Met Asp Gin Gly Ser 

260 265 270 
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Thr Gly Ala Asn Arg Glu Asp Leu Arg Val Arg Trp Asp Thr Glu 

275 280 285 

<210> 277 

<211> 2896 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (196) (1449) 
<400> 277 

actgtccact tccacgacaa ctctggagat gtcttccatg ctcacagttc ggtcctcaac 60 

tttgccacta acagagacga ctttgtgcag atcgggaagg gccccaccaa caacacctgc 120 

gttgtccgca cagtcagcgt gggcctgaca ctgctccgtg tgtgggacgc agagcacccg 180 

ggcctctcgg acttc atg ccc ctg cct gtc eta cag gec ate tec cca gag 231 
Met Pro Leu Pro Val Leu Gin Ala He Ser Pro Glu 
1 5 10 

ctg tct ggg gec atg gtg gtg ggg gac gtg etc tgt ctg gec act gtt 279 
Leu Ser Gly Ala Met Val Val Gly Asp Val Leu Cys Leu Ala Thr Val 

15 20 25 

ctg acr, age ctp «aa rrr , etc. te a rra ar.r. tp^ a F r trr tra arr a a r ??7 
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11-194179 



Leu Thr Ser Leu Glu Gly Leu Ser Gly Thr Trp Ser Ser Ser Thr Asn 

30 35 40 

age ate etc cac ate gac ccc aag acg ggt gtg get gtg gee egg gee 375 
Ser lie Leu His He Asp Pro Lys Thr Gly Val Ala Val Ala Arg Ala 

45 50 55 60 

gtg gga tec gtg acg gtt tac tat gag gtc get ggg cac ctg agg acc 423 
Val Gly Ser Val Thr Val Tyr Tyr Glu Val Ala Gly His Leu Arg Thr 

65 70 75 

tac aag gag gtg gtg gtc age gtc cct cag agg ate atg gec cgt cac 471 
Tyr Lys Glu Val Val Val Ser Val Pro Gin Arg He Met Ala Arg His 

80 85 90 

etc cac ccc ate cag aca age ttc cag gag get aca gee tec aaa gtg 519 
Leu His Pro He Gin Thr Ser Phe Gin Glu Ala Thr Ala Ser Lys Val 

95 100 105 

att gtt gee gtg gga gac aga age tct aac ctg aga ggc gag tgc acc 567 
He Val Ala Val Gly Asp Arg Ser Ser Asn Leu Arg Gly Glu Cys Thr 
110 115 120 

ccc acc cag agg gaa gtc ate cag gee ttg cac cca gag acc etc ate 615 
Pro Thr Gin Arg Glu Val He Gin Ala Leu His Pro Glu Thr Leu He 

125 130 135 140 

age tgc cag tec cag ttc aag ccg gee gtc ttt gat ttc cca tct caa 663 
Ser r.ys Gin Ser Gin Phe lys Pro Ala Val Ph e As p Ph e Pr o Ser Gin 
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m 



145 



150 



155 



gat gtg ttc acc gtg gag cca cag ttt gac act get etc ggc cag tac 711 
Asp Val Phe Thr Val Glu Pro Gin Phe Asp Thr Ala Leu Gly Gin Tyr 
160 165 170 

ttc tgc tea ate aca atg cac agg ctg acg gac aag cag egg aag cac 759 
Phe Cys Ser He Thr Met His Arg Leu Thr Asp Lys Gin Arg Lys His 

175 180 185 

ctg age atg aag aag aca get ctg gtg gtc agt gee tec etc tec age 807 
Leu Ser Met Lys Lys Thr Ala Leu Val Val Ser Ala Ser Leu Ser Ser 

190 195 200 

age cac ttc tec aca gag cag gtg ggg gee gag gtg ccc ttc age cca 855 
Ser His Phe Ser Thr Glu Gin Val Gly Ala Glu Val Pro Phe Ser Pro 

205 210 215 220 

ggt etc ttc gee gac cag get gaa ate ctt ttg age aac cac tac acc 903 
Gly Leu Phe Ala Asp Gin Ala Glu He Leu Leu Ser Asn His Tyr Thr 

225 230 235 



agt tec gag ate agg gtc ttt ggt gee ccg gag gtt ctg gag aac ttg 951 
Ser Ser Glu He Arg Val Phe Gly Ala Pro Glu Val Leu Glu Asn Leu 

240 245 250 



gag gtg aaa tec ggg tec ccg gee gtg ctg gca ttc gca aag gag aag 999 
Glu Val Lys Ser Gly Ser Pro Ala Val Leu Ala Phe Ala Lys Glu Lys 

255 2£jQ 265_ 
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tct ttt ggg tgg ccc age ttc ate aca tac acg gtc ggc gtc teg gac 1047 
Ser Phe Gly Trp Pro Ser Phe lie Thr Tyr Thr Val Gly Val Ser Asp 

270 275 280 

ccc gcg get ggc age caa ggg tct ctg tec act ace ctg acc ttc tec 1095 
Pro Ala Ala Gly Ser Gin Gly Ser Leu Ser Thr Thr Leu Thr Phe Ser 

285 290 295 300 

age cct gtg acc aac caa gee att gee ate cca gtg aca gtg get ttt 1143 
Ser Pro Val Thr Asn Gin Ala He Ala He Pro Val Thr Val Ala Phe 

305 310 315 

gtg atg gat cgc cgt ggg ccc ggt cct tat gga gee age etc ttc cag 1191 
Val Met Asp Arg Arg Gly Pro Gly Pro Tyr Gly Ala Ser Leu Phe Gin 

320 325 330 

cac ttc ctg gat tec tac cag gtc atg ttc ttc acg etc ttc gee ctg 1239 
His Phe Leu Asp Ser Tyr Gin Val Met Phe Phe Thr Leu Phe Ala Leu 

335 340 345 

ttg get ggg aca gcg gtc atg ate ata gee tac cac act gtc tgc acg 1287 
Leu Ala Gly Thr Ala Val Met He He Ala Tyr His Thr Val Cys Thr 

350 355 360 

ccc egg gat ctt get gtg cct gca gee etc acg cct cga gee age cct 1335 
Pro Arg Asp Leu Ala Val Pro Ala Ala Leu Thr Pro Arg Ala Ser Pro 

365 370 375 380 
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gga cac age ccc cac tat ttc get gee tea tea ccc aca tct ccc aat 1383 
Gly His Ser Pro His Tyr Phe Ala Ala Ser Ser Pro Thr Ser Pro Asn 

385 390 395 

gca ttg cct cct get cgc aaa gee age cct ccc tea ggg ctg tgg age 1431 
Ala Leu Pro Pro Ala Arg Lys Ala Ser Pro Pro Ser Gly Leu Trp Ser 
400 405 410 

cca gec tat gec tec cac taggecgegt gaaggttccc ggaggatggg 1479 
Pro Ala Tyr Ala Ser His 
415 

tctcagccga gcctcgtgca cccccaagat ggaacatccc tgetgeatte acactggaac 1539 
aagcccctcc agatgagtgc cccggcccca ggccagcttc actgccgtct cttcacacag 1599 
agctgtagtt tcggctctgc ccattagctc attttatgta ggagttttaa atgtgtgttt 1659 
ttttcctttc aagtcttaca aagctaagac tttttggctc attccttttt gcatggttgt 1719 
ctagggtttc tggacaatgt gctgttgcat ttttattttc ctagccttgc taaaatcttt 1779 
cccttctcaa gactttgagc agttagaagt gctctttaga agttgtctgt gggtgatgtt 1839 
actgtagtgg tctcagggaa aggattgtcc agttacttta gggggttttt ggtggggttt 1899 
ttccccctgt gaaaacttac tttgccccta gtctggctgc tgctaggact tctgaggagc 1959 
aatgggacat gagtgtccct g tatctg ege cact g ccg ca agg gaagect caggaaccag 9m P. 
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cacctggagg ccaggatagc caagccctgg gtgagcgaga ggctggagaa cacaggagct 2079 



cacccagggc tgctgcccaa ccatgggcca ctgtgaacag acttcagtcc tctgtttttg 2139 



tttcataagc cgttgagaca tctgatggac ttggcttagg ccctgctggg acatcccacg 2199 



tgtgatccct ttcactccat caggacacca ggactgtcct taggaaaatg tccttgagat 2259 



ggcagcagga gtcatatttt ctgtgtgtgt gtttcggaaa gccgctgtgt cctgcctcag 2319 



cacaaagacc cagtgtcatt tgctcctcct gttcctgtgc cactccagaa cctcagcaga 2379 



tctgagccac cgcctgccag tgtgagaggc ggccactttc atggcagctt atcaggcgca 2439 



gggccccaga cagcttccca gccggcccta gagcccggcc tgggccaatg atggagggcg 2499 



gccaccagcc cagggcctgc ccatccagaa gggactcccc agggcctggg ggaggagacc 2559 



cttggaaaag tcctctcttc ccagctcctg attctggatc tgagattctc agatcacagg 2619 



cccctgtgct ccaggccgag gctgggccac cctcagggag atccagagac tcatgcccat 2679 



ggccatccat gcgtggacgc tgtgtggaga gtccaggatg acgggatccc gcacaagctc 2739 
ccttcagtcc ttcagggctg ggccatgtgg ttgatttttc taaagctgga gaaaggaaga 2799 



attgtgcctt gcatattact tgagcttaaa ctgacaacct ggatgtaaat aggagccttt 2859 
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#3* 11-19417 9^^ s 
ctactggttt atttaataaa gttctatgtg atttttt 2896 



<210> 278 
<211> 418 
<212> PRT 

<213> Homo sapiens 
<400> 278 

Met Pro Leu Pro Val Leu Gin Ala He Ser Pro Glu Leu Ser Gly Ala 

15 10 15 

Met Val Val Gly Asp Val Leu Cys Leu Ala Thr Val Leu Thr Ser Leu 

20 25 30 

Glu Gly Leu Ser Gly Thr Trp Ser Ser Ser Thr Asn Ser He Leu His 
35 40 45 

He Asp Pro Lys Thr Gly Val Ala Val Ala Arg Ala Val Gly Ser Val 

50 55 60 

Thr Val Tyr Tyr Glu Val Ala Gly His Leu Arg Thr Tyr Lys Glu Val 

65 70 75 80 

Val Val Ser Val Pro Gin Arg He Met Ala Arg His Leu His Pro He 

85 90 95 

Gin Thr Ser Phe Gin Glu Ala Thr Ala Ser Lys Val He Val Ala Val 
100 105 110 
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Gly Asp Arg Ser Ser Asn Leu Arg Gly Glu Cys Thr Pro Thr Gin Arg 
115 120 125 

Glu Val He Gin Ala Leu His Pro Glu Thr Leu He Ser Cys Gin Ser 

130 135 140 

Gin Phe Lys Pro Ala Val Phe Asp Phe Pro Ser Gin Asp Val Phe Thr 

145 150 155 160 

Val Glu Pro Gin Phe Asp Thr Ala Leu Gly Gin Tyr Phe Cys Ser He 

165 170 175 

Thr Met His Arg Leu Thr Asp Lys Gin Arg Lys His Leu Ser Met Lys 
180 185 190 

Lys Thr Ala Leu Val Val Ser Ala Ser Leu Ser Ser Ser His Phe Ser 

195 200 205 

Thr Glu Gin Val Gly Ala Glu Val Pro Phe Ser Pro Gly Leu Phe Ala 

210 215 220 

Asp Gin Ala Glu He Leu Leu Ser Asn His Tyr Thr Ser Ser Glu He 

225 230 235 240 

Arg Val Phe Gly Ala Pro Glu Val Leu Glu Asn Leu Glu Val Lys Ser 

245 250 255 

Gly Ser Pro Ala Val Leu Ala Phe Ala I.vs Glu I.vs Ser Phe Glv Trp 
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260 



265 



270 



Pro Ser Phe He Thr Tyr Thr Val Gly Val Ser Asp Pro Ala Ala Gly 

275 280 285 

Ser Gin Gly Ser Leu Ser Thr Thr Leu Thr Phe Ser Ser Pro Val Thr 

290 295 300 

Asn Gin Ala He Ala He Pro Val Thr Val Ala Phe Val Met Asp Arg 

305 310 315 320 

Arg Gly Pro Gly Pro Tyr Gly Ala Ser Leu Phe Gin His Phe Leu Asp 

325 330 335 

Ser Tyr Gin Val Met Phe Phe Thr Leu Phe Ala Leu Leu Ala Gly Thr 

340 345 350 



Ala Val Met He He Ala Tyr His Thr Val Cys Thr Pro Arg Asp Leu 

355 360 365 



Ala Val Pro Ala Ala Leu Thr Pro Arg Ala Ser Pro Gly His Ser Pro 

370 375 380 

His Tyr Phe Ala Ala Ser Ser Pro Thr Ser Pro Asn Ala Leu Pro Pro 

385 390 395 400 



Ala Arg Lys Ala Ser Pro Pro Ser Gly Leu Trp Ser Pro Ala Tyr Ala 
405 410 415 
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Ser His 



<210> 279 

<211> 2969 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (38).. (1072) 

<400> 279 

agcaacgacg ccgggcagcg ggagcggcgg ccgcgcc atg tgg ctg ctg ggg ccg 55 

Met Trp Leu Leu Gly Pro 

1 5 

ctg tgc ctg ctg ctg age age gec gcg gag age cag ctg etc ccc ggg 103 
Leu Cys Leu Leu Leu Ser Ser Ala Ala Glu Ser Gin Leu Leu Pro Gly 
10 15 20 

aac aac ttc acc aat gag tgc aac ata cca ggc aac ttc atg tgc age 151 
Asn Asn Phe Thr Asn Glu Cys Asn He Pro Gly Asn Phe Met Cys Ser 

25 30 35 

aat gga egg tgc ate ccg ggc gec tgg cag tgt gac ggg ctg cct gac 199 
Asn Gly Arg Cys He Pro Gly Ala Trp Gin Cys Asp Gly Leu Pro Asp 

40 45 50 
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• ■ 

tgc ttc gac aag agt gat gag aag gag tgc ccc aag get aag teg aaa 247 
Cys Phe Asp Lys Ser Asp Glu Lys Glu Cys Pro Lys Ala Lys Ser Lys 
55 60 65 70 

tgt ggc cca acc ttc ttc ccc tgt gec age ggc ate cat tgc ate att 295 
Cys Gly Pro Thr Phe Phe Pro Cys Ala Ser Gly He His Cys He He 

75 80 85 

ggt cgc ttc egg tgc aat ggg ttt gag gac tgt ccc gat ggc age gat 343 
Gly Arg Phe Arg Cys Asn Gly Phe Glu Asp Cys Pro Asp Gly Ser Asp 

90 95 100 

gaa gag aac tgc aca gca aac cct ctg ctt tgc tec acc gee cgc tac 391 
Glu Glu Asn Cys Thr Ala Asn Pro Leu Leu Cys Ser Thr Ala Arg Tyr 
105 110 115 

cac tgc aag aac ggc etc tgt att gac aag age ttc ate tgc gat gga 439 
His Cys Lys Asn Gly Leu Cys He Asp Lys Ser Phe He Cys Asp Gly 

120 125 130 

cag aat aac tgt caa gac aac agt gat gag gaa age tgt gaa agt tct 487 
Gin Asn Asn Cys Gin Asp Asn Ser Asp Glu Glu Ser Cys Glu Ser Ser 
135 140 145 150 

caa gaa ccc ggc agt ggg cag gtg ttt gtg act tea gag aac caa ctt 535 
Gin Glu Pro Gly Ser Gly Gin Val Phe Val Thr Ser Glu Asn Gin Leu 

155 160 165 
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gtg tat tac ccc age ate ace tat gee ate ate ggc age tec gtc att 583 
Val Tyr Tyr Pro Ser He Thr Tyr Ala He He Gly Ser Ser Val He 
170 175 180 

ttt gtg ctg gtg gtg gee ctg ctg gca ctg gtc ttg cac cac cag egg 631 
Phe Val Leu Val Val Ala Leu Leu Ala Leu Val Leu His His Gin Arg 

185 ig 0 195 

aag egg aac aac etc atg acg ctg ccc gtg cac egg ctg cag cac cct 679 
Lys Arg Asn Asn Leu Met Thr Leu Pro Val His Arg Leu Gin His Pro 

200 205 210 

gtg ctg ctg tec cgc ctg gtg gtc ctg gac cac ccc cac cac tgc aac 727 
Val Leu Leu Ser Arg Leu Val Val Leu Asp His Pro His His Cys Asn 

215 220 225 230 

gtc acc tac aac gtc aat aat ggc ate cag tat gtg gec age cag gcg 775 
Val Thr Tyr Asn Val Asn Asn Gly He Gin Tyr Val Ala Ser Gin Ala 

235 240 245 

gag cag aat gcg teg gaa gta ggc tec cca ccc tec tac tec gag gec 823 
Glu Gin Asn Ala Ser Glu Val Gly Ser Pro Pro Ser Tyr Ser Glu Ala 

250 255 260 

ttg ctg gac cag agg cct gcg tgg tat gac ctt cct cca ccg ccc tac 871 
Leu Leu Asp Gin Arg Pro Ala Trp Tyr Asp Leu Pro Pro Pro Pro Tyr 

265 270 275 

tct tct gac acg gaa tct ctg aac caa gec gac ctg ccc ccc tac cgc 919 
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Ser Ser Asp Thr Glu Ser Leu Asn Gin Ala Asp Leu Pro Pro Tyr Arg 

280 285 290 

tec egg tec ggg agt gec aac agt gec age tec cag gca gee age age 967 
Ser Arg Ser Gly Ser Ala Asn Ser Ala Ser Ser Gin Ala Ala Ser Ser 

295 300 305 310 

etc ctg age gtg gaa gac ace age cac age ccg ggg cag cct ggc ccc 1015 
Leu Leu Ser Val Glu Asp Thr Ser His Ser Pro Gly Gin Pro Gly Pro 

315 320 325 

cag gag ggc act get gag ccc agg gac tct gag ccc age cag ggc act 1063 
Gin Glu Gly Thr Ala Glu Pro Arg Asp Ser Glu Pro Ser Gin Gly Thr 

330 335 340 



gaa gaa gta taagtcccag ttattccaaa gtccatatgg gttaatctgc H12 
Glu Glu Val 

345 



tctgacttgt tgecattcta acaatttgtg ctcatgggaa gctctttaag cacctgtaag 1172 
gatgtctcaa gttacagttt gggatattaa ctatctctgc attcccctcc tcccccagac 1232 
ttcagagatg tttttctggc gtctcagttg acatgatctg ttgtgcgtct tttctgtcag 1292 
gtcactcttc ccttgggacc cgagatcaca ccctcatttt tcacattatt ctgtttctgt 1352 
tggagagaca gcatataaaa cagtattgaa ataggctggg agagagcaat gtttctgtgc 1412 
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tatattggat gctcagaagt gcaggagacg ctggacccaa ttctctctgc tgggtagtta 1472 

* 

ccttatagca tttggggatt tgggttagat gatctaacca ggaggccatc actggatggt 1532 

caccccccca aaaaaattcc atttgagcat caaaacctgc tttgcacaat cctatttgat 1592 

gcccccagtt cagcagagtc agtggccaaa gaaaactttg gacgtgagta acacccttca 1652 

gcagtcgcaa cgttattttg gttttgtgaa ggactctgaa accatctacc ctgtataaat 1712 

tctggcttta gaaatttgcc caagaatgct cattctgaga gctttcctca gcagcatata 1772 

tcatcagcct catcctaaaa taggcaggga gcccctccca tgagtttatc caagttctca 1832 

gctcctaaaa tgcaggctgc caagacccta cacctgccct ggctctacag ccacttacct 1892 

ggtttctgga ctgtcaccct cccagctgac ctgcccgtag ccaaggaatg aggacctaac 1952 

ttgagttggc ccaaagtctg acctggctgt atgtccctgt ggcccacacc cagcctgtct 2012 

tgctcattca tgcagcctca acactggcct ccaaagttcc cttaacactt gcaaagtcct 2072 

ttttacctgt gcatttggac ttgaggacac tggtttctat cacaggtgag agccatgttc 2132 

aatacctcca gcaagctctc ctggctccct gcactgtgca cgctcctctt cccaaggtcc 2192 

caataccagc acctctagtt agagttaggg tcagggtcag gcctctccca acatcccagt 2252 

agtttctcct ctgagacaca tgggcaagag acaatttgga gtcaagattt tccatttgga 2312 

1 0 5 8 2000-3062522 
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tctattttaa atcttttaga aatgcatttg aaacagtgtg tttgtttttt cccttctagt 2372 

9 

taagggacta tttatatgtg tataggaaag ctgtctcttt ttttgttttt cctttaacaa 2432 
ggtccaaaga aagatgcaaa aggagatcac acccttgccc cgctgagccc cgtgataaca 2492 
agtcactcca gactaacctg tgtgccagac atttgtgcat tgttgcactt tgaggttatt 2552 
atttatcaag ttcttgaagg aagcagaaag agggactcct ctctccctcc gtgtatagtc 2612 
tctatgtttg tgctagtttt tctttttttt ctctgtgtcc agtcagccac agggcccgcc 2672 
tccctgcagg aataaggggt aaaacgttag gtgttgtttg gcaagaaacc acactgactg 2732 
atgaggggta aaatggaacc aggtagagcc actccgggca gctgtcaccc attcagaact 2792 
tctttccgca gctgaagaaa tgttcagtaa cctgtttgac gctaattaaa acagagcctg 2852 
caggaagtgg ggctaaagtg gcattcagtg atcctgttct gtagactttt ctttcttttt 2912 
ttaaccaaat ccaaaggatg ttacagaaaa gctagccact ggtattttgt tttgttt 2969 



<210> 280 
<211> 345 
<212> PRT 
<213> Homo sapiens 
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<400> 280 

Met Trp Leu Leu Gly Pro Leu Cys Leu Leu Leu Ser Ser Ala Ala Glu 
15 10 15 

Ser Gin Leu Leu Pro Gly Asn Asn Phe Thr Asn Glu Cys Asn He Pro 

20 25 30 

Gly Asn Phe Met Cys Ser Asn Gly Arg Cys He Pro Gly Ala Trp Gin 

35 40 45 

Cys Asp Gly Leu Pro Asp Cys Phe Asp Lys Ser Asp Glu Lys Glu Cys 

50 55 60 

Pro Lys Ala Lys Ser Lys Cys Gly Pro Thr Phe Phe Pro Cys Ala Ser 
65 70 75 80 

Gly He His Cys He He Gly Arg Phe Arg Cys Asn Gly Phe Glu Asp 
85 90 95 

Cys Pro Asp Gly Ser Asp Glu Glu Asn Cys Thr Ala Asn Pro Leu Leu 

100 105 110 

Cys Ser Thr Ala Arg Tyr His Cys Lys Asn Gly Leu Cys He Asp Lys 
115 120 125 

Ser Phe He Cys Asp Gly Gin Asn Asn Cys Gin Asp Asn Ser Asp Glu 
130 135 140 

Gin Ser Cys Glu Ser Ser Gin Glu Pr o Gly Ser Gly Gin Va l Ph e V al 
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145 



150 



155 



160 



Thr Ser Glu Asn Gin Leu Val Tyr Tyr Pro Ser He Thr Tyr Ala He 
165 170 175 

He Gly Ser Ser Val He Phe Val Leu Val Val Ala Leu Leu Ala Leu 

180 185 190 

Val Leu His His Gin Arg Lys Arg Asn Asn Leu Met Thr Leu Pro Val 

195 200 205 

His Arg Leu Gin His Pro Val Leu Leu Ser Arg Leu Val Val Leu Asp 

210 215 220 

His Pro His His Cys Asn Val Thr Tyr Asn Val Asn Asn Gly He Gin 

225 230 235 240 

Tyr Val Ala Ser Gin Ala Glu Gin Asn Ala Ser Glu Val Gly Ser Pro 

245 250 255 

Pro Ser Tyr Ser Glu Ala Leu Leu Asp Gin Arg Pro Ala Trp Tyr Asp 

260 265 270 

Leu Pro Pro Pro Pro Tyr Ser Ser Asp Thr Glu Ser Leu Asn Gin Ala 

275 280 285 



Asp Leu Pro Pro Tyr Arg Ser Arg Ser Gly Ser Ala Asn Ser Ala Ser 

290 295 300 
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Ser Gin Ala Ala Ser Ser Leu Leu Ser Val Glu Asp Thr Ser His Ser 

305 310 315 320 

Pro Gly Gin Pro Gly Pro Gin Glu Gly Thr Ala Glu Pro Arg Asp Ser 

325 330 335 

Glu Pro Ser Gin Gly Thr Glu Glu Val 

340 345 

<210> 281 
<211> 2872 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (9).. (716) 

<400> 281 

aaaaactg atg ttt gta ttc aat ttc ttc ata ttt ctg ggc ggg gcc tgc 50 

Met Phe Val Phe Asn Phe Phe He Phe Leu Gly Gly Ala Cys 
1 5 10 

ctg ctg gcc ate ggc ate tgg gtc atg gtg gac ccc acc ggc ttc egg 98 
Leu Leu Ala He Gly lie Trp Val Met Val Asp Pro Thr Gly Phe Arg 

15 20 25 30 

gag ate gtg get gcc aat cct ctg etc etc acg ggc gcc tac ate etc 146 
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w 

Glu lie Val Ala Ala Asn Pro Leu Leu Leu Thr Gly Ala Tyr He Leu 

35 40 45 

ctg gcc atg ggg ggc ctg etc ttt ctg etc ggc ttc ctg ggc tgc tgc 194 
Leu Ala Met Gly Gly Leu Leu Phe Leu Leu Gly Phe Leu Gly Cys Cys 

50 55 60 

ggg gcc gtc cgt gag aac aag tgt ctg ctg eta ttt ttc ttc ctg ttc 242 
Gly Ala Val Arg Glu Asn Lys Cys Leu Leu Leu Phe Phe Phe Leu Phe 

65 70 75 

ate ctg ate ate ttc ctg gca gag etc tea gca gcc ate ctg gcc ttc 290 
He Leu He He Phe Leu Ala Glu Leu Ser Ala Ala He Leu Ala Phe 

80 85 90 

ate ttc agg gaa aat etc acc cga gaa ttc ttc acc aag gag etc ace 338 
He Phe Arg Glu Asn Leu Thr Arg Glu Phe Phe Thr Lys Glu Leu Thr 

95 100 105 110 

aag cac tac cag ggc aat aac gac aca gac gtc ttc tct gcc acc tgg 386 
Lys His Tyr Gin Gly Asn Asn Asp Thr Asp Val Phe Ser Ala Thr Trp 

115 120 125 

aac teg gtc atg ate aca ttt ggt tgc tgc ggg gtc aac ggg cct gaa 434 
Asn Ser Val Met He Thr Phe Gly Cys Cys Gly Val Asn Gly Pro Glu 
130 135 140 



gac ttt aag ttt gca tct gtg ttt cga etc ctg acc ctg gat agt gaa 
Asp Phe Lys Phe Ala Ser Val Phe Arg Leu Leu Thr Leu Asp Ser Glu 



482 
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145 150 155 

gag gtg ccg gag gcc tgc tgc egg agg gaa ccc caa agt egg gac ggg 530 
Glu Val Pro Glu Ala Cys Cys Arg Arg Glu Pro Gin Ser Arg Asp Gly 

160 165 170 

gtc ctg ctg age egg gag gag tgc etc ctg gga agg age eta ttc eta 578 
Val Leu Leu Ser Arg Glu Glu Cys Leu Leu Gly Arg Ser Leu Phe Leu 

175 180 185 190 

aac aag cag ggc tgt tac acg gtg ate etc aac ace ttc gag acc tac 626 
Asn Lys Gin Gly Cys Tyr Thr Val He Leu Asn Thr Phe Glu Thr Tyr 

195 200 205 

gtc tac ttg gcc gga gcc ctt gcc ate ggg gta ctg gcc ate gag ctt 674 
Val Tyr Leu Ala Gly Ala Leu Ala He Gly Val Leu Ala He Glu Leu 

210 215 220 

ttc gcc atg ate ttt gcc atg tgc etc ttc egg ggc ate cag 716 
Phe Ala Met lie Phe Ala Met Cys Leu Phe Arg Gly He Gin 

225 230 235 

tagagggtat ggectgaage ctgaagactc gccccaccca ccactgccca gcacccaatg 776 
tcctcccgtg cccctccccg ctgtcctctt ggccccaggg gagaagatga ggecatcaga 836 
gatggecagg agaagggeca ggggaataga gctatttttt taacaaaaca aaatgaagac 896 



aaaaatatgg actgatetat cctcgcctgg actcagggca ggtgccetgg gttctccaea 956 



1 0 6 4 ffiflff 2000-3062522 



m 



Sft¥> 11-194179 



# 



gaccccagca cctggcccag gatgcaggct gctctagaga ccaaaggaac accaggccca 1016 



gcgccctctt tggtccagcc agaccctggg ccctctctcc tcactgcacc aggacctgat 1076 



gccaagaaag tgaggattta ggcaacaagg aggcaaaagc aaatctcaga gaagtcatca 1136 



aagcccaggg gctgcacgga gattcagctg ccatgtcttt gaggactcgg aacccacagc 1196 



gcaatccctg gtccactgga ggatggactg ttcccccctt caggccgggg ccaagagtga 1256 



gctgctaaca cggcatccaa gaatggccca gctggtagga tccttgcttt ccccatctgt 1316 



tggaccaaat aatctcaaag gcccagagag gacagtgacc atccacagac acacagcaca 1376 



ggcgtgacag ttctgaaaag aagctgagtt gtctccaggc tgctgtcact gcatccagga 1436 



ctctgtcagc tctgctgccc acatgcaccc ctggcctcag catcccggtt cccccagaca 1496 



agagagggca agtcagccag gaactgcctc ctccctgctc tacagctaag aaaacaccat 1556 



tccatgactt cccaccgcgc cctcgctcct acctccccac acctctctct cagtccccag 1616 



gaacacacag aggtgcacat cacattccct tgtccacact gcccgcctct cccacatgcc 1676 



acccccttcc ctgtccttcc ccaactcccc agctccaaga gtggaagaaa tccccaagat 1736 



catctgggtc tccctctcca cacccagaac tgaggcttgg atatcttctt caacatcctt 1796 
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gccaagactt ctccaccctc ttgcatacct ccagggacag agagcttact acctcccaag 1856 

gcagcctcct gcctttggac tgctctgact ttagcatcag cttaatacac agaagaggtt 1916 

tctgtttttc tgtggctctg tccatggcat cccacttgcc cactctcctt cctggagtgt 1976 

tgaggtcaea cattgactcc cctgagccct cttctctcca ggctaaagaa tcccgaaggc 2036 

atcgaggcca tttctgctgc aacaaggttt cctgtctctt cactgtccgc acatttctta 2096 

gtattccctc caggcttggg cagggagact cgcagatgca cacccacaag tattcagttc 2156 

tcaaactcta gacgagtgtt ggcaactgga ttgcaagatg ctcctaccct gatagatcag 2216 

gggtggctgc tggaggctgt gctggggatc tgaggtttgg tctgggctca gtgggagatg 2276 

gcagtgcaat cctgatgagt gatgtctgcc aggcaccgta agtttgatta gtgatgtctg 2336 

ccacgggcag ggatggaagg agcagtgtga tgtctgctct cttctctccc ctctgtccct 2396 

cttcaggaag aaagagctca ttctgtctca caagccaccg gcatcctgta tcagcttcca 2456 

gcctcccctc aggctttcca gtcaccaggg acactcggag ccacagccta gagccccgtg 2516 

ttccctggcc tgtgcgtctg cccccttctg agatgcagcc agaagctctg tgcctgctgc 2576 

aaagattcag gtggaccctc ctctaatctc ctcctgctgt gcccgccagt ccttgccctc 2636 

ccacca g gtc tctgagctca gtcttaccaa att.cgcr.ctt taaragrt t.g ctctg gaaac. 

1 0 6 6 aill# 2000-3062522 



11 — 194179 £ 



cccataaatg acacctgagc tccgtagaag ctaagctcct gagacccagg gggacctgcc 2756 
actggtaccg cggcccagcc tggggcctgg gggctgcccc tcttgaacca cccacatgct 2816 
tagccccagc tttttggaag aggcaaatgg ctggtctgag gatgacacac aaaaac 2872 

<210> 282 
<211> 236 
<212> PRT 

<213> Homo sapiens 
<400> 282 

Met Phe Val Phe Asn Phe Phe He Phe Leu Gly Gly Ala Cys Leu Leu 
15 10 15 

Ala He Gly lie Trp Val Met Val Asp Pro Thr Gly Phe Arg Glu He 

20 25 30 

Val Ala Ala Asn Pro Leu Leu Leu Thr Gly Ala Tyr He Leu Leu Ala 

35 40 45 

Met Gly Gly Leu Leu Phe Leu Leu Gly Phe Leu Gly Cys Cys Gly Ala 

50 55 60 

Val Arg Glu Asn Lys Cys Leu Leu Leu Phe Phe Phe Leu Phe He Leu 

65 70 75 80 
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He He Phe Leu Ala Glu Leu Ser Ala Ala He Leu Ala Phe He Phe 

85 90 95 

Arg Glu Asn Leu Thr Arg Glu Phe Phe Thr Lys Glu Leu Thr Lys His 
100 105 110 

Tyr Gin Gly Asn Asn Asp Thr Asp Val Phe Ser Ala Thr Trp Asn Ser 
115 120 125 

Val Met He Thr Phe Gly Cys Cys Gly Val Asn Gly Pro Glu Asp Phe 

130 135 140 

Lys Phe Ala Ser Val Phe Arg Leu Leu Thr Leu Asp Ser Glu Glu Val 

145 150 155 160 

Pro Glu Ala Cys Cys Arg Arg Glu Pro Gin Ser Arg Asp Gly Val Leu 

165 170 175 

Leu Ser Arg Glu Glu Cys Leu Leu Gly Arg Ser Leu Phe Leu Asn Lys 
180 185 190 

Gin Gly Cys Tyr Thr Val He Leu Asn Thr Phe Glu Thr Tyr Val Tyr 

195 200 205 

Leu Ala Gly Ala Leu Ala He Gly Val Leu Ala He Glu Leu Phe Ala 

210 215 220 

Met He Phe Ala Met Cys Leu Phe Arg Gly He Gin 

225 230 235 
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<210> 283 
<211> 2694 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (71).. (586) 

<400> 283 

gcgccggctc ggacgcggcc ggctaccgag ccctttgtga gggctgtgag ctgcgcctga 60 

cggtggcacc atg age age tea ggt ggg gcg ccc ggg gcg tec gcc age 109 
Met Ser Ser Ser Gly Gly Ala Pro Gly Ala Ser Ala Ser 
1 5 10 

tct gcg ccg ccc gcg cag gaa gag ggc atg acg tgg tgg tac cgc tgg 157 
Ser Ala Pro Pro Ala Gin Glu Glu Gly Met Thr Trp Trp Tyr Arg Trp 

15 20 25 

ctg tgt cgc ctg tct ggg gtg ctg ggg gca gtc tct tgc gcg ate tct 205 
Leu Cys Arg Leu Ser Gly Val Leu Gly Ala Val Ser Cys Ala He Ser 

30 35 40 45 

ggc etc ttc aac tgc ate acc ate cac cct ctg aac att gcg gcc ggc 253 
Gly Leu Phe Asn Cys He Thr He His Pro Leu Asn He Ala Ala Gly 

52 55 60 
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gtg tgg atg ate atg aat gec ttc ate ttg ttg ctg tgt gag gcg ccc 301 

Val Trp Met He Met Asn Ala Phe He Leu Leu Leu Cys Glu Ala Pro 

65 70 75 

ttc tgc tgc cag ttc ate gag ttt gca aac aca gtg gcg gag aag gtg 349 

Phe Cys Cys Gin Phe lie Glu Phe Ala Asn Thr Val Ala Glu Lys Val 
80 85 90 

gac egg ctg cgc tec tgg cag aag get gtc ttc tac tgc ggg atg gcg 397 

Asp Arg Leu Arg Ser Trp Gin Lys Ala Val Phe Tyr Cys Gly Met Ala 

95 100 105 

gtc gtt ccc ate gtc ate age ctg ace ctg ace acg ctg ctg ggc aac 445 

Val Val Pro He Val He Ser Leu Thr Leu Thr Thr Leu Leu Gly Asn 

110 115 120 125 

gee ate gec ttt get acg ggg gtg ctg tac gga etc tct get ctg ggc 493 

Ala He Ala Phe Ala Thr Gly Val Leu Tyr Gly Leu Ser Ala Leu Gly 

130 135 140 

aaa aag ggc gat gcg ate tec tat gec agg ate cag cag cag agg cag 541 

Lys Lys Gly Asp Ala lie Ser Tyr Ala Arg He Gin Gin Gin Arg Gin 

145 150 155 

cag gcg gat gag gag aag etc gcg gag acc ctg gag ggg gag ctg 586 

Gin Ala Asp Glu Glu Lys Leu Ala Glu Thr Leu Glu Gly Glu Leu 

160 165 170 
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tgaagggctg ggcgcccctc cctccctgtc ccctcttctg gctctgtgtg ggtccaagtg 646 
aggcctggac tgtccacgct gaggcacagc ctggagaggg gcctttgcac gtgtccctac 706 
acctggagtc ctctgctcct ttctccagac tggcttaagc caggagccac tggctgctgg 766 
tgtgagggtc tgggctgctg gacttgaggc agagcctgca gcagctgtgt ggacactacc 826 
cagccctact cctctgctgg gtgggtctgc agatctcaca ccacagacag ggctgcctgt 886 
gacctgctgt gacctgggag cagcttcccc tggagatgct ggtcctggct tgaggggagg 946 
ggcaagtggg accctgccac ctgggcactg agcagaggga cctcccccag ctctcttagc 1006 
aggtggagcc ccagggcctg ggacagcctg ccgctgccag caacctccca ctgctgccta 1066 
gggtgcagcg cccactgtca ccctgccttc tgaagaagcc cacagggctc ctaaggtgca 1126 
ccccggtacc tggaactgca gccttggcag tgactggaca gctgggtggg ggatgctccc 1186 
tgctggccct gggaaccttg gacaggccac ctcaaggccc ctcggctgcc cctcctccct 1246 
gggcctgctg gggcccctag gttctgccca ccaccccccg cccctgctgg ccttggtgct 1306 
aaggaagtgg ggagagcagg ctctccctgc accgagggtg cccaccctct ccctggtgtg 1366 
gccccgtcaa catcagccac agcccagccc cattagtggg ttagtgggtc tgacctcagc 1426 

cc cactcagg tgctcctgct ggcctg ccca agccct gccc tcagg ga gcl t.ctgcctt.t.t i486 " 

10 7 1 ttJSE4# 2000-3062522 
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aagaactggg cagaggccac agtcacctcc ccacacagag ctgtccccac tgccctgggt 1546 
gccaggctgt ccggagccag gcctacccag ggaggatgca gagagctggt gcccaggatg 1606 
tgcaccccca tattccctct gccctgtggc ctcagcccgc tggcctctct gaccgtgagg 1666 
ctggctctca gccatcgggc aggtgcctgg tcgggcctgg cttagcccag gtggggtttg 1726 
gcagaagcgg gcgggtgtgg aagatattcc atctggggcc aaccccaggc tgggcctgcg 1786 
ctgagcttct ggagcgcagg tactgggtct tgctaagtga actgtttccc aggaacacct 1846 
ctcgggccca tctgcgtctg aggctgggag tggcatctga ggccgggagt ggcatctgag 1906 
gccaggagtg gcaggctggt gggctgggcg tggggttttc tgggccctgc ccagtactgc 1966 
cctggggact tggtgggctc ctgggtcagc agcatcccac ccctgggagt ctggccagct 2026 
gagccccagg gtggcagggg cattatagcc tggtggacat gtgccttcag ggttcctccg 2086 
gggccacctt cctcaggcca gtgctgggtt caaagggctg tgtgtgtgtg tgtgtgtgtg 2146 
tgtgtgtgtg tatgtatatg tgtgtgggtg cacacatctg tcccatgtat gcagtgagac 2206 
ctgtctacct cccacaagga gcaagggctc tgcccgccct ctgctcattc ctacccaggt 2266 
agtgggaccc cgggccccct tctgcctggc ttgcctgctt ctgccctttc cagaggggtc 2326 



10 7 2 



ffi!E# 2000-3062522 



^ 11 — 19417 9 ^ 

• • # 

tcactgacag ccagagacag caggagaagg gttggctgtg gatcaaggaa ggctgcccct 2386 
gtaccctgtg gggaaatggt gggtgcatgg ctggatgcag aggtggaagg ccctgggcca 2446 
caggcgagag tgggcgtgtc acctgtccca ggttcccagc aagtctgcag ctgtgcagtc 2506 
ctggggtccc tgaccctgtc gcccaggggg cgtgctgtcc agcaggggcc ctgccttgca 2566 
aggaacgtct cttccggcgg ctgggccgct cctgcctggt ctgggctgtg tgtggcgccc 2626 
tttcctcctt gtttgttcct ctgtgttctg tgtgcgtctt aagcaataaa gcgtggccgt 2686 



ggctcgcg 2694 



<210> 284 
<211> 172 
<212> PRT 

<213> Homo sapiens 
<400> 284 

Met Ser Ser Ser Gly Gly Ala Pro Gly Ala Ser Ala Ser Ser Ala Pro 
1 5 10 15 

Pro Ala Gin Glu Glu Gly Met Thr Trp Trp Tyr Arg Trp Leu Cys Arg 

20 25 30 

Leu Ser Gly Val Leu Gly Ala Val Ser Cys Ala He Ser Gly Leu Phe 

■ 35 40 45 
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#3* 11 — 194179 



Asn Cys He Thr He His Pro Leu Asn He Ala Ala Gly Val Trp Met 

50 55 60 

He Met Asn Ala Phe He Leu Leu Leu Cys Glu Ala Pro Phe Cys Cys 

65 70 75 80 

Gin Phe He Glu Phe Ala Asn Thr Val Ala Glu Lys Val Asp Arg Leu 

85 90 95 

Arg Ser Trp Gin Lys Ala Val Phe Tyr Cys Gly Met Ala Val Val Pro 
100 105 110 

He Val He Ser Leu Thr Leu Thr Thr Leu Leu Gly Asn Ala He Ala 

115 120 125 

Phe Ala Thr Gly Val Leu Tyr Gly Leu Ser Ala Leu Gly Lys Lys Gly 
130 135 140 

Asp Ala He Ser Tyr Ala Arg He Gin Gin Gin Arg Gin Gin Ala Asp 

145 150 155 160 

Glu Glu Lys Leu Ala Glu Thr Leu Glu Gly Glu Leu 

165 170 



<210> 285 
<211> 3320 
<212> DNA 
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11-19417 9 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (163) .. (1764) 
<400> 285 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa attcgggccg ggcctcgctg cggcggcgac 60 

tgagccaggc tgggccgcgt ccctgagtcc cagagtcggc gcggcgcggc aggggcagcc 120 

ttccaccacg gggagcccag ctgtcagccg cctcacagga ag atg ctg cgt egg 174 

Met Leu Arg Arg 
1 

egg ggc age cct ggc atg ggt gtg cat gtg ggt gca gec ctg gga gca 222 
Arg Gly Ser Pro Gly Met Gly Val His Val Gly Ala Ala Leu Gly Ala 

5 10 15 20 

ctg tgg ttc tgc etc aca gga gee ctg gag gtc cag gtc cct gaa gac 270 
Leu Trp Phe Cys Leu Thr Gly Ala Leu Glu Val Gin Val Pro Glu Asp 

25 30 35 

cca gtg gtg gca ctg gtg ggc acc gat gee acc ctg tgc tgc tec ttc 318 
Pro Val Val Ala Leu Val Gly Thr Asp Ala Thr Leu Cys Cys Ser Phe 
40 45 50 

tec cct gag cct ggc ttc age ctg gca cag etc aac etc ate tgg cag 366 
Ser Pro Glu Pro Gly Phe Ser Leu Ala Gin Leu Asn Leu lie Trp Gin 
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11—194179 



55 60 65 

ctg aca gat acc aaa cag ctg gtg cac age ttt get gag ggc cag gac 414 
Leu Thr Asp Thr Lys Gin Leu Val His Ser Phe Ala Glu Gly Gin Asp 

70 75 80 

cag ggc age gee tat gee aac cgc acg gee etc ttc ccg gac ctg ctg 462 
Gin Gly Ser Ala Tyr Ala Asn Arg Thr Ala Leu Phe Pro Asp Leu Leu 
85 90 95 100 

gca cag ggc aac gca tec ctg agg ctg cag cgc gtg cgt gtg gcg gac 510 
Ala Gin Gly Asn Ala Ser Leu Arg Leu Gin Arg Val Arg Val Ala Asp 

105 110 115 



gag ggc age ttc acc tgc ttc gtg age ate egg gat ttc ggc age get 558 
Glu Gly Ser Phe Thr Cys Phe Val Ser He Arg Asp Phe Gly Ser Ala 

120 125 130 

gee gtc age ctg cag gtg gee get ccc tac teg aag ccc age atg acc 606 
Ala Val Ser Leu Gin Val Ala Ala Pro Tyr Ser Lys Pro Ser Met Thr 
135 140 145 

ctg gag ccc aac aag gac ctg egg cca ggg gac atg gtg acc ate acg 654 
Leu Glu Pro Asn Lys Asp Leu Arg Pro Gly Asp Met Val Thr He Thr 

150 155 160 



tgc tec age tac cag ggc tac cct gag get gag gtg ttc tgg cag gat 
Cys Ser Ser Tyr Gin Gly Tyr Pro Glu Ala Glu Val Phe Trp Gin Asp 

165 170 175 180 



702 
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^ 11-19417 



ggg cag ggt gtg ccc ctg act ggc aac gtg acc acg teg cag atg gec 750 
Gly Gin Gly Val Pro Leu Thr Gly Asn Val Thr Thr Ser Gin Met Ala 

185 190 195 

aac gag cag ggc ttg ttt gat gtg cac age ate ctg egg gtg gtg ctg 798 
Asn Glu Gin Gly Leu Phe Asp Val His Ser lie Leu Arg Val Val Leu 

200 205 210 

ggt gca aat ggc acc tac age tgc ctg gtg cgc aac ccc gtg ctg cag 846 
Gly Ala Asn Gly Thr Tyr Ser Cys Leu Val Arg Asn Pro Val Leu Gin 

215 220 225 

cag gat gcg cac age tct gtc acc ate aca ccc cag aga age ccc aca 894 
Gin Asp Ala His Ser Ser Val Thr He Thr Pro Gin Arg Ser Pro Thr 

230 235 240 

gga gee gtg gag gtc cag gtc cct gag gac ccg gtg gtg gec eta gtg 942 
Gly Ala Val Glu Val Gin Val Pro Glu Asp Pro Val Val Ala Leu Val 

245 250 255 260 

ggc acc gat gee acc ctg cgc tgc tec ttc tec ccc gag cct ggc ttc 990 
Gly Thr Asp Ala Thr Leu Arg Cys Ser Phe Ser Pro Glu Pro Gly Phe 

265 270 275 

age ctg gca cag etc aac etc ate tgg cag ctg aca gac acc aaa cag 1038 
Ser Leu Ala Gin Leu Asn Leu He Trp Gin Leu Thr Asp Thr Lys Gin 

280 285 290 



1 0 7 7 ffifiE#2 0 0 0 - 3 0 6 2 5 2 2 



4#¥ 11 — 194179 



ctg gtg cac agt ttc acc gaa ggc egg gac cag ggc age gee tat gee 1086 
Leu Val His Ser Phe Thr Glu Gly Arg Asp Gin Gly Ser Ala Tyr Ala 

295 300 305 



aac cgc acg gee etc ttc ccg gac ctg ctg gca caa ggc aat gca tec 1134 
Asn Arg Thr Ala Leu Phe Pro Asp Leu Leu Ala Gin Gly Asn Ala Ser 

310 315 320 



ctg agg ctg cag cgc gtg cgt gtg gcg gac gag ggc age ttc acc tgc 1182 
Leu Arg Leu Gin Arg Val Arg Val Ala Asp Glu Gly Ser Phe Thr Cys 

325 330 335 340 

ttc gtg age ate egg gat ttc ggc age get gee gtc age ctg cag gtg 1230 
Phe Val Ser He Arg Asp Phe Gly Ser Ala Ala Val Ser Leu Gin Val 

345 350 355 

gee get ccc tac teg aag ccc age atg acc ctg gag ccc aac aag gac 1278 
Ala Ala Pro Tyr Ser Lys Pro Ser Met Thr Leu Glu Pro Asn Lys Asp 

360 365 370 

ctg egg cca ggg gac acg gtg acc ate acg tgc tec age tac egg ggc 1326 
Leu Arg Pro Gly Asp Thr Val Thr He Thr Cys Ser Ser Tyr Arg Gly 

375 380 385 

tac cct gag get gag gtg ttc tgg cag gat ggg cag ggt gtg ccc ctg 1374 
Tyr Pro Glu Ala Glu Val Phe Trp Gin Asp Gly Gin Gly Val Pro Leu 

390 395 400 

act ggc aac gtg acc acg teg cag atg gec aac gag cag ggc ttg ttt 1422 

1 0 7 8 ffl$E4# 2000-3062522 



^ #3p 1 1 - 1 9 4 1 7 9 



Thr Gly Asn Val Thr Thr Ser Gin Met Ala Asn Glu Gin Gly Leu Phe 

405 410 415 420 

gat gtg cac age gtc ctg egg gtg gtg ctg ggt gcg aat ggc acc tac 1470 
Asp Val His Ser Val Leu Arg Val Val Leu Gly Ala Asn Gly Thr Tyr 

425 430 435 

age tgc ctg gtg cgc aac ccc gtg ctg cag cag gat gcg cac ggc tct 1518 
Ser Cys Leu Val Arg Asn Pro Val Leu Gin Gin Asp Ala His Gly Ser 
440 445 450 

gtc acc ate aca ggg cag cct atg aca ttc ccc cca gag gec ctg tgg 1566 
Val Thr He Thr Gly Gin Pro Met Thr Phe Pro Pro Glu Ala Leu Trp 

455 460 465 

gtg acc gtg ggg ctg tct gtc tgt etc att gca ctg ctg gtg gec ctg 1614 
Val Thr Val Gly Leu Ser Val Cys Leu He Ala Leu Leu Val Ala Leu 

470 475 480 

get ttc gtg tgc tgg aga aag ate aaa cag age tgt gag gag gag aat 1662 
Ala Phe Val Cys Trp Arg Lys lie Lys Gin Ser Cys Glu Glu Glu Asn 
485 490 495 500 

gca gga get gag gac cag gat ggg gag gga gaa ggc tec aag aca gec 1710 
Ala Gly Ala Glu Asp Gin Asp Gly Glu Gly Glu Gly Ser Lys Thr Ala 

505 510 515 

ctg cag cct ctg aaa cac tct gac age aaa gaa gat gat gga caa gaa 1758 
1 pii r.ln p™ LfiU lys His Spr Asp £pr lys P. In Asp Asp Hly Gin T.ln 
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11-194179 

520 525 530 

ata gcc tgaccatgag gaccagggag ctgctacccc tccctacagc tcctaccctc 1814 
He Ala 

tggctgcaat ggggctgcac tgtgagccct gcccccaaca gatgcatcct gctctgacag 1874 
gtgggctcct tctccaaagg atgcgataca cagaccactg tgcagcctta tttctccaat 1934 
ggacatgatt cccaagtcat cctgctgcct tttttcttat agacacaatg aacagaccac 1994 
ccacaacctt agttctctaa gtcatcctgc ctgctgcctt atttcacagt acatacattt 2054 
cttagggaca cagtacactg accacatcac caccctcttc ttccagtgct gcgtggacca 2114 
tctggctgcc ttttttctcc aaaagatgca atattcagac tgactgaccc cctgccttat 2174 
ttcaccaaag acacgatgca tagtcacccc ggccttgttt ctccaatggc cgtgatacac 2234 
tagtgatcat gttcagccct gcttccacct gcatagaatc ttttcttctc agacagggac 2294 
agtgcggcct caacatctcc tggagtctag aagctgtttc ctttcccctc cttcctcctc 2354 
ttgctctagc cttaatactg gccttttccc tccctgcccc aagtgaagac agggcactct 2414 
gcgcccacca catgcacagc tgtgcatgga gacctgcagg tgcacgtgct ggaacacgtg 2474 
tggttccccc ctggcccagc ctcctctgca gtgcccctct cccctgccca tcctccccac 2534 
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ggaagcatgt gctggtcaca ctggttctcc aggggtctgt gatggggccc ctgggggtca 2594 
gcttctgtcc ctctgccttc tcacctcttt gttcctttct tttcatgtat ccattcagtt 2654 
gatgtttatt gagcaactac agatgtcagc actgtgttag gtgctggggg ccctgcgtgg 2714 
gaagataaag ttcctccctc aaggactccc catccagctg ggagacagac aactaactac 2774 
actgcaccct gcggtttgca gggggctcct gcctggctcc ctgctccaca cctcctctgt 2834 
ggctcaaggc ttcctggata cctcaccccc atcccaccca taattcttac ccagagcatg 2894 
gggttggggc ggaaacctgg agagagggac atagcccctc gccacggcta gagaatctgg 2954 
tggtgtccaa aatgtctgtc caggtgtggg caggtgggca ggcaccaagg ccctctggac 3014 
ctttcatagc agcagaaaag gcagagcctg gggcagggca gggccaggaa tgctttgggg 3074 
acaccgaggg gactgccccc cacccccacc atggtgctat tctggggctg gggcagtctt 3134 
ttcctggctt gcctctggcc agctcctggc ctctggtaga gtgagacttc agacgttctg 3194 
atgccttccg gatgtcatct ctccctgccc caggaatgga agatgtgagg acttctaatt 3254 
taaatgtggg actcggaggg attttgtaaa ctgggggtat attttgggga aaataaatgt 3314 



ctttgt 



3320 
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<210> 286 
<211> 534 
<212> PRT 

<213> Homo sapiens 
<400> 286 

Met Leu Arg Arg Arg Gly Ser Pro Gly Met Gly Val His Val Gly Ala 
1 5 10 15 

Ala Leu Gly Ala Leu Trp Phe Cys Leu Thr Gly Ala Leu Glu Val Gin 

20 25 30 

Val Pro Glu Asp Pro Val Val Ala Leu Val Gly Thr Asp Ala Thr Leu 

35 40 45 

Cys Cys Ser Phe Ser Pro Glu Pro Gly Phe Ser Leu Ala Gin Leu Asn 

50 55 60 

Leu He Trp Gin Leu Thr Asp Thr Lys Gin Leu Val His Ser Phe Ala 

65 70 75 80 

Glu Gly Gin Asp Gin Gly Ser Ala Tyr Ala Asn Arg Thr Ala Leu Phe 

85 90 95 

Pro Asp Leu Leu Ala Gin Gly Asn Ala Ser Leu Arg Leu Gin Arg Val 
100 105 110 

Arg Val Ala Asp Glu Gly Ser Phe Thr Cys Phe Val Ser lie Arg Asp 

115 120 125 

1 0 8 2 ffi|I# 2000-3062522 




# ¥ 11-194179 



#3* 11 — 194179 



Phe Gly Ser Ala Ala Val Ser Leu Gin Val Ala Ala Pro Tyr Ser Lys 

130 135 140 

Pro Ser Met Thr Leu Glu Pro Asn Lys Asp Leu Arg Pro Gly Asp Met 

145 150 155 160 

Val Thr He Thr Cys Ser Ser Tyr Gin Gly Tyr Pro Glu Ala Glu Val 
165 170 175 

Phe Trp Gin Asp Gly Gin Gly Val Pro Leu Thr Gly Asn Val Thr Thr 

180 185 190 

Ser Gin Met Ala Asn Glu Gin Gly Leu Phe Asp Val His Ser He Leu 

195 200 205 

Arg Val Val Leu Gly Ala Asn Gly Thr Tyr Ser Cys Leu Val Arg Asn 

210 215 220 

Pro Val Leu Gin Gin Asp Ala His Ser Ser Val Thr He Thr Pro Gin 

225 230 235 240 

Arg Ser Pro Thr Gly Ala Val Glu Val Gin Val Pro Glu Asp Pro Val 

245 250 255 

Val Ala Leu Val Gly Thr Asp Ala Thr Leu Arg Cys Ser Phe Ser Pro 

260 265 270 



Glu Pro Gly Phe Ser Leu Ala Gin Leu Asn Leu He Trp Gin Leu Thr 
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11-194179 



275 



280 



285 



Asp Thr Lys Gin Leu Val His Ser Phe Thr Glu Gly Arg Asp Gin Gly 

290 295 300 

Ser Ala Tyr Ala Asn Arg Thr Ala Leu Phe Pro Asp Leu Leu Ala Gin 

3 °5 310 315 320 

Gly Asn Ala Ser Leu Arg Leu Gin Arg Val Arg Val Ala Asp Glu Gly 

325 330 335 

Ser Phe Thr Cys Phe Val Ser He Arg Asp Phe Gly Ser Ala Ala Val 

340 345 350 

Ser Leu Gin Val Ala Ala Pro Tyr Ser Lys Pro Ser Met Thr Leu Glu 

355 360 365 

Pro Asn Lys Asp Leu Arg Pro Gly Asp Thr Val Thr He Thr Cys Ser 

370 375 380 

Ser Tyr Arg Gly Tyr Pro Glu Ala Glu Val Phe Trp Gin Asp Gly Gin 

385 390 395 400 

Gly Val Pro Leu Thr Gly Asn Val Thr Thr Ser Gin Met Ala Asn Glu 

405 410 415 



Gin Gly Leu Phe Asp Val His Ser Val Leu Arg Val Val Leu Gly Ala 

420 425 430 
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#2p 1 1 - 1 9 4 1 7 9^ 

Asn Gly Thr Tyr Ser Cys Leu Val Arg Asn Pro Val Leu Gin Gin Asp 

435 440 445 

Ala His Gly Ser Val Thr He Thr Gly Gin Pro Met Thr Phe Pro Pro 

450 455 460 

Glu Ala Leu Trp Val Thr Val Gly Leu Ser Val Cys Leu He Ala Leu 

465 470 475 480 

Leu Val Ala Leu Ala Phe Val Cys Trp Arg Lys He Lys Gin Ser Cys 
485 490 495 

Glu Glu Glu Asn Ala Gly Ala Glu Asp Gin Asp Gly Glu Gly Glu Gly 

500 505 510 

Ser Lys Thr Ala Leu Gin Pro Leu Lys His Ser Asp Ser Lys Glu Asp 

515 520 525 

Asp Gly Gin Glu He Ala 

530 



<210> 287 
<211> 2179 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
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#5p 11-194179 



<222> (192).. (860) 
<400> 287 

ctctttaagg tgcccgaggc tcgcgggcgc tgcgctgagg ggacggcggg aggcgcggcc 60 

tggcctcgca ctcaaagccg ccgcagcgcg ccccgggctc ggccgacccg gcggggatct 120 

aggggtgggc gacttcgcgg gaccgtggcg catgtttcct gggagttact gatcatcttc 180 

tttgaagaaa c atg aag tta cac tat gtt get gtg ctt act eta gee ate 230 
Met Lys Leu His Tyr Val Ala Val Leu Thr Leu Ala He 
1 5 10 

ctg atg ttc ctg aca tgg ctt cca gaa tea ctg age tgt aac 
Leu Met Phe Leu Thr Trp Leu Pro Glu Ser Leu Ser Cys Asn 

15 20 25 

etc tgt get agt gat gag age aaa tgc etc att cag gag etc 
Leu Cys Ala Ser Asp Glu Ser Lys Cys Leu He Gin Glu Leu 

30 35 40 

tgc egg ccg gga gaa ggc aat tgc tec tgc tgt aag gag tgc 
Cys Arg Pro Gly Glu Gly Asn Cys Ser Cys Cys Lys Glu Cys 

50 55 

tgt ctt ggg gee ctt tgg gac gag tgc tgt gac tgt gtt ggt 
Cys Leu Gly Ala Leu Trp Asp Glu Cys Cys Asp Cys Val Gly 

65 70 75 



1 0 8 6 ffiSE# 2000-3062522 



aaa gca 278 
Lys Ala 

tgc cag 326 
Cys Gin 
45 

atg ctg 374 
Met Leu 
60 

atg tgt 422 
Met Cys 



#^ 11 — 19417 9^^ 



aat cct cga aat tat agt gac aca cct cca act tea aag age aca gtg 470 
Asn Pro Arg Asn Tyr Ser Asp Thr Pro Pro Thr Ser Lys Ser Thr Val 

80 85 90 

gag gag ctg cat gaa ccg ate cct tct etc ttc egg gca etc aca gaa 518 
Glu Glu Leu His Glu Pro He Pro Ser Leu Phe Arg Ala Leu Thr Glu 

95 100 105 

gga gat act cag ttg aat tgg aac ate gtt tct ttc cct gtt gca gaa 566 
Gly Asp Thr Gin Leu Asn Trp Asn He Val Ser Phe Pro Val Ala Glu 

110 115 120 125 

gaa ctt tea cat cat gag aat ctg gtt tea ttt tta gaa act gtg aac 614 
Glu Leu Ser His His Glu Asn Leu Val Ser Phe Leu Glu Thr Val Asn 

130 135 140 

cag cca cac cac cag aat gtg tct gtc ccc age aat aat gtt cac gcg 662 
Gin Pro His His Gin Asn Val Ser Val Pro Ser Asn Asn Val His Ala 

145 150 155 

cct tat tec agt gac aaa gaa cac atg tgt act gtg gtt tat ttt gat 710 
Pro Tyr Ser Ser Asp Lys Glu His Met Cys Thr Val Val Tyr Phe Asp 
160 165 170 

gac tgc atg tec ata cat cag tgt aaa ata tec tgt gag tec atg gga 758 
Asp Cys Met Ser He His Gin Cys Lys He Ser Cys Glu Ser Met Gly 
175 180 185 

gca tec aaa tat cgc tgg ttt cat aat gee tgc tgc gag tgc att ggt 80R 
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11-194179 

Ala Ser Lys Tyr Arg Trp Phe His Asn Ala Cys Cys Glu Cys lie Gly 

190 195 200 205 

cca gaa tgt att gac tat ggt agt aaa act gtc aaa tgt atg aac tgc 854 
Pro Glu Cys lie Asp Tyr Gly Ser Lys Thr Val Lys Cys Met Asn Cys 
210 215 220 

atg ttt taaagaagac aaatgcaaac caaagcaact tagtaaaata ataggtataa 910 
Met Phe 

agagttattc tgtaagtctg ttggttgtat cttgtatcag aatcccagta agttaagttg 970 

taaagacttt ggaataagtt tcttttaaaa atatgacata gccagtgatg tgtttaatta 1030 

tataactgtt cttactgatt ttattgcccc ctagcaataa gccctttcct ttgaatacat 1090 

gtacaacttt ggtcatatga gaagcaggtg cgcagagaat tccttgaaag atctgaggtt 1150 

tttaacataa agtctgatgt ggttttcctc tagcattcca aaaggttttt gctttgaaag 1210 

tgttagcaga agcatgttga tgtgaattat gatttcttca tgtgctactg ttagcacact 1270 

gagtttttat agttgcacat cattcctcat tgtgccttgt tttatccatt ttataaatag 1330 

agtagatatt tgatatacca ctctgataac tcatataaaa atatcatcat aaaaaactta 1390 

atttcatccc ttttatgttg gttttaaaag gtaaatgctt accatatttt ataattgaga 1450 

actcttacat agtagaatcc attctataat acatgtgttg acaaagcttt agagaaagtt 1510 

1 0 8 8 ffilE^ 2000-3062522 



#5p 11-194179 



a 




tcctattctc ttccatttcc cctgcccaaa gtgctgacat aggcagtgat gaagaatctt 1570 
taccaagatt ttcagggtgt acctatgaaa ttgctttaaa tgcactgctg gtgtaaataa 1630 
ttagcaagca aaagcgtttc tgtgacttca ggtaccagct taaagagcac tagggatggg 1690 
gaacgaatgc caaatcagac tccacctaga gcaccaggaa acagcttgta ccctggtagg 1750 
gaaatggtgt cgctgaaagg ggaggctgag ccagtgcgag actgaacttg tgcagcctta 1810 
gccaagacaa agcagtgttt ttcagcagac ggctgatggg acaggaattg aagaagagaa 1870 
ttgactcgta tgaacaggac agggtgaaaa tgctgggaat tataatggga aacaaaacta 1930 
tctatgttca tattttgtaa tatttcattt gttaagttta tatctggata taatgttctt 1990 
tttaaacaag tataatcata tcgtcggagg ttaagattat gaaattttaa aatctctatt 2050 
caagatgatg ttcactccaa atacactaca gaatttagtc aacattttat ataatgtttc 2110 
aataaatgtt tctttcaata aagatactat gtgcccttca tagtaataaa atctcaatct 2170 
taaagcatg 2179 

<210> 288 
<211> 223 

<212> PRT 



10 8 9 



2000-3 0 62522 



11 — 194179 



<213> Homo sapiens 
<400> 288 

Met Lys Leu His Tyr Val Ala Val Leu Thr Leu Ala He Leu Met Phe 
15 10 15 

Leu Thr Trp Leu Pro Glu Ser Leu Ser Cys Asn Lys Ala Leu Cys Ala 

20 25 30 

Ser Asp Glu Ser Lys Cys Leu He Gin Glu Leu Cys Gin Cys Arg Pro 

35 40 45 

Gly Glu Gly Asn Cys Ser Cys Cys Lys Glu Cys Met Leu Cys Leu Gly 
50 55 60 

Ala Leu Trp Asp Glu Cys Cys Asp Cys Val Gly Met Cys Asn Pro Arg 
65 70 75 80 

Asn Tyr Ser Asp Thr Pro Pro Thr Ser Lys Ser Thr Val Glu Glu Leu 

85 90 95 

His Glu Pro He Pro Ser Leu Phe Arg Ala Leu Thr Glu Gly Asp Thr 

100 105 110 

Gin Leu Asn Trp Asn He Val Ser Phe Pro Val Ala Glu Glu Leu Ser 

115 120 125 

His His Glu Asn Leu Val Ser Phe Leu Glu Thr Val Asn Gin Pro His 

130 135 L40 

1 0 9 0 2000-3062522 



11 — 194179 



His Gin Asn Val Ser Val Pro Ser Asn Asn Val His Ala Pro Tyr Ser 

145 150 155 160 

Ser Asp Lys Glu His Met Cys Thr Val Val Tyr Phe Asp Asp Cys Met 
165 170 175 

Ser He His Gin Cys Lys He Ser Cys Glu Ser Met Gly Ala Ser Lys 
18 ° 185 190 

Tyr Arg Trp Phe His Asn Ala Cys Cys Glu Cys He Gly Pro Glu Cys 

195 200 205 



He Asp Tyr Gly Ser Lys Thr Val Lys Cys Met Asn Cys Met Phe 

210 215 220 



<210> 289 
<211> 2617 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (306).. (1778) 
<400> 289 

gcgaatgcga acctggcccg tgcggaaagg gcgcggagag ccccggcgcg gagcaggcgg 60 
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11—194179 



gggacggtat tcagaattcg agcgcaggag ctccgcttct ccacctgctc ccggggagct 120 

attgggatcc agagaatcac ccgctgatgg tttttgccca ggcctgaaac aaccagagag 180 

ctacgggaaa ggaagggctt ggcttgccag aggaattttc caagtgctca aacgccaggc 240 

ttacggcgcc tgtgatccgt ccaggaggac aaagtgggat ttgaaggtcc actccacttc 300 

tgctc atg gcg ggc cag ggc ctg ccc ctg cac gtg gcc aca ctg ctg act 350 
Met Ala Gly Gin Gly Leu Pro Leu His Val Ala Thr Leu Leu Thr 
15 10 15 

ggg ctg ctg gaa tgc ctg ggc ttt get ggc gtc etc ttt ggc tgg cct 398 
Gly Leu Leu Glu Cys Leu Gly Phe Ala Gly Val Leu Phe Gly Trp Pro 

20 25 30 

tea eta gtg ttt gtc ttc aag aat gaa gat tac ttt aag gat ctg tgt 446 
Ser Leu Val phe Val Phe Lys Asn Glu Asp Tyr Phe Lys Asp Leu Cys 

35 40 45 

gga cca gat get ggg ccg att ggc aat gcc aca ggg cag get gac tgc 494 
Gly Pro Asp Ala Gly Pro lie Gly Asn Ala Thr Gly Gin Ala Asp Cys 

50 55 60 

aaa gcc cag gat gag agg ttc tea etc ate ttc acc ctg ggg tec ttc 542 
Lys Ala Gin Asp Glu Arg Phe Ser Leu He Phe Thr Leu Gly Ser Phe 

65 70 75 



atg aac aac ttc atg aca ttc ccc act ggc tac ate ttt gac egg ttc 



590 



10 9 2 
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^ #5p 1 1-194179 

Met Asn Asn Phe Met Thr Phe Pro Thr Gly Tyr He Phe Asp Arg Phe 

80 85 90 95 

aag acc acc gtg gca cgc etc ata gec ata ttt ttc tac acc acc gec 638 
Lys Thr Thr Val Ala Arg Leu lie Ala lie Phe Phe Tyr Thr Thr Ala 
100 105 110 

aca etc ate ata gee ttc acc tct gca ggc tea gec gtg ctg etc ttc 686 
Thr Leu He He Ala Phe Thr Ser Ala Gly Ser Ala Val Leu Leu Phe 
115 120 125 

ctg gee atg cca atg etc acc att ggg gga ate ctg ttt etc ate acc 734 
Leu Ala Met Pro Met Leu Thr He Gly Gly He Leu Phe Leu He Thr 

130 135 140 

aac ctg cag att ggg aac eta ttt ggc caa cac cgt teg acc ate ate 782 
Asn Leu Gin He Gly Asn Leu Phe Gly Gin His Arg Ser Thr lie He 

145 150 155 

act ctg tac aat gga gca ttt gac tct tec teg gca gtc ttc ctt att 830 
Thr Leu Tyr Asn Gly Ala Phe Asp Ser Ser Ser Ala Val Phe Leu He 
160 165 170 175 

att aag ctt ctt tat gaa aaa ggc ate age etc agg gee tec ttc ate 878 
He Lys Leu Leu Tyr Glu Lys Gly He Ser Leu Arg Ala Ser Phe He 

180 185 190 

ttc ate tct gtc tgc agt acc tgg cat gta gca cgc act ttc etc ctg 926 

Phe Tie Ser Val C.y* gpr Thr Trp His V a l Al a A rt* Thr Ph e leu Leu 

1 0 9 3 ffilE#2 0 0 0- 3 0 6 2 5 2 2 



11-194179 



195 200 205 

atg ccc egg ggg cac ate cca tac cca ctg ccc ccc aac tac age tat 974 

Met Pro Arg Gly His He Pro Tyr Pro Leu Pro Pro Asn Tyr Ser Tyr 

210 215 220 

ggc ctg tgc cct ggg aat ggc ace aca aag gaa gag aag gaa aca get 1022 

Gly Leu Cys Pro Gly Asn Gly Thr Thr Lys Glu Glu Lys Glu Thr Ala 

225 230 235 

gag cat gaa aac agg gag eta cag tea aag gag ttc ctt tea gcg aag 1070 

Glu His Glu Asn Arg Glu Leu Gin Ser Lys Glu Phe Leu Ser Ala Lys 

240 245 250 255 



gaa gag ace cca ggg gca ggg cag aag cag gaa etc cgc tec ttc tgg 1118 
Glu Glu Thr Pro Gly Ala Gly Gin Lys Gin Glu Leu Arg Ser Phe Trp 

260 265 270 



age tac get ttc tct egg cgc ttt gee tgg cac ctg gtg tgg ctg tct 1166 
Ser Tyr Ala Phe Ser Arg Arg Phe Ala Trp His Leu Val Trp Leu Ser 

275 280 285 

gtg ata cag ttg tgg cac tac etc ttc att ggc act etc aac tec ttg 1214 
Val lie Gin Leu Trp His Tyr Leu Phe He Gly Thr Leu Asn Ser Leu 

290 295 300 

ctg acc aac atg gee ggt ggg gac atg gca cga gtc age ace tac aca 1262 
Leu Thr Asn Met Ala Gly Gly Asp Met Ala Arg Val Ser Thr Tyr Thr 

305 310 315 



10 9 4 



ffiiiE# 2000-3062522 
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aat gcc ttt gcc ttc act cag ttc gga gtg ctg tgt gcc ccc tgg aat 1310 

Asn Ala Phe Ala Phe Thr Gin Phe Gly Val Leu Cys Ala Pro Trp Asn 

320 325 330 335 

ggc ctg etc atg gac egg ctt aaa cag aag tac cag aag gaa gca aga 1358 

Gly Leu Leu Met Asp Arg Leu Lys Gin Lys Tyr Gin Lys Glu Ala Arg 

340 345 350 

aag aca ggt tec tec act ttg gcg gtg gcc etc tgc teg acg gtg cct 1406 

Lys Thr Gly Ser Ser Thr Leu Ala Val Ala Leu Cys Ser Thr Val Pro 

355 360 365 

teg ctg gcc ctg aca tec ctg ctg tgc ctg ggc ttc gcc etc tgt gcc 1454 

Ser Leu Ala Leu Thr Ser Leu Leu Cys Leu Gly Phe Ala Leu Cys Ala 

370 375 380 

tea gtc ccc ate etc cct etc cag tac etc ace ttc ate ctg caa gtg 1502 

Ser Val Pro lie Leu Pro Leu Gin Tyr Leu Thr Phe He Leu Gin Val 

385 390 395 

ate age cgc tec ttc etc tat ggg age aac gcg gcc ttc etc acc ctt 1550 

lie Ser Arg Ser Phe Leu Tyr Gly Ser Asn Ala Ala Phe Leu Thr Leu 

400 405 410 415 

get ttc cct tea gag cac ttt ggc aag etc ttt ggg ctg gtg atg gcc 1598 

Ala Phe Pro Ser Glu His Phe Gly Lys Leu Phe Gly Leu Val Met Ala 

420 425 430 
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ttg teg get gtg gtg tct ctg etc cag ttc ccc ate ttc ace etc ate 1646 
Leu Ser Ala Val Val Ser Leu Leu Gin Phe Pro He Phe Thr Leu He 

435 440 445 

aaa ggc tec ctt cag aat gac cca ttt tac gtg gat gtg atg ttc atg 1694 
Lys Gly Ser Leu Gin Asn Asp Pro Phe Tyr Val Asp Val Met Phe Met 

450 455 460 

ctt gee att ctt ctg aca ttc ttc cac ccc ttt ctg gta tat egg gaa 1742 
Leu Ala He Leu Leu Thr Phe Phe His Pro Phe Leu Val Tyr Arg Glu 
465 470 475 

tgc cgt act tgg aaa gaa agt ccc tct gca att gca tagttcagaa 1788 
Cys Arg Thr Trp Lys Glu Ser Pro Ser Ala He Ala 
480 485 490 

gccctcactt ttcagccccg aggatggttt tgttcatctt ccaccacctt tgaggacctc 1848 
gtgtcccaaa agactttgee tatcccagca aaacacacac acacacacac acacacacaa 1908 
aataaagaca cacaaggacg tctgcgcagc aagaaaagaa tctcagttgc caagcagatt 1968 
gatatcacac agactcaaag caaaggcatg tggaacttct ttatttcaaa acagaagtgt 2028 
ctccttgcac ttagccttgg cagacccttg actccagggg agatgacctg ggggaggaag 2088 
tgtgtcaact atttctttag gcctgtttgg ctccgaagcc tatatgtgcc tggatcctct 2148 
gecaegggtt aaattttcag gtgaagagtg aggttgtcat ggcctcagct atgcttcctg 2208 
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gctctccctc aagagtgcag ccttggctag agaactcaca gctctgggaa aaagaggagc 2268 
agacagggtt ccctgggccc agtctcagcc cagccactga tgctggatga ccttggcctg 2328 
accctggtct ggtctcagaa tcacttttcc catctgtaaa attgagatga attttggtgt 2388 
tgaaagttct tcctggagca gatgtcctag aaggttttag gaatagtgac agagtcaggc 2448 
caccccaagg gccatgggag ccagctgacc tgcttgaccg aaggatttct gacagactat 2508 
ctttggggat gttttcaaga agggatataa gttatttact ttgggcattt aaaagaaaat 2568 
ttctctcggg aataatttta tagaaaaata aagcttctgt gtctaaggc 2617 

<210> 290 
<211> 491 
<212> PRT 
<213> Homo sapiens 

<400> 290 

Met Ala Gly Gin Gly Leu Pro Leu His Val Ala Thr Leu Leu Thr Gly 



Leu Leu Glu Cys Leu Gly Phe Ala Gly Val Leu Phe Gly Trp Pro Ser 



Leu Val Phe Val Phe Lys Asn Glu Asp Tyr Phe Lys Asp Leu Cys Gly 



15 
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35 40 45 

Pro Asp Ala Gly Pro He Gly Asn Ala Thr Gly Gin Ala Asp Cys Lys 

50 55 60 

Ala Gin Asp Glu Arg Phe Ser Leu He Phe Thr Leu Gly Ser Phe Met 

65 70 75 80 

Asn Asn Phe Met Thr Phe Pro Thr Gly Tyr lie Phe Asp Arg Phe Lys 

85 90 95 

Thr Thr Val Ala Arg Leu He Ala He Phe Phe Tyr Thr Thr Ala Thr 

100 105 110 

Leu He He Ala Phe Thr Ser Ala Gly Ser Ala Val Leu Leu Phe Leu 

115 120 125 

Ala Met Pro Met Leu Thr He Gly Gly He Leu Phe Leu He Thr Asn 

130 135 140 

Leu Gin He Gly Asn Leu Phe Gly Gin His Arg Ser Thr He He Thr 

145 150 155 160 

Leu Tyr Asn Gly Ala Phe Asp Ser Ser Ser Ala Val Phe Leu lie He 

165 170 175 

Lys Leu Leu Tyr Glu Lys Gly He Ser Leu Arg Ala Ser Phe He Phe 

180 185 190 
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He Ser Val Cys Ser Thr Trp His Val Ala Arg Thr Phe Leu Leu Met 

195 200 205 

Pro Arg Gly His He Pro Tyr Pro Leu Pro Pro Asn Tyr Ser Tyr Gly 

210 215 220 

Leu Cys Pro Gly Asn Gly Thr Thr Lys Glu Glu Lys Glu Thr Ala Glu 

225 230 235 240 

His Glu Asn Arg Glu Leu Gin Ser Lys Glu Phe Leu Ser Ala Lys Glu 

245 250 255 

Glu Thr Pro Gly Ala Gly Gin Lys Gin Glu Leu Arg Ser Phe Trp Ser 

260 265 270 

Tyr Ala Phe Ser Arg Arg Phe Ala Trp His Leu Val Trp Leu Ser Val 

275 280 285 

He Gin Leu Trp His Tyr Leu Phe He Gly Thr Leu Asn Ser Leu Leu 

290 295 300 

Thr Asn Met Ala Gly Gly Asp Met Ala Arg Val Ser Thr Tyr Thr Asn 

305 310 315 320 

Ala Phe Ala Phe Thr Gin Phe Gly Val Leu Cys Ala Pro Trp Asn Gly 

325 330 335 



Leu Leu Met Asp Arg Leu Lys Gin Lys Tyr Gin Lys Glu Ala Arg Lys 

340 345 350 
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#3* 11 — 194179 



Thr Gly Ser Ser Thr Leu Ala Val Ala Leu Cys Ser Thr Val Pro Ser 

355 360 365 

Leu Ala Leu Thr Ser Leu Leu Cys Leu Gly Phe Ala Leu Cys Ala Ser 

370 375 380 

Val Pro He Leu Pro Leu Gin Tyr Leu Thr Phe He Leu Gin Val He 

385 390 395 400 

Ser Arg Ser Phe Leu Tyr Gly Ser Asn Ala Ala Phe Leu Thr Leu Ala 

405 410 415 

Phe Pro Ser Glu His Phe Gly Lys Leu Phe Gly Leu Val Met Ala Leu 

420 425 430 

Ser Ala Val Val Ser Leu Leu Gin Phe Pro He Phe Thr Leu He Lys 

435 440 445 

Gly Ser Leu Gin Asn Asp Pro Phe Tyr Val Asp Val Met Phe Met Leu 

450 455 460 

Ala He Leu Leu Thr Phe Phe His Pro Phe Leu Val Tyr Arg Glu Cys 

465 470 475 480 

Arg Thr Trp Lys Glu Ser Pro Ser Ala He Ala 

485 490 
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<210> 291 
<211> 2872 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (88).. (882) 

<400> 291 

agcagcgcag gtgagcgccg cttccggggt cgggcgcctg gatagctgcc ggctccggct 60 

tccacttggt cggttgcgcg ggagact atg gcg tec tec teg gtc cca cca gee 114 

Met Ala Ser Ser Ser Val Pro Pro Ala 

1 5 

acg gta teg gcg gcg aca gca ggc ccc ggc cca ggt ttc ggc ttc gec 162 
Thr Val Ser Ala Ala Thr Ala Gly Pro Gly Pro Gly Phe Gly Phe Ala 

10 15 20 25 

tec aag acc aag aag aag cat ttc gtg cag cag aag gtg aag gtg ttc 210 
Ser Lys Thr Lys Lys Lys His Phe Val Gin Gin Lys Val Lys Val Phe 

30 35 40 

egg gcg gec gac ccg ctg gtg ggt gtg ttc ctg tgg ggc gta gee cac 258 
Arg Ala Ala Asp Pro Leu Val Gly Val Phe Leu Trp Gly Val Ala His 

45 50 55 

teg ate aat gag etc age cag gtg cct ccc ccg gtg atg ctg ctg cca 306 
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j 

Ser He Asn Glu Leu Ser Gin Val Pro Pro Pro Val Met Leu Leu Pro 

60 65 70 

gat gac ttt aag gcc age tec aag ate aag gtc aac aat cac ctt ttc 354 
Asp Asp Phe Lys Ala Ser Ser Lys He Lys Val Asn Asn His Leu Phe 
75 80 85 

cac agg gaa aat ctg ccc agt cat ttc aag ttc aag gag tat tgt ccc 402 
His Arg Glu Asn Leu Pro Ser His Phe Lys Phe Lys Glu Tyr Cys Pro 
90 95 100 105 

cag gtc ttc agg aac etc cgt gat cga ttt ggc att gat gac caa gat 450 
Gin Val Phe Arg Asn Leu Arg Asp Arg Phe Gly He Asp Asp Gin Asp 

110 115 120 

tac ttg gtg tec ctt acc cga aac ccc ccc age gaa agt gaa ggc agt 498 
Tyr Leu Val Ser Leu Thr Arg Asn Pro Pro Ser Glu Ser Glu Gly Ser 

125 130 135 

gat ggt cgc ttc ctt ate tec tac gat egg act ctg gtc ate aaa gaa 546 
Asp Gly Arg Phe Leu lie Ser Tyr Asp Arg Thr Leu Val He Lys Glu 
140 145 150 

gta tec agt gag gac att get gac atg cat age aac etc tec aac tat 594 
Val Ser Ser Glu Asp He Ala Asp Met His Ser Asn Leu Ser Asn Tyr 

155 160 165 

cac cag tac att gtg aag tgc cat ggc aac acg ctt ctg ccc cag ttc 642 
His Gin Tyr He Val Lys Cys His Gly Asn Thr Leu Leu Pro Gin Phe 
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170 175 180 185 



ctg ggg atg tac cga gtc 
Leu Gly Met Tyr Arg Val 
190 



gtg atg cgc 
Val Met Arg 



aga aag tat 
Arg Lys Tyr 

250 



aat atg ttt 
Asn Met Phe 

205 



ata ttg gtg 
He Leu Val 

255 



agt gtg gac 
Ser Val Asp 

age cac cgt 
Ser His Arg 
210 



aag agg aga 
Lys Arg Arg 



aac gaa gac 
Asn Glu Asp 

195 

ctt cct gtg 
Leu Pro Val 



aga aaa tat 
Arg Lys Tyr 

260 



age tac atg 
Ser Tyr Met 
200 

cac agg aag 
His Arg Lys 

215 



ttc tgg aga 
Phe Trp Arg 



ctt 690 
Leu 

tat 738 
Tyr 

786 



834 



age 882 
Ser 

265 



gac etc aag ggt tec eta gtg tec egg gag cca gcg ata agg aaa agg 

Asp Leu Lys Gly Ser Leu Val Ser Arg Glu Pro Ala He Arg Lys Arg 

220 225 230 

tta aag aat tgc cca ccc tta agg ata tgg act ttc tea aca aga acc 

Leu Lys Asn Cys Pro Pro Leu Arg He Trp Thr Phe Ser Thr Arg Thr 

235 240 245 



tgaagagaga tgtggagttt etagtgeage tgaagatcac ggactacagc ettctgetag 942 



gcatccacga catcattegg ggctctgaac cagaggagga agcgcccgtg egggaggatg 1002 
agtcagaggt ggatggggac tgcagcctga ctggacctcc tgctctggtg ggctcctatg 1062 



gcacctcccc agagggtatc ggaggctaca tccattccca tcggcccctg ggeccaggag 1122 
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agtttgagtc cttcattgat gtctatgcca tccggagtgc tgaaggagcc ccccagaagg 1182 



aggtctactt catgggcctc attgatatcc ttacacagta tgatgccaag aagaaagcag 1242 



ctcatgcagc caaaactgtc aagcatgggg ctggggcaga gatctctact gtccatccgg 1302 



agcagtatgc taagcgattc ctggatttta ttaccaacat ctttgcctaa gagactgcct 1362 



ggttctctct gatgttcaag gagctagggg aagggggttg tttgccttct tcaggacctg 1422 



actggacaga tggacctggc tcaagcaact actctggatg cactttgctg tgtgggatga 1482 



actaaaagtg tctgaatttt gctgataact ttataaaact cactatggca tgcttccctc 1542 



ctggtgggcc ctaggatgga tgacactcaa gatactacag atgtgggtgc aggcatgcac 1602 



acacacgatg gaatatggcc attcctacac aggtggggta gagagtgggt cagcagcctg 1662 



gcacctcaca gaggtgggac ctaagaggac tcatgattat gcagagaatt ggattgggtc 1722 



tctgtcatag attgagtaat ctcttccctt acctcaattc catctccacc catctctaca 1782 



tctgggcaca gcaacccaga gatggccaaa agcattcaag cctgggggaa gatgtttgac 1842 



tattgctgct cttcaccaga acctcacacc tctcctggga ctggaaccct tcagtgggtg 1902 



tgtggccagt tttggaggct ggaatgatgg gccagggtgt aggattcatt ctccatgtaa 1962 
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agtttccttt catcctgcct agccatcccc aaggtttatt tccagaagaa aggaatatct 2022 
ctacttggat caattctggt catttcaaga ggatggaggc ctcaagtgtg ggaacttccc 2082 
ctactccctg gatgtgtgta cctagcacac ttccttctcc cacccctttt tccagttgga 2142 
tttgtttttc tgttctcttc tgtcctgtct tatactgcaa ctgtgtctcc taggggacag 2202 
atggccttct ttgtcatctt cactctccac ccccagaggg gagtcagagc cataactcaa 2262 
tcactcagcc cctccaaaga tagttgatgt gtgataatct cataatgttg agaaccctga 2322 
tgagatacat tgtcttcctc tccctacaat gcctctgggg ccaaggcacc cattcttctt 2382 
gctatcctcc atcccccttg aggcttccac tttttttttt tttagacata aagctgggca 2442 
tcagcaactg gcctgtggtg atgcaaagct gctttgctct gtatctggct ggactgatct 2502 
gtctcacaag aagccatgag gccataggga gaagctccct ctccccttca tcttctgctc 2562 
caaaggtggt agcaagagga gtacccagtt aggggttgga gcccccatat aacatcttcc 2622 
tgtcagaaga ctgatggatc tttttcattc caaccatctc cctttccccc gatgaatgca 2682 
ataaaactct gtgacaccag caaccattgc tctttagaaa tgggttttct gatcatatgg 2742 
ctgatgtgtt atgggcagta tggatgtctt catttgttgc ttctgttttt catctttttt 2802 
gttttattaa taaaaattta tgtatttgct cctgttacta taataataca gggaataaat 2862 



110 5 2000-3062522 
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tattcaatcc 2872 



<210> 292 
<211> 265 
<212> PRT 

<213> Homo sapiens 
<400> 292 

Met Ala Ser Ser Ser Val Pro Pro Ala Thr Val Ser Ala Ala Thr Ala 

15 10 15 

Gly Pro Gly Pro Gly Phe Gly Phe Ala Ser Lys Thr Lys Lys Lys His 

20 25 30 

Phe Val Gin Gin Lys Val Lys Val Phe Arg Ala Ala Asp Pro Leu Val 

35 40 45 

Gly Val Phe Leu Trp Gly Val Ala His Ser He Asn Glu Leu Ser Gin 

50 55 60 

Val Pro Pro Pro Val Met Leu Leu Pro Asp Asp Phe Lys Ala Ser Ser 
65 70 75 80 

Lys He Lys Val Asn Asn His Leu Phe His Arg Glu Asn Leu Pro Ser 

85 90 95 

His Phe Lys Phe Lys Glu Tyr Cys Pro Gin Val Phe Arg Asn Leu Arg 

110 6 ffiIE4f 2000-3062522 
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100 



105 



110 



Asp Arg Phe Gly He Asp Asp Gin Asp Tyr Leu Val Ser Leu Thr Arg 

115 120 125 

Asn Pro Pro Ser Glu Ser Glu Gly Ser Asp Gly Arg Phe Leu He Ser 

130 135 140 

Tyr Asp Arg Thr Leu Val He Lys Glu Val Ser Ser Glu Asp He Ala 

145 150 155 160 

Asp Met His Ser Asn Leu Ser Asn Tyr His Gin Tyr lie Val Lys Cys 
165 170 175 

His Gly Asn Thr Leu Leu Pro Gin Phe Leu Gly Met Tyr Arg Val Ser 
180 185 190 

Val Asp Asn Glu Asp Ser Tyr Met Leu Val Met Arg Asn Met Phe Ser 

195 200 205 

His Arg Leu Pro Val His Arg Lys Tyr Asp Leu Lys Gly Ser Leu Val 
210 215 220 

Ser Arg Glu Pro Ala He Arg Lys Arg Leu Lys Asn Cys Pro Pro Leu 

225 230 235 240 



Arg He Trp Thr Phe Ser Thr Arg Thr Arg Lys Tyr He Leu Val Lys 

245 250 255 



110 7 



ffi§E# 2000-3062522 



11—194179 



Arg Arg Arg Lys Tyr Phe Trp Arg Ser 



260 



265 



<210> 293 

<211> 3774 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (268) .. (2328) 
<400> 293 

ggactcggca ggcagcgggg accagggctg gcaggttaag cctctggggg tggatcctga 60 

aaggtggtcc agccgcctgg ccctgcgtgg gaccctccac ctggcagcag acagggtctc 120 

gctctgtcac acaggctgga gtgcagtggt gtgatcttgg ctcatcgtaa cctccacctc 180 

ccgggttcaa gtgattctca tgcctcagcc tcccgagtag ctgggattac aggtggtgac 240 

ttccaagagt gactccgtcg gaggaaa atg act ccc cag teg ctg ctg cag acg 294 

Met Thr Pro Gin Ser Leu Leu Gin Thr 



aca ctg ttc ctg ctg agt ctg etc ttc ctg gtc caa ggt gec cac ggc 342 
Thr Leu Phe Leu Leu Ser Leu Leu Phe Leu Val Gin Gly Ala His Gly 



1 



5 



10 



15 



20 



25 
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agg ggc cac agg gaa gac ttt cgc ttc tgc age cag egg aac cag aca 390 

Arg Gly His Arg Glu Asp Phe Arg Phe Cys Ser Gin Arg Asn Gin Thr 

30 35 40 

cac agg age age etc cac tac aaa ccc aca cca gac ctg cgc ate tec 438 

His Arg Ser Ser Leu His Tyr Lys Pro Thr Pro Asp Leu Arg He Ser 

45 50 55 

ate gag aac tec gaa gag gee etc aca gtc cat gee cct ttc cct gca 486 

He Glu Asn Ser Glu Glu Ala Leu Thr Val His Ala Pro Phe Pro Ala 

60 65 70 

gee cac cct get tec cga tec ttc cct gac ccc agg ggc etc tac cac 534 

Ala His Pro Ala Ser Arg Ser Phe Pro Asp Pro Arg Gly Leu Tyr His 

75 80 85 

ttc tgc etc tac tgg aac cga cat get ggg aga tta cat ctt etc tat 582 

Phe Cys Leu Tyr Trp Asn Arg His Ala Gly Arg Leu His Leu Leu Tyr 

90 95 100 105 

ggc aag cgt gac ttc ttg ctg agt gac aaa gee tct age etc etc tgc 630 

Gly Lys Arg Asp Phe Leu Leu Ser Asp Lys Ala Ser Ser Leu Leu Cys 

110 115 120 

ttc cag cac cag gag gag age ctg get cag ggc ccc ccg ctg tta gee 678 

Phe Gin His Gin Glu Glu Ser Leu Ala Gin Gly Pro Pro Leu Leu Ala 

125 130 135 
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act tct gtc acc tec tgg tgg age cct cag aac ate age ctg ccc agt 726 
Thr Ser Val Thr Ser Trp Trp Ser Pro Gin Asn He Ser Leu Pro Ser 

140 145 150 

gee gec age ttc acc ttc tec ttc cac agt cct ccc cac acg gee get 774 
Ala Ala Ser Phe Thr Phe Ser Phe His Ser Pro Pro His Thr Ala Ala 
155 160 165 

cac aat gee teg gtg gac atg tgc gag etc aaa agg gac etc cag ctg 822 
His Asn Ala Ser Val Asp Met Cys Glu Leu Lys Arg Asp Leu Gin Leu 
170 175 180 185 

etc age cag ttc ctg aag cat ccc cag aag gee tea agg agg ccc teg 870 
Leu Ser Gin Phe Leu Lys His Pro Gin Lys Ala Ser Arg Arg Pro Ser 

190 195 200 

get gee ccc gee age cag cag ttg cag age ctg gag teg aaa ctg acc 918 
Ala Ala Pro Ala Ser Gin Gin Leu Gin Ser Leu Glu Ser Lys Leu Thr 

205 210 215 

tct gtg aga ttc atg ggg gac atg gtg tec ttc gag gag gac egg ate 966 
Ser Val Arg Phe Met Gly Asp Met Val Ser Phe Glu Glu Asp Arg He 

220 225 230 

aac gec acg gtg tgg aag etc cag ccc aca gee ggc etc cag gac ctg 1014 
Asn Ala Thr Val Trp Lys Leu Gin Pro Thr Ala Gly Leu Gin Asp Leu 

235 240 245 

cac ate cac tec egg cag gag gag gag cag age gag ate atg gag tac 1062 
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His He His Ser Arg Gin Glu Glu Glu Gin Ser Glu He Met Glu Tyr 

250 255 260 265 

teg gtg ctg ctg cct cga aca etc ttc cag agg acg aaa ggc egg age 1110 

Ser Val Leu Leu Pro Arg Thr Leu Phe Gin Arg Thr Lys Gly Arg Ser 

270 275 280 

ggg gag get gag aag aga etc etc ctg gtg gac ttc age age caa gec 1158 

Gly Glu Ala Glu Lys Arg Leu Leu Leu Val Asp Phe Ser Ser Gin Ala 

285 290 295 

ctg ttc cag gac aag aat tec age cac gtc ctg ggt gag aag gtc ttg 1206 

Leu Phe Gin Asp Lys Asn Ser Ser His Val Leu Gly Glu Lys Val Leu 

300 305 310 

ggg att gtg gta cag aac acc aaa gta gee aac etc acg gag ccc gtg 1254 

Gly He Val Val Gin Asn Thr Lys Val Ala Asn Leu Thr Glu Pro Val 

315 320 325 

gtg etc acc ttc cag cac cag eta cag ccg aag aat gtg act ctg caa 1302 

Val Leu Thr Phe Gin His Gin Leu Gin Pro Lys Asn Val Thr Leu Gin 

330 335 340 345 

tgt gtg ttc tgg gtt gaa gac ccc aca ttg age age ccg ggg cat tgg 1350 
Cys Val Phe Trp Val Glu Asp Pro Thr Leu Ser Ser Pro Gly His Trp 

350 355 360 

age agt get ggg tgt gag acc gtc agg agt gaa acc caa aca tec tgc 1398 

Ser Ser Ala Gly Cys Glu Thr Val Arg Ser Glu Thr Gin Thr Ser Cys 
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365 370 375 

ttc tgc aac cac ttg acc tac ttt gca gtg ctg atg gtc tec teg gtg 1446 

Phe Cys Asn His Leu Thr Tyr Phe Ala Val Leu Met Val Ser Ser Val 

380 385 390 

gag gtg gac gec gtg cac aag cac tac ctg age etc etc tec tac gtg 1494 

Glu Val Asp Ala Val His Lys His Tyr Leu Ser Leu Leu Ser Tyr Val 

395 400 405 

ggc tgt gtc gtc tct gee ctg gec tgc ctt gtc acc att gec gec tac 1542 

Gly Cys Val Val Ser Ala Leu Ala Cys Leu Val Thr He Ala Ala Tyr 

410 415 420 425 

etc tgc tec agg agg aaa cct egg gac tac acc ate aag gtg cac atg 1590 

Leu Cys Ser Arg Arg Lys Pro Arg Asp Tyr Thr lie Lys Val His Met 

430 435 440 

aac ctg ctg ctg gee gtc ttc ctg ctg gac acg age ttc ctg etc age 1638 

Asn Leu Leu Leu Ala Val Phe Leu Leu Asp Thr Ser Phe Leu Leu Ser 

445 450 455 

gag ccg gtg gec ctg aca ggc tct gag get ggc tgc cga gec agt gec 1686 

Glu Pro Val Ala Leu Thr Gly Ser Glu Ala Gly Cys Arg Ala Ser Ala 

460 465 470 

ate ttc ctg cac ttc tec ctg etc acc tgc ctt tec tgg atg ggc etc 1734 

He Phe Leu His Phe Ser Leu Leu Thr Cys Leu Ser Trp Met Gly Leu 

475 480 485 
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gag ggg tac aac etc tac cga etc gtg gta gag gtc ttt ggc ace tat 1782 

Glu Gly Tyr Asn Leu Tyr Arg Leu Val Val Glu Val Phe Gly Thr Tyr 

490 495 500 505 

gtc cct ggc tac eta etc aag ctg age gee atg ggc tgg ggc ttc ccc 1830 

Val Pro Gly Tyr Leu Leu Lys Leu Ser Ala Met Gly Trp Gly Phe Pro 

510 515 520 

ate ttt ctg gtg acg ctg gtg gee ctg gtg gat gtg gac aac tat ggc 1878 

He Phe Leu Val Thr Leu Val Ala Leu Val Asp Val Asp Asn Tyr Gly 

525 530 535 

ccc ate ate ttg get gtg cat agg act cca gag ggc gtc ate tac cct 1926 

Pro He He Leu Ala Val His Arg Thr Pro Glu Gly Val He Tyr Pro 

540 545 550 

tec atg tgc tgg ate egg gac tec ctg gtc age tac ate acc aac ctg 1974 

Ser Met Cys Trp He Arg Asp Ser Leu Val Ser Tyr He Thr Asn Leu 

555 560 565 

ggc etc ttc age ctg gtg ttt ctg ttc aac atg gee atg eta gee acc 2022 

Gly Leu Phe Ser Leu Val Phe Leu Phe Asn Met Ala Met Leu Ala Thr 

570 575 580 585 

atg gtg gtg cag ate ctg egg ctg cgc ccc cac acc caa aag tgg tea 2070 

Met Val Val Gin He Leu Arg Leu Arg Pro His Thr Gin Lys Trp Ser 

590 595 600 
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cat gtg ctg aca ctg ctg ggc etc age ctg gtc ctt ggc ctg ccc tgg 2118 
His Val Leu Thr Leu Leu Gly Leu Ser Leu Val Leu Gly Leu Pro Trp 

605 610 615 

gec ttg ate ttc ttc tec ttt get tct ggc ace ttc cag ctt gtc gtc 2166 
Ala Leu He Phe Phe Ser Phe Ala Ser Gly Thr Phe Gin Leu Val Val 

620 625 630 

etc tac ctt ttc age ate ate acc tec ttc caa ggc ttc etc ate ttc 2214 
Leu Tyr Leu Phe Ser He He Thr Ser Phe Gin Gly Phe Leu He Phe 

635 640 645 

ate tgg tac tgg tec atg egg ctg cag gee egg ggt ggc ccc tec cct 2262 
He Trp Tyr Trp Ser Met Arg Leu Gin Ala Arg Gly Gly Pro Ser Pro 

650 655 660 665 

ctg aag age aac tea gac age gee agg etc ccc ate age teg ggc age 2310 
Leu Lys Ser Asn Ser Asp Ser Ala Arg Leu Pro He Ser Ser Gly Ser 
670 675 680 

acc teg tec age cgc ate taggcctcca gcccacctgc ccatgtgatg 2358 
Thr Ser Ser Ser Arg He 
685 

aagcagagat tcggcctcgt cgcacactgc ctgtggcccc cgagcccggc ccagccccag 2418 
gccagtcagc cgcagacttt ggaaagecca acgaccatgg agagatgggc cgttgccatg 2478 
gtggacggac tcccgggctg ggcttttgaa ttggccttgg ggactactcg gctctcactc 2538 
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4 17 9 




agctcccacg ggactcagaa gtgcgccgcc atgctgccta gggtactgtc cccacatctg 2598 



tcccaaccca gctggaggcc tggtctctcc ttacaacccc tgggcccagc cctcattgct 2658 



gggggccagg ccttggatct tgagggtctg gcacatcctt aatcctgtgc ccctgcctgg 2718 



gacagaaatg tggctccagt tgctctgtct ctcgtggtca ccctgagggc actctgcatc 2778 



ctctgtcatt ttaacctcag gtggcaccca gggcgaatgg ggcccagggc agaccttcag 2838 



ggccagagcc ctggcggagg agaggccctt tgccaggagc acagcagcag ctcgcctacc 2898 



tctgagccca ggccccctcc ctccctcagc cccccagtcc tccctccatc ttccctgggg 2958 



ttctcctcct ctcccagggc ctccttgctc cttcgttcac agctgggggt ccccgattcc 3018 



aatgctgttt tttggggagt ggtttccagg agctgcctgg tgtctgctgt aaatgtttgt 3078 
ctactgcaca agcctcggcc tgcccctgag ccaggctcgg taccgatgcg tgggctgggc 3138 



taggtccctc tgtccatctg ggcctttgta tgagctgcat tgcccttgct caccctgacc 3198 
aagcacacgc ctcagagggg ccctcagcct ctcctgaagc cctcttgtgg taagaactgt 3258 



ggaccatgcc agtcccgtct ggtttccatc ccaccactcc aaggactgag actgacctcc 3318 



tctggtgaca ctggcctagg gcctgacact ctcctaagag gttctctcca agcccccaaa 3378 
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tagctccagg cgccctcggc cgcccatcat ggttaattct gtccaacaaa cacacacggg 3438 

tagattgctg gcctgttgta ggtggtaggg acacagatga ccgacctggt cactcctcct 3498 

gccaacattc agtctggtat gtgaggcgtg cgtgaagcaa gaactcctgg agctacaggg 3558 

acagggagcc atcattcctg cctgggaatc ctggaagact tcctgcagga gtcagcgttc 3618 

aatcttgacc ttgaagatgg gaaggatgtt ctttttacgt accaattctt ttgtcttttg 3678 

atattaaaaa gaagtacatg ttcattgtag agaatttgga aactgtagaa gagaatcaag 3738 

aagaaaaata aaaatcagct gttgtaatca cctagc 3774 

<210> 294 
<211> 687 
<212> PRT 

<213> Homo sapiens 
<400> 294 

Met Thr Pro Gin Ser Leu Leu Gin Thr Thr Leu Phe Leu Leu Ser Leu 

1 5 10 15 

Leu Phe Leu Val Gin Gly Ala His Gly Arg Gly His Arg Glu Asp Phe 

20 25 30 

Arg Phe Cys Ser Gin Arg Asn Gin Thr His Arg Ser Ser Leu His Tyr 

35 40 45 
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Lys Pro Thr Pro Asp Leu Arg He Ser lie Glu Asn Ser Glu Glu Ala 

50 55 60 

Leu Thr Val His Ala Pro Phe Pro Ala Ala His Pro Ala Ser Arg Ser 

65 70 75 80 

Phe Pro Asp Pro Arg Gly Leu Tyr His Phe Cys Leu Tyr Trp Asn Arg 

85 90 95 

His Ala Gly Arg Leu His Leu Leu Tyr Gly Lys Arg Asp Phe Leu Leu 
100 105 110 

Ser Asp Lys Ala Ser Ser Leu Leu Cys Phe Gin His Gin Glu Glu Ser 

115 120 125 

Leu Ala Gin Gly Pro Pro Leu Leu Ala Thr Ser Val Thr Ser Trp Trp 

130 135 140 

Ser Pro Gin Asn He Ser Leu Pro Ser Ala Ala Ser Phe Thr Phe Ser 
145 150 155 160 

Phe His Ser Pro Pro His Thr Ala Ala His Asn Ala Ser Val Asp Met 

165 170 175 

Cys Glu Leu Lys Arg Asp Leu Gin Leu Leu Ser Gin Phe Leu Lys His 

180 185 190 



Pro Gin Lys Ala Ser Arg Arg Pro Ser Ala Ala Pro Ala Ser Gin Gin 
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195 200 205 

Leu Gin Ser Leu Glu Ser Lys Leu Thr Ser Val Arg Phe Met Gly Asp 

210 215 220 

Met Val Ser Phe Glu Glu Asp Arg lie Asn Ala Thr Val Trp Lys Leu 

225 230 235 240 

Gin Pro Thr Ala Gly Leu Gin Asp Leu His He His Ser Arg Gin Glu 

245 250 255 

Glu Glu Gin Ser Glu He Met Glu Tyr Ser Val Leu Leu Pro Arg Thr 

260 265 270 

Leu Phe Gin Arg Thr Lys Gly Arg Ser Gly Glu Ala Glu Lys Arg Leu 

275 280 285 

Leu Leu Val Asp Phe Ser Ser Gin Ala Leu Phe Gin Asp Lys Asn Ser 

290 295 300 

Ser His Val Leu Gly Glu Lys Val Leu Gly He Val Val Gin Asn Thr 

305 310 315 320 

Lys Val Ala Asn Leu Thr Glu Pro Val Val Leu Thr Phe Gin His Gin 

325 330 335 

Leu Gin Pro Lys Asn Val Thr Leu Gin Cys Val Phe Trp Val Glu Asp 

340 345 350 
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Pro Thr Leu Ser Ser Pro Gly His Trp Ser Ser Ala Gly Cys GIu Thr 

355 360 365 

Val Arg Ser Glu Thr Gin Thr Ser Cys Phe Cys Asn His Leu Thr Tyr 

370 375 380 

Phe Ala Val Leu Met Val Ser Ser Val Glu Val Asp Ala Val His Lys 

385 390 395 400 

His Tyr Leu Ser Leu Leu Ser Tyr Val Gly Cys Val Val Ser Ala Leu 
405 410 415 

Ala Cys Leu Val Thr He Ala Ala Tyr Leu Cys Ser Arg Arg Lys Pro 

420 425 430 

Arg Asp Tyr Thr He Lys Val His Met Asn Leu Leu Leu Ala Val Phe 

435 440 445 

Leu Leu Asp Thr Ser Phe Leu Leu Ser Glu Pro Val Ala Leu Thr Gly 

450 455 460 

Ser Glu Ala Gly Cys Arg Ala Ser Ala lie Phe Leu His Phe Ser Leu 

465 470 475 480 

Leu Thr Cys Leu Ser Trp Met Gly Leu Glu Gly Tyr Asn Leu Tyr Arg 

485 490 495 

Leu Val Val Glu Val Phe Gly Thr Tyr Val Pro Gly Tyr Leu Leu Lys 

500 505 510 
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Leu Ser Ala Met Gly Trp Gly Phe Pro He Phe Leu Val Thr Leu Val 

515 520 525 

Ala Leu Val Asp Val Asp Asn Tyr Gly Pro lie He Leu Ala Val His 

530 535 540 

Arg Thr Pro Glu Gly Val He Tyr Pro Ser Met Cys Trp He Arg Asp 

545 550 555 560 

Ser Leu Val Ser Tyr He Thr Asn Leu Gly Leu Phe Ser Leu Val Phe 

565 570 575 

Leu Phe Asn Met Ala Met Leu Ala Thr Met Val Val Gin lie Leu Arg 

580 585 590 

Leu Arg Pro His Thr Gin Lys Trp Ser His Val Leu Thr Leu Leu Gly 

595 600 605 

Leu Ser Leu Val Leu Gly Leu Pro Trp Ala Leu He Phe Phe Ser Phe 

610 615 620 

Ala Ser Gly Thr Phe Gin Leu Val Val Leu Tyr Leu Phe Ser He He 

625 630 635 640 

Thr Ser Phe Gin Gly Phe Leu He Phe He Trp Tyr Trp Ser Met Arg 

645 650 655 

Leu Gin Ala Arg Gly Gly Pro Ser Pro Leu Lys Ser Asn Ser Asp Ser 
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660 665 670 

Ala Arg Leu Pro lie Ser Ser Gly Ser Thr Ser Ser Ser Arg lie 

675 680 685 



<210> 295 

<211> 3791 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (136).. (1182) 
<400> 295 

acatcctccg gctgcccgcg cacctctcca cgccggcccc gttccgcggc tcgccctcgg 60 

ctgcgctcgg ctcccgcggg cgctcggccc cgagcccctc ctccccctac ccgccggccg 120 

gacagggagg agcca atg get ggg cct gec ate cac acc get ccc atg ctg 171 

Met Ala Gly Pro Ala lie His Thr Ala Pro Met Leu 

1 5 10 

ttc etc gtc etc ctg ctg ccc ctg gag ctg age ctg gca ggc gee ctt 219 
Phe Leu Val Leu Leu Leu Pro Leu Glu Leu Ser Leu Ala Gly Ala Leu 

15 20 25 

gca cct ggg acc cct gee egg aac ttc cct gag aat cac att gac etc 267 

112 1 fflfiE# 2000-3062522 
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Ala Pro Gly Thr Pro Ala Arg Asn Phe Pro Glu Asn His lie Asp Leu 

30 35 40 

cca ggc cca gcg ctg tgg acg cct cag gcc age cac cac cgc egg egg 315 
Pro Gly Pro Ala Leu Trp Thr Pro Gin Ala Ser His His Arg Arg Arg 

45 50 55 60 

ggc ccg ggc aag aag gag tgg ggc cca ggc ctg ccc age cag gcc cag 363 
Gly Pro Gly Lys Lys Glu Trp Gly Pro Gly Leu Pro Ser Gin Ala Gin 

65 70 75 

gat ggg get gtg gtc ace gcc ace agg cag gcc tec agg ctg cca gag 411 
Asp Gly Ala Val Val Thr Ala Thr Arg Gin Ala Ser Arg Leu Pro Glu 

80 85 90 

get gag ggg ctg ctg cct gag cag agt cct gca ggc ctg ctg cag gac 459 
Ala Glu Gly Leu Leu Pro Glu Gin Ser Pro Ala Gly Leu Leu Gin Asp 

95 100 105 

aag gac ctg etc ctg gga ctg gca ttg ccc tac ccc gag aag gag aac 507 
Lys Asp Leu Leu Leu Gly Leu Ala Leu Pro Tyr Pro Glu Lys Glu Asn 
110 115 120 

cga cct cca ggt tgg gag agg acc agg aaa cgc age agg gag cac aag 555 
Arg Pro Pro Gly Trp Glu Arg Thr Arg Lys Arg Ser Arg Glu His Lys 

125 130 135 140 

aga cgc agg gac agg ttg agg ctg cac caa ggc cga gcc ttg gtc cga 603 
Arg Arg Arg Asp Arg Leu Arg Leu His Gin Gly Arg Ala Leu Val Arg 
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145 



150 



155 



ggt ccc age tec ctg atg aag aag gca gag etc tec gaa gee cag gtg 651 

Gly Pro Ser Ser Leu Met Lys Lys Ala Glu Leu Ser Glu Ala Gin Val 

160 165 170 

ctg gat gca gee atg gag gaa tec tec ace age ctg gcg ccc ace atg 699 

Leu Asp Ala Ala Met Glu Glu Ser Ser Thr Ser Leu Ala Pro Thr Met 

175 180 185 

ttc ttt etc ace ace ttt gag gca gca cct gee aca gaa gag tec ctg 747 

Phe Phe Leu Thr Thr Phe Glu Ala Ala Pro Ala Thr Glu Glu Ser Leu 

190 195 200 



ate ctg ccc gtc acc tec ctg egg ccc cag cag gca cag ccc agg tct 795 
He Leu Pro Val Thr Ser Leu Arg Pro Gin Gin Ala Gin Pro Arg Ser 

205 210 215 220 



gac ggg gag gtg atg ccc acg ctg gac atg gee ttg ttc gac tgg acc 843 

Asp Gly Glu Val Met Pro Thr Leu Asp Met Ala Leu Phe Asp Trp Thr 

225 230 235 

gat tat gaa gac tta aaa cct gat ggt tgg ccc tct gca aag aag aaa 891 

Asp Tyr Glu Asp Leu Lys Pro Asp Gly Trp Pro Ser Ala Lys Lys Lys 

240 245 250 

gag aaa cac cgc ggt aaa etc tec agt gat ggt aac gaa aca tea cca 939 

Glu Lys His Arg Gly Lys Leu Ser Ser Asp Gly Asn Glu Thr Ser Pro 

255 260 265 
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gcc gaa ggg gaa cca tgc gac cat cac caa gac tgc ctg cca ggg act 987 
Ala Glu Gly Glu Pro Cys Asp His His Gin Asp Cys Leu Pro Gly Thr 

270 275 280 

tgc tgc gac ctg egg gag cat etc tgc aca ccc cac aac cga ggc etc 1035 
Cys Cys Asp Leu Arg Glu His Leu Cys Thr Pro His Asn Arg Gly Leu 

285 290 295 300 

aac aac aaa tgc ttc gat gac tgc atg tgt gtg gaa ggg ctg cgc tgc 1083 
Asn Asn Lys Cys Phe Asp Asp Cys Met Cys Val Glu Gly Leu Arg Cys 
305 310 315 

tat gcc aaa ttc cac egg aac cgc agg gtt aca egg agg aaa ggg cgc 1131 
Tyr Ala Lys Phe His Arg Asn Arg Arg Val Thr Arg Arg Lys Gly Arg 

320 325 330 

tgt gtg gag ccc gag acg gcc aac ggc gac cag gga tec ttc ate aac 1179 
Cys Val Glu Pro Glu Thr Ala Asn Gly Asp Gin Gly Ser Phe He Asn 

335 340 345 

gtc tagcggcccc gcgggactgg ggactgagee caggaggttt gcacaagccg 1232 
Val 

ggcgatttgt ttgtaactag cagtgggaga tcaagttggg gaacagatgg ctgaggctgc 1292 
agactcaggc ccaggacact caaccccagg aggggagecg cteggegaat gagctgggtg 1352 
ggtgcccagg agccggcccg cagcacctgc acacacgaag tccggaccca cgcagcctcc 1412 
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atcccgcgtg tcttgctctc cgcgatggca atgccgagag tgccctctac tgtccgactc 1472 



cagcactgca acagcttcaa gttcaaaacc aagaggcgtt tttgagagtg gaaaagaaat 1532 



ttaaacttcc cgaaagaagg tccaccatca ggagatgaat atggaacatc tcctatgtac 1592 



caggcactgt gctaagtgct ggaatacatt atctcattga attatcacaa cgaccttttc 1652 



aagtaggcat ttcaccatgc gacaggttga ggaccgtgag gcacgctgga gttatttgac 1712 



tcgacttgcc cagggtccca ggtcagtgct tctcaaactc ctgacctcag gtgatccccc 1772 



cgtctcagcc tcccaaagtg ctgggattac aggcatgagc cagcatgcct ggcctgtgaa 1832 



cgcagaattc ttataaggtg tttagaacag tgcctagcac ctaataaacc tccagtgtta 1892 



gctaatttgt tattctagga gaattttaga tgtcggttct ttgacaatga cccatcacat 1952 



actctgagat catttctaag tcaccattca agctccttcc ccgaagtgtg ttccatagaa 2012 



cactgggacc atgagatgct ctattagaaa gggtcagggt acggttccat ggtcagagag 2072 



gtttggaaaa ctgttccggc ctcagccctt ggcagcatgt gcagattcca ggcaccgagg 2132 



cagggctgga ggagtaagtg gctttgcaat aaaatgggtg ctggagtcta aaatgatacc 2192 



ctgggtggag tgggggagct gagcaggagg ccaggtggca accagtagct gctgggcccg 2252 
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tggcctgaac cctcctgcac tcctccagct ggagtctcac cgcggatccc aggaatacct 2312 



gctgttccca cagggctgcc tttccgtagt ttgtctggag acaccaagag tggtttccat 2372 



gcctgctggg aataggctga gcatgcaatg acatgagggc caaggcttgt gggaaaatga 2432 



cagcttcaca gccccttgag gagtgaccaa gccacaaagt aaatcctaaa gccacaaccc 2492 



cttctaccac tgagctgctg gaggtgggtc cttatttcaa gccatattca acccacccaa 2552 



caaaacctaa cattgaggtg gtgggcacac ggcccctgcc gtggggctca ctctgcagct 2612 



ggagagacag catacctgaa acctgcaagg aaccggttta taaaacaaca gaacagccag 2672 



gaaaatggtg ctaggagaga cagtggagag gccagagaag caaaccactg tggctcctca 2732 



ctgggggttt cacggggttg gactgagccc tgtcacctct gtgatagtct tcactctgac 2792 



aggcaatggt gactgtgtgt gtttcctggg gaggaggtta gcagggacgg ttgcctttcc 2852 



tgggaagggc ggtttgcaga accaggggtt tatattgcag ggagtgtatt ttctgaattc 2912 



taagtcagaa caagcagtct gatacaggat ccatggctgg gtcacttctg ggtgcaagag 2972 



gctttctaga ccttagacac tcaagattac ggtcccgggc cagtaacagc acctgggagc 3032 



ttggtagaaa tgcagaatct tagcctaggc aacataggga gacctcatct ctgcaaaaaa 3092 



taacaaaatt agccgggcat ggtggtgcac acctgtagtc ccagctattc tccaggctga 3152 
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ggtgggagga tcgcttgagc ccaagaggtt gaggctgcag tgagccatga tcgcaccact 3212 
gcactccagc ttaggcaata cagcgagacc ttgtctcaaa aaaagacaaa aaaaacaaaa 3272 
agaaatgcag attcttgggc cccaccaccc cacgcctact gagccagaat ctctgggggt 3332 
ggggcccagc catttggctt ttcacaagtt ctccaggtca ttcttgggca cgatcaaatt 3392 
tgagaatcac aggtctagga tacgacgggg aaaacagaaa tgtggggtgg tcagggacat 3452 
tcggataatt cgggctattt gtattcaggt gtgagctggc aaatccgaga cctgttttgc 3512 
gtagctaatt accagcaatg acaaactccc aggctctgag gcccaagcct cctgggctgc 3572 
aactggtctt tatttttgga ggcaatgaat ggagcacctc ggcctgggac cctcagtgta 3632 
gggttttctg actcttaggc aacttcctag ggtgctgtac ttccttttta aagttgggga 3692 
gcggcagggg gagggggaag tgccacgccc ttgtagtttc atgatgtcat gttgcatgtg 3752 
ctcttgagct gtaaataaag agacgatggt taaaaagcc 3791 

<210> 296 
<211> 349 
<212> PRT 

<213> Homo sapiens 
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<400> 296 

Met Ala Gly Pro Ala He His Thr Ala Pro Met Leu Phe Leu Val Leu 
15 10 15 

Leu Leu Pro Leu Glu Leu Ser Leu Ala Gly Ala Leu Ala Pro Gly Thr 

20 25 30 

Pro Ala Arg Asn Phe Pro Glu Asn His He Asp Leu Pro Gly Pro Ala 

35 40 45 

Leu Trp Thr Pro Gin Ala Ser His His Arg Arg Arg Gly Pro Gly Lys 

50 55 60 

Lys Glu Trp Gly Pro Gly Leu Pro Ser Gin Ala Gin Asp Gly Ala Val 

65 70 75 80 

Val Thr Ala Thr Arg Gin Ala Ser Arg Leu Pro Glu Ala Glu Gly Leu 

85 90 95 

Leu Pro Glu Gin Ser Pro Ala Gly Leu Leu Gin Asp Lys Asp Leu Leu 
100 105 110 

Leu Gly Leu Ala Leu Pro Tyr Pro Glu Lys Glu Asn Arg Pro Pro Gly 
115 120 125 

Trp Glu Arg Thr Arg Lys Arg Ser Arg Glu His Lys Arg Arg Arg Asp 
130 135 140 

Arg Leu Arg Leu His Gin Gly Arg Ala Leu Val Arg Gly Pro Ser Ser 
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145 150 155 160 

Leu Met Lys Lys Ala Glu Leu Ser Glu Ala Gin Val Leu Asp Ala Ala 
165 170 175 

Met Glu Glu Ser Ser Thr Ser Leu Ala Pro Thr Met Phe Phe Leu Thr 

180 185 190 

Thr Phe Glu Ala Ala Pro Ala Thr Glu Glu Ser Leu He Leu Pro Val 

195 200 205 

Thr Ser Leu Arg Pro Gin Gin Ala Gin Pro Arg Ser Asp Gly Glu Val 

210 215 220 

Met Pro Thr Leu Asp Met Ala Leu Phe Asp Trp Thr Asp Tyr Glu Asp 

225 230 235 240 



Leu Lys Pro Asp Gly Trp Pro Ser Ala Lys Lys Lys Glu Lys His Arg 

245 250 255 

Gly Lys Leu Ser Ser Asp Gly Asn Glu Thr Ser Pro Ala Glu Gly Glu 

260 265 270 

Pro Cys Asp His His Gin Asp Cys Leu Pro Gly Thr Cys Cys Asp Leu 

275 280 285 

Arg Glu His Leu Cys Thr Pro His Asn Arg Gly Leu Asn Asn Lys Cys 

290 295 300 
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Phe Asp Asp Cys Met Cys Val Glu Gly Leu Arg Cys Tyr Ala Lys Phe 

305 310 315 320 

His Arg Asn Arg Arg Val Thr Arg Arg Lys Gly Arg Cys Val Glu Pro 

325 330 335 

Glu Thr Ala Asn Gly Asp Gin Gly Ser Phe He Asn Val 

340 345 



<210> 297 
<211> 2583 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (264).. (989) 

<400> 297 

ctgctctggg gcggcattgc cagccggctg taggcattca gggcagtgtc ttctgcatct 60 
cctaggaacc tcgggagcgg cagctccggc gcctggtagc gagaggcggg ttccggagat 120 
cccggcctca cttcgtccca ctgtggttag gggtgagtcc tgcaaatgtt aagtgatttg 180 
ctcaaggtgc ccatttcgca ggaattggag cccaggccag ttctctgagc ctatcattag 240 
ggctaaagga gtgcgtgatc aga atg gtg tct gga egg ttc tac ttg tec tgc 293 
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Met Val Ser Gly Arg Phe Tyr Leu Ser Cys 
1 5 10 

ctg ctg ctg ggg tec ctg ggc tct atg tgc ate etc ttc act ate tac 341 
Leu Leu Leu Gly Ser Leu Gly Ser Met Cys He Leu Phe Thr lie Tyr 

15 20 25 

tgg atg cag tac tgg cgt ggt ggc ttt gee tgg aat ggc age ate tac 389 
Trp Met Gin Tyr Trp Arg Gly Gly Phe Ala Trp Asn Gly Ser He Tyr 

30 35 40 

atg ttc aac tgg cac cca gtg ctt atg gtt get ggc atg gtg gta ttc 437 
Met Phe Asn Trp His Pro Val Leu Met Val Ala Gly Met Val Val Phe 

45 50 55 

tat gga ggt gcg tea ctg gtg tac cgc ctg ccc cag teg tgg gtg ggg 485 
Tyr Gly Gly Ala Ser Leu Val Tyr Arg Leu Pro Gin Ser Trp Val Gly 

60 65 70 

ccc aaa ctg ccc tgg aaa etc etc cat gca gcg ctg cac ctg atg gec 533 
Pro Lys Leu Pro Trp Lys Leu Leu His Ala Ala Leu His Leu Met Ala 
75 80 85 90 

ttc gtc etc act gtt gtg ggg ctg gtt get gtc ttt acg ttt cac aac 581 
Phe Val Leu Thr Val Val Gly Leu Val Ala Val Phe Thr Phe His Asn 

95 100 105 

cat gga agg act gee aac etc tac tec ctt cac age tgg ctg ggc ate 629 
His Gly Arg Thr Ala Asn Leu Tyr Ser Leu His Ser Trp Leu Gly He 
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110 115 120 

acc act gtc ttc etc ttc gec tgc cag tgg ttc ctg ggc ttt get gtc 677 

Thr Thr Val Phe Leu Phe Ala Cys Gin Trp Phe Leu Gly Phe Ala Val 

125 130 135 

ttc etc ctg ccc tgg gcg tec atg tgg ctg cgc age etc eta aaa cct 725 

Phe Leu Leu Pro Trp Ala Ser Met Trp Leu Arg Ser Leu Leu Lys Pro 

140 145 150 

ate cac gtc ttt ttt gga gee gee ate etc tct ctg tec ate gca tec 773 

He His Val Phe Phe Gly Ala Ala He Leu Ser Leu Ser He Ala Ser 

155 160 165 170 

gtc att teg ggc att aat gag aag ctt ttc ttc agt ttg aaa aac acc 821 

Val He Ser Gly He Asn Glu Lys Leu Phe Phe Ser Leu Lys Asn Thr 

175 180 185 

acc agg cca tac cac age ctg ccc agt gag gcg gtc ttt gee aac age 869 

Thr Arg Pro Tyr His Ser Leu Pro Ser Glu Ala Val Phe Ala Asn Ser 

190 195 200 

acc ggg atg ctg gtg gtg gee ttt ggg ctg ctg gtg etc tac ate ctt 917 

Thr Gly Met Leu Val Val Ala Phe Gly Leu Leu Val Leu Tyr He Leu 

205 210 215 

ctg get tea tct tgg aag cgc cca gag ccg ggg ate ctg acc gac aga 965 

Leu Ala Ser Ser Trp Lys Arg Pro Glu Pro Gly He Leu Thr Asp Arg 

220 225 230 
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cag ccc ctg ctg cat gat ggg gag tgaagcagca ggaaggggct cccaagagct 1019 
Gin Pro Leu Leu His Asp Gly Glu 



cctggtggtg cagcctgtgc tcccctcaga agctctgctc ttcccagggc tcccggctgg 1079 



tttcagcagg cgactttctt ccaatgctgg gcccagactt cttgcctggg tgctggcctg 1139 



ccctctccgg ccgcttgctg cctgtctgct ttccttggtg gctttgcctg ggtgctgggc 1199 



ctgccctctc cggccgcttg ctgcctgtct gctttccttg gtggctttgc ctgggtgctg 1259 



ggcctgcctt ctctggctgc ttgctgcctg tctgctttcc ttggtggctt tggcttctgc 1319 



actccttggc gtcagcctct caggtcctcc attcacacga ggtcctcctc gctctggccg 1379 



ctcttgctgc tcctgtctga agaaatcaga ctgatttcct cttaagactc ctagggatgt 1439 



ggtgaagagc tgggactcaa gtgcagtcca cggtgtgaaa catgagggag gtgaggtgtc 1499 



cgtccacttc ccccataaag gtgtgcattt cagttaggct gccccgccac agagcaggct 1559 



tcatctgctc tgccatccag ccccatctgg atgtgaggtg gggtggagac atcatggggt 1619 



gattgcagaa agggggagtg gcggcccacg cagcttctgc tgaggagctg accgctctga 1679 



gctgttctgt ttcgtattgc tgctctgtgt ctgcatgtat tgtgaccgtg cggctccacc 1739 



235 



240 
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tcttccagct gctgctacag ctgaggcctg gatcccggcc tttccctgtg acttacgtgt 1799 

ctgtcaccgg caggcagccc tacaaatcct ggtgacctgc tctcccaaga acagagcctg 1859 

tccccagatg tcccagtagc gatgagtaac agaggtggct gtggacttcc tctacttctc 1919 

cttgctggat cagggccttc ctgcctcccg ctgggcaggt ctggccttgc tctcttggca 1979 

gggccccagc ccctctgacc actctgcagc tcaccatgca gctgatgcca aagttgtggt 2039 

gtccagtgtg cagcagccct gggagccact gccaccttca gaggggttcc ttgctgagac 2099 

ccacattgct tcacctggcc ccaccatggc tgcttgcctg gcccaaccta gcgttctgtg 2159 

ccatgctaga gcttgagctg ttgctcttct tcaggggagg aaatagggtg gagagcggga 2219 

agggtcttgc tcctaagtgt tgctgctgtg gcttttttgc cttctccaaa gacgcactgc 2279 

caggtcccaa gcttcagact gctgtgctta gtaagcaagt gagaagcctg gggtttggag 2339 

cccacctact ctctggcagc atcagcatcc tactcctggc aacatcaggc caacgtccac 2399 

cccagcctca cattgccaga tgttggcaga agggctaata ttgaccgtct tgactggctg 2459 

gagccttcaa agccactggg atgtcctcca ggcacctggg tcccatgacc agctccccgt 2519 

ctccataggg gtaggcattt cactggttta tgaagctcga gtttcattaa atatgttaag 2579 

aatc 2583 
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<210> 298 
<211> 242 
<212> PRT 

<213> Homo sapiens 
<400> 298 

Met Val Ser Gly Arg Phe Tyr Leu Ser Cys Leu Leu Leu Gly Ser Leu 
1 5 10 15 

Gly Ser Met Cys He Leu Phe Thr He Tyr Trp Met Gin Tyr Trp Arg 

20 25 30 

Gly Gly Phe Ala Trp Asn Gly Ser lie Tyr Met Phe Asn Trp His Pro 

35 40 45 

Val Leu Met Val Ala Gly Met Val Val Phe Tyr Gly Gly Ala Ser Leu 

50 55 60 

Val Tyr Arg Leu Pro Gin Ser Trp Val Gly Pro Lys Leu Pro Trp Lys 

65 70 75 80 

Leu Leu His Ala Ala Leu His Leu Met Ala Phe Val Leu Thr Val Val 

85 90 95 

Gly Leu Val Ala Val Phe Thr Phe His Asn His Gly Arg Thr Ala Asn 
100 105 110 
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Leu Tyr Ser Leu His Ser Trp Leu Gly lie Thr Thr Val Phe Leu Phe 

115 120 125 

Ala Cys Gin Trp Phe Leu Gly Phe Ala Val Phe Leu Leu Pro Trp Ala 
130 135 140 

Ser Met Trp Leu Arg Ser Leu Leu Lys Pro He His Val Phe Phe Gly 

145 150 155 160 

Ala Ala He Leu Ser Leu Ser He Ala Ser Val He Ser Gly He Asn 
165 170 175 

Glu Lys Leu Phe Phe Ser Leu Lys Asn Thr Thr Arg Pro Tyr His Ser 
180 185 190 

Leu Pro Ser Glu Ala Val Phe Ala Asn Ser Thr Gly Met Leu Val Val 

195 200 205 

Ala Phe Gly Leu Leu Val Leu Tyr lie Leu Leu Ala Ser Ser Trp Lys 

210 215 220 

Arg Pro Glu Pro Gly He Leu Thr Asp Arg Gin Pro Leu Leu His Asp 

225 230 235 240 

Gly Glu 



<210> 299 
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<211> 2492 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (30).. (1517) 

<400> 299 

gttcgcgcag gtgcggcgcc tgggtcccc atg gcg ctg tgg cgc ggc tec gcg 53 

Met Ala Leu Trp Arg Gly Ser Ala 
1 5 

tac gcg ggc ttc ctg gcg ctg gec gtg ggc tgc gtc ttc ctg ctg gag 101 
Tyr Ala Gly Phe Leu Ala Leu Ala Val Gly Cys Val Phe Leu Leu Glu 

10 15 20 

cca gag ctg cca ggc teg gcg ctg cgc tct etc tgg age teg ctg tgt 149 
Pro Glu Leu Pro Gly Ser Ala Leu Arg Ser Leu Trp Ser Ser Leu Cys 

25 30 35 40 

ctg ggg ccc gcg cct gcg ccc ccg gga ccc gtc tec ccc gag ggc egg 197 
Leu Gly Pro Ala Pro Ala Pro Pro Gly Pro Val Ser Pro Glu Gly Arg 

45 50 55 

ttg gcg gca gee tgg gac gcg ctt ate gtg egg cca gtc egg cgc tgg 245 
Leu Ala Ala Ala Trp Asp Ala Leu He Val Arg Pro Val Arg Arg Trp 

60 65 70 
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cgc cgc gtg gca gtg gga gtc aat gca tgt gtt gat gtg gtg etc tea 293 
Arg Arg Val Ala Val Gly Val Asn Ala Cys Val Asp Val Val Leu Ser 

75 80 85 

ggg gtg aag etc ttg cag gca ctt ggc ctt agt cct ggg aat ggg aaa 341 
Gly Val Lys Leu Leu Gin Ala Leu Gly Leu Ser Pro Gly Asn Gly Lys 

90 95 100 

gat cac age att ctg cat tea agg aat gat ctg gaa gaa gec ttc att 389 
Asp His Ser He Leu His Ser Arg Asn Asp Leu Glu Glu Ala Phe He 
105 110 115 120 

cac ttc atg ggg aag gga gca get get gag cgc ttc ttc agt gat aag 437 
His Phe Met Gly Lys Gly Ala Ala Ala Glu Arg Phe Phe Ser Asp Lys 

125 130 135 

gaa act ttt cac gac att gec cag gtt gcg tea gag ttc cca gga gee 485 
Glu Thr Phe His Asp He Ala Gin Val Ala Ser Glu Phe Pro Gly Ala 

140 145 150 

cag cac tat gta gga gga aat gca get tta att gga cag aaa ttt gca 533 
Gin His Tyr Val Gly Gly Asn Ala Ala Leu He Gly Gin Lys Phe Ala 

155 160 165 

gec aac tea gat tta aag gtt ctt ctt tgc ggt cca gtt ggt cca aag 581 
Ala Asn Ser Asp Leu Lys Val Leu Leu Cys Gly Pro Val Gly Pro Lys 
170 175 180 

eta cat gag ctt ctt gat gac aat gtc ttt gtt cca cca gag tea ttg 629 
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m 



Leu His Glu Leu Leu Asp Asp Asn Val Phe Val Pro Pro Glu Ser Leu 

185 190 195 200 



cag gaa gtg gat gag ttc cac etc att tta gag tat caa gca ggg gag 677 
Gin Glu Val Asp Glu Phe His Leu lie Leu Glu Tyr Gin Ala Gly Glu 

205 210 215 



gag tgg ggc cag tta aaa get ccc cat gec aac cga ttc ate ttc tct 725 
Glu Trp Gly Gin Leu Lys Ala Pro His Ala Asn Arg Phe lie Phe Ser 

220 225 230 

cac gac etc tec aac ggg gee atg aat atg ctg gag gtg ttt gtg tct 773 
His Asp Leu Ser Asn Gly Ala Met Asn Met Leu Glu Val Phe Val Ser 

235 240 245 

age ctg gag gag ttt cag cca gac ctg gtg gtc etc tct gga ttg cac 821 
Ser Leu Glu Glu Phe Gin Pro Asp Leu Val Val Leu Ser Gly Leu His 

250 255 260 

atg atg gag gga caa age aag gag etc cag agg aag aga etc ttg gag 869 
Met Met Glu Gly Gin Ser Lys Glu Leu Gin Arg Lys Arg Leu Leu Glu 

265 270 275 280 

gtt gta acc tec att tct gac ate ccc act ggt att cca gtt cac eta 917 
Val Val Thr Ser lie Ser Asp He Pro Thr Gly He Pro Val His Leu 

285 290 295 

gag ctg gee agt atg act aac agg gag etc atg age age att gtc cat 965 
Glu Leu Ala Ser Met Thr Asn Arg Glu Leu Met Ser Ser lie Val His 
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305 310 

cag gtc ttt ccc gcg gtg act tec ctt ggg ctg aat gaa cag gag ctg 1013 
Gin Val Phe Pro Ala Val Thr Ser Leu Gly Leu Asn Glu Gin Glu Leu 

315 320 325 

tta ttt etc ace cag tea gee tct gga cct cac tct tct etc tct tec 1061 
Leu Phe Leu Thr Gin Ser Ala Ser Gly Pro His Ser Ser Leu Ser Ser 

330 335 340 

tgg aac ggt gtt cct gat gtg ggc atg gtc agt gac ate etc 
Trp Asn Gly Val Pro Asp Val Gly Met Val Ser Asp He Leu 

345 350 355 

ate ttg aaa gaa cat ggg agg agt aaa age aga gee teg gat etc ace 1157 
He Leu Lys Glu His Gly Arg Ser Lys Ser Arg Ala Ser Asp Leu Thr 

365 370 375 




300 



ttc tgg 1109 
Phe Trp 

360 



agg ate cat ttc cac acg ctg gtc tac cac ate ctg gca act gtg gat 1205 

Arg lie His Phe His Thr Leu Val Tyr His He Leu Ala Thr Val Asp 

380 385 390 

gga cac tgg gee aac cag ctg gca gee gtg get gca gga get cgt gtg 1253 

Gly His Trp Ala Asn Gin Leu Ala Ala Val Ala Ala Gly Ala Arg Val 

395 400 405 

get ggg aca cag gee tgc gee aca gaa ace ata gac ace age cga gtg 1301 

Ala Gly Thr Gin Ala Cys Ala Thr Glu Thr He Asp Thr Ser Arg Val 

410 415 420 



114 0 



2000-3062522 



11-194179 jflfc 



tct ctg agg gca ccc caa gag ttc atg act tec cat teg gag gca ggc 1349 
Ser Leu Arg Ala Pro Gin Glu Phe Met Thr Ser His Ser Glu Ala Gly 

425 430 435 440 

tec agg att gta tta aac cca aac aag cca gta gta gaa tgg cac aga 1397 
Ser Arg He Val Leu Asn Pro Asn Lys Pro Val Val Glu Trp His Arg 

445 450 455 

gag gga ata tec ttc cac ttc aca cca gta ttg gtg tgt aaa gac ccc 1445 
Glu Gly He Ser Phe His Phe Thr Pro Val Leu Val Cys Lys Asp Pro 

460 465 470 

att cga act gta ggc ctt gga gat gee att tea gec gaa gga etc ttc 1493 
He Arg Thr Val Gly Leu Gly Asp Ala He Ser Ala Glu Gly Leu Phe 

475 480 485 

tat teg gaa gta cac cct cac tat taggaagatt cttaggggta atttttctga 1547 
Tyr Ser Glu Val His Pro His Tyr 

490 495 

ggaaggagaa ctagccaact taagaattac aggaagaaag tggtttggaa gaeagecaaa 1607 

gaaataaaag cagattaaac tgtatcaggt acattccagc ctgttggcaa ctccataaaa 1667 

acatttcaga ttttaatccg aatttagcta atgagactgg atttttgttt tttatgttgt 1727 

gtgtcacaga gctaaaaact cagttcccaa atccccagtt tatgeagege catcaggtat 1787 
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tttaagctaa acttcttcac ccctgagagc atgtcagctg gagaaaagca gttcttcctt 1847 

gcccacttga gaagtgcacg cccactcacc caacatcctg gtctctagga aagcctcatg 1907 

tgaggttcct ctttctttca gctcagtgcc catgggcaag gatcatgatt tccattccgt 1967 

gttacaatga caatatttaa tgagcataac cttctcagtc tcctgctctc aaatttagga 2027 

cagagccgct aaggacaaaa caatccctcc cgtgctttat gatggcagca ggggctgggg 2087 

agcctctgag ggactctttc attctgcagt tgtctggaag cctgggtggc gtcatgagct 2147 

gaaggatcat gctttcctgt cctggctcca taggttatag gctggctggt gaaaggttca 2207 

cgtggcccag gctgaacttc attgcctagc tttggatgtg ctttctgcca taaagactga 2267 

tttttgttcg ttctgagcct tcaaggaatt tgttttttac aactggaata tgctcctgtg 2327 

tgtgttaaca gatcatggat gttttatgtt ttcactgatc atttaaagag tttgacctca 2387 

gagctccagg atcatcagta aatttgtcat gttatatatt tattttttta taaatcaaga 2447 

cttctgtgtg ctcttaaata tattaaaaac aatttacatt tcagg 2492 



<210> 300 

<211> 496 

<212> PRT 

<213> Homo sapiens 
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<400> 300 

Met Ala Leu Trp Arg Gly Ser Ala Tyr Ala Gly Phe Leu Ala Leu Ala 

15 10 15 

Val Gly Cys Val Phe Leu Leu Glu Pro Glu Leu Pro Gly Ser Ala Leu 

20 25 30 

Arg Ser Leu Trp Ser Ser Leu Cys Leu Gly Pro Ala Pro Ala Pro Pro 

35 40 45 

Gly Pro Val Ser Pro Glu Gly Arg Leu Ala Ala Ala Trp Asp Ala Leu 

50 55 60 

He Val Arg Pro Val Arg Arg Trp Arg Arg Val Ala Val Gly Val Asn 

65 70 75 80 

Ala Cys Val Asp Val Val Leu Ser Gly Val Lys Leu Leu Gin Ala Leu 

85 90 95 

Gly Leu Ser Pro Gly Asn Gly Lys Asp His Ser lie Leu His Ser Arg 
100 105 110 

Asn Asp Leu Glu Glu Ala Phe He His Phe Met Gly Lys Gly Ala Ala 

115 120 125 

Ala Glu Arg Phe Phe Ser Asp Lys Glu Thr Phe His Asp He Ala Gin 

130 135 140 
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Val Ala Ser Glu Phe Pro Gly Ala Gin His Tyr Val Gly Gly Asn Ala 

145 150 155 160 

Ala Leu He Gly Gin Lys Phe Ala Ala Asn Ser Asp Leu Lys Val Leu 

165 170 175 

Leu Cys Gly Pro Val Gly Pro Lys Leu His Glu Leu Leu Asp Asp Asn 
180 185 190 

Val Phe Val Pro Pro Glu Ser Leu Gin Glu Val Asp Glu Phe His Leu 

195 200 205 

He Leu Glu Tyr Gin Ala Gly Glu Glu Trp Gly Gin Leu Lys Ala Pro 

210 215 220 

His Ala Asn Arg Phe He Phe Ser His Asp Leu Ser Asn Gly Ala Met 

225 230 235 240 

Asn Met Leu Glu Val Phe Val Ser Ser Leu Glu Glu Phe Gin Pro Asp 

245 250 255 

Leu Val Val Leu Ser Gly Leu His Met Met Glu Gly Gin Ser Lys Glu 

260 265 270 

Leu Gin Arg Lys Arg Leu Leu Glu Val Val Thr Ser He Ser Asp He 

275 280 285 

Pro Thr Gly He Pro Val His Leu Glu Leu Ala Ser Met Thr Asn Arg 

290 295 300 
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Glu Leu Met Ser Ser lie Val His Gin Val Phe Pro Ala Val Thr Ser 

305 310 315 320 

Leu Gly Leu Asn Glu Gin Glu Leu Leu Phe Leu Thr Gin Ser Ala Ser 

325 330 335 

Gly Pro His Ser Ser Leu Ser Ser Trp Asn Gly Val Pro Asp Val Gly 

340 345 350 

Met Val Ser Asp He Leu Phe Trp He Leu Lys Glu His Gly Arg Ser 

355 360 365 

Lys Ser Arg Ala Ser Asp Leu Thr Arg He His Phe His Thr Leu Val 

370 375 380 

Tyr His He Leu Ala Thr Val Asp Gly His Trp Ala Asn Gin Leu Ala 

385 390 395 400 

Ala Val Ala Ala Gly Ala Arg Val Ala Gly Thr Gin Ala Cys Ala Thr 

405 410 415 

Glu Thr He Asp Thr Ser Arg Val Ser Leu Arg Ala Pro Gin Glu Phe 

420 425 430 

Met Thr Ser His Ser Glu Ala Gly Ser Arg He Val Leu Asn Pro Asn 

435 440 445 

Lys Pro Val Val Glu Trp His Arg Glu Gly He Ser Phe His Phe Thr 
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450 455 460 

Pro Val Leu Val Cys Lys Asp Pro lie Arg Thr Val Gly Leu Gly Asp 

465 470 475 480 

Ala He Ser Ala Glu Gly Leu Phe Tyr Ser Glu Val His Pro His Tyr 

485 490 495 

<210> 301 
<211> 3080 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (22).. (2439) 

<400> 301 

gcacatgcgc cttgagggaa g atg gca cct gcc ggc tgc tgc tgc tgc tgc 51 

Met Ala Pro Ala Gly Cys Cys Cys Cys Cys 

1 5 10 

tgc ttc tgg ggc ggc get gtg gcc gcc gcg ggc gcc gcc egg cgt gtc 99 
Cys Phe Trp Gly Gly Ala Val Ala Ala Ala Gly Ala Ala Arg Arg Val 

15 20 25 

ctg ctg ctg ctg ctg ctg ggg gtc ctg tec gcc egg ctg egg cca ggc 147 
Leu Leu Leu Leu Leu Leu Gly Val Leu Ser Ala Arg Leu Arg Pro Gly 
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30 



35 



40 



gcc ctg gcc ace gag cac tac teg ccg etc tec ctg etc aag cag gag 195 
Ala Leu Ala Thr Glu His Tyr Ser Pro Leu Ser Leu Leu Lys Gin Glu 

45 50 55 

ctg cag cac egg cag cag cag gag gcc ccg gcg ggc ggc ggc ggc tgc 243 
Leu Gin His Arg Gin Gin Gin Glu Ala Pro Ala Gly Gly Gly Gly Cys 

60 65 70 



age ccg cag tec ggg gac tgg ggg gac cag tac tct gcc gag tgc ggc 291 
Ser Pro Gin Ser Gly Asp Trp Gly Asp Gin Tyr Ser Ala Glu Cys Gly 

75 80 85 90 



gag tea tec ttt ttg aac ttc cat gac tea gac tgc gaa ccc aag gga 339 
Glu Ser Ser Phe Leu Asn Phe His Asp Ser Asp Cys Glu Pro Lys Gly 

95 100 105 



tea tea ccc tgt gac tec ttg ctt tec etc aac act gag aag att ctg 387 

Ser Ser Pro Cys Asp Ser Leu Leu Ser Leu Asn Thr Glu Lys He Leu 

110 115 120 

age cag gcc aag tct att gca gaa cag aag aga ttc ccg ttt gcc act 435 

Ser Gin Ala Lys Ser lie Ala Glu Gin Lys Arg Phe Pro Phe Ala Thr 

125 130 135 

gat aat gac age aca aat gaa gag tta get att get tat gtc ttg att 483 

Asp Asn Asp Ser Thr Asn Glu Glu Leu Ala He Ala Tyr Val Leu lie 
140 145 150 
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ggc agt ggt ctg tat gat gaa gca ata 

Gly Ser Gly Leu Tyr Asp Glu Ala He 

155 160 

cag att ctg tec cct ctg gga cga att 

Gin lie Leu Ser Pro Leu Gly Arg He 

175 

act aaa get ate caa ctg cag ccc tea 

Thr Lys Ala He Gin Leu Gin Pro Ser 

190 195 



egg cat ttt tea aca atg ctt 531 

Arg His Phe Ser Thr Met Leu 

165 170 

aat gaa gca gtg aat gac etc 579 

Asn Glu Ala Val Asn Asp Leu 
180 185 

gca egg ctg tac aga cat egg 627 

Ala Arg Leu Tyr Arg His Arg 

200 



gga acc ctg tac ttc ata tea gag gac tat gca aca gee cat gaa gac 675 

Gly Thr Leu Tyr Phe He Ser Glu Asp Tyr Ala Thr Ala His Glu Asp 

205 210 215 

ttt cag cag tec tta gaa ctg aac aaa aac cag cct ata get atg eta 723 

Phe Gin Gin Ser Leu Glu Leu Asn Lys Asn Gin Pro lie Ala Met Leu 

220 225 230 

tac aaa ggt tta act ttc ttt cac aga gga ctt ctg aag gaa get att 771 

Tyr Lys Gly Leu Thr Phe Phe His Arg Gly Leu Leu Lys Glu Ala He 

235 240 245 250 

gaa tec ttc aaa gaa get ttg aag cag aaa gtt gac ttt att gat gca 819 

Glu Ser Phe Lys Glu Ala Leu Lys Gin Lys Val Asp Phe He Asp Ala 

255 260 265 
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tat aaa agt eta ggg cag gca tat aga gaa ctg ggc aat ttt gaa gca 867 
Tyr Lys Ser Leu Gly Gin Ala Tyr Arg Glu Leu Gly Asn Phe Glu Ala 

270 275 280 

gec act gag age ttt caa aag gca ctg ttg etc aac caa aat cat gtg 915 
Ala Thr Glu Ser Phe Gin Lys Ala Leu Leu Leu Asn Gin Asn His Val 

285 290 295 

caa acc etc cag etc egg gga atg atg etc tac cac cac ggc age tta 963 
Gin Thr Leu Gin Leu Arg Gly Met Met Leu Tyr His His Gly Ser Leu 

300 305 310 

cag gaa gec ctt aag aac ttt aag egg tgt ctg cag eta gag cca tat 1011 
Gin Glu Ala Leu Lys Asn Phe Lys Arg Cys Leu Gin Leu Glu Pro Tyr 

315 320 325 330 

aat gaa gtg tgc cag tat atg aaa ggg etc age cat gtt gee atg gga 1059 
Asn Glu Val Cys Gin Tyr Met Lys Gly Leu Ser His Val Ala Met Gly 

335 340 345 

cag ttt tat gaa ggg ata aaa gca caa aca aaa gtt atg ctg aat gat 1107 
Gin Phe Tyr Glu Gly He Lys Ala Gin Thr Lys Val Met Leu Asn Asp 

350 355 360 

cct etc cca ggc cag aag get age cct gag tat ctt aaa gta aag tat 1155 
Pro Leu Pro Gly Gin Lys Ala Ser Pro Glu Tyr Leu Lys Val Lys Tyr 

365 370 375 

etc cga gag tat tct cga tat ctt cat gca cac ctt gat acc ccc ctt 1203 
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Leu Arg Glu Tyr Ser Arg Tyr Leu His Ala His Leu Asp Thr Pro Leu 

380 385 390 

acg gaa tat aac att gat gtg gat ctg cct gga age ttt aag gac cac 1251 

Thr Glu Tyr Asn He Asp Val Asp Leu Pro Gly Ser Phe Lys Asp His 

395 400 405 410 

tgg get aaa aat ttg cct ttc etc ata gaa gac tac gaa gag cag cca 1299 

Trp Ala Lys Asn Leu Pro Phe Leu He Glu Asp Tyr Glu Glu Gin Pro 

415 420 425 

ees ttg caa ccc cac ata aaa gat gtg tta cat cag aat ttt gag agt 1347 

Gly Leu Gin Pro His He Lys Asp Val Leu His Gin Asn Phe Glu Ser 

430 435 440 

tat aag cct gaa gta cag gag ctg att tgt gtg get gat cgt ttg gga 1395 

Tyr Lys Pro Glu Val Gin Glu Leu lie Cys Val Ala Asp Arg Leu Gly 

445 450 455 

tec ctg atg caa tat gaa aca cct ggt ttc ctg cca aac aag aga ata 1443 

Ser Leu Met Gin Tyr Glu Thr Pro Gly Phe Leu Pro Asn Lys Arg He 

460 465 470 

cac aga get atg ggt ttg gec gca ttg gag gtc atg caa gec gtg cag 1491 

His Arg Ala Met Gly Leu Ala Ala Leu Glu Val Met Gin Ala Val Gin 

475 480 485 490 

cgt aca tgg acc aac teg aaa gtt cga atg aat ggg aag aca egg ttg 1539 

Arg Thr Trp Thr Asn Ser Lys Val Arg Met Asn Gly Lys Thr Arg Leu 
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495 500 505 

atg cag tgg aga gac atg ttt gac att gca gtt aaa tgg aga agg att 1587 
Met Gin Trp Arg Asp Met Phe Asp He Ala Val Lys Trp Arg Arg He 

510 515 520 

get gac cca gac cag ccc gtg ctg tgg tta gat caa atg cca gca cga 1635 
Ala Asp Pro Asp Gin Pro Val Leu Trp Leu Asp Gin Met Pro Ala Arg 

525 530 535 

agt ctt age aga ggt ttt aac aac cac att aat tta ate agg gga cag 1683 
Ser Leu Ser Arg Gly Phe Asn Asn His lie Asn Leu He Arg Gly Gin 

540 545 550 

gtg ate aac atg aga tac eta gaa tat ttt gag aaa ata ctt cat ttt 1731 
Val He Asn Met Arg Tyr Leu Glu Tyr Phe Glu Lys lie Leu His Phe 

555 560 565 570 

att aaa gac aga att ctt gtt tat cat gga get aat aat cct aaa gga 1779 
lie Lys Asp Arg lie Leu Val Tyr His Gly Ala Asn Asn Pro Lys Gly 

575 580 585 

ttg ctg gaa gtt egg gaa gee ctg gaa aag gta cac aaa gta gaa gac 1827 
Leu Leu Glu Val Arg Glu Ala Leu Glu Lys Val His Lys Val Glu Asp 

590 595 600 

ctt ctt ccg att atg aag ttt aat act aaa acg aag gat ggg ttc ace 1875 
Leu Leu Pro lie Met Lys Phe Asn Thr Lys Thr Lys Asp Gly Phe Thr 

605 610 615 
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gtg aac aca aaa gtt ccc age ctt aaa gac caa ggg aag gaa tat gat 1923 
Val Asn Thr Lys Val Pro Ser Leu Lys Asp Gin Gly Lys Glu Tyr Asp 

620 625 630 

gga ttc aca ate acg att aca gga gac aaa gtt ggc aat ata tta ttt 1971 
Gly Phe Thr He Thr He Thr Gly Asp Lys Val Gly Asn He Leu Phe 

635 640 645 650 

tct gtg gaa act caa acc acg gaa gaa agg aca caa tta tat cat get 2019 
Ser Val Glu Thr Gin Thr Thr Glu Glu Arg Thr Gin Leu Tyr His Ala 

655 660 665 

gaa ata gat gca ctt tat aaa gat ttg aca gca aaa gga aaa gta ttg 2067 
Glu He Asp Ala Leu Tyr Lys Asp Leu Thr Ala Lys Gly Lys Val Leu 

670 675 680 

att ctt tea tea gaa ttt ggg gag get gat get gtc tgc aac tta ate 2115 
He Leu Ser Ser Glu Phe Gly Glu Ala Asp Ala Val Cys Asn Leu lie 

685 690 695 

tta tec tta gtt tat tac ttt tat aat tta atg cca etc tct cga gga 2163 
Leu Ser Leu Val Tyr Tyr Phe Tyr Asn Leu Met Pro Leu Ser Arg Gly 

700 705 710 

tec agt gta att get tac teg gtc ate gtg gga gca ctg atg gca agt 2211 
Ser Ser Val He Ala Tyr Ser Val lie Val Gly Ala Leu Met Ala Ser 

715 720 725 730 
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gga aaa gaa gta gca gga aaa att ccc aaa ggg aag tta gtc gac ttt 2259 
Gly Lys Glu Val Ala Gly Lys He Pro Lys Gly Lys Leu Val Asp Phe 

735 740 745 

gaa get atg aca gec cct ggt tea gag gee ttt age aaa gtc gee aaa 2307 
Glu Ala Met Thr Ala Pro Gly Ser Glu Ala Phe Ser Lys Val Ala Lys 

750 755 760 

age tgg atg aac ttg aaa agt att tea cct tct tat aag act ctt cca 2355 
Ser Trp Met Asn Leu Lys Ser lie Ser Pro Ser Tyr Lys Thr Leu Pro 

765 770 775 

tea gta tea gaa acg ttt cca acg tta aga teg atg att gag gtg eta 2403 
Ser Val Ser Glu Thr Phe Pro Thr Leu Arg Ser Met He Glu Val Leu 

780 785 790 

aac aca gac tct tct cca cgt tgt ctt aag aaa etc tagttctget 2449 
Asn Thr Asp Ser Ser Pro Arg Cys Leu Lys Lys Leu 
795 800 805 

gctgtattta tacaagtaaa gggccggacc tettgettet taagttattt tttaaaacat 2509 
ggaattataa agaaattagg tcctctatta cttttgatac caatttttat aggaattgaa 2569 
tacttgaaat cattttcttt acttttctga accataatga aaatcatgaa agaggctttc 2629 
ggggggaaaa agctacttga cttggaggga aagcgtatgt attagcegge agcctgttgg 2689 
ttcccactta taaagtcata taactccttc cttacagtaa aaaaaatttt cctcaacaac 2749 
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taaaatataa tactgaagat gaacaaaaac aaaaccaaat aggagtgttt gtattccttt 2809 
agagatctgg atatttttca aagacttgct ttttacgcac attgtgatag agcatctttt 2869 
gttgactcac gtaacctcca tgtgtgggtc ctttgtttta ttagaaccat ggaagaaggt 2929 
tcctgggcca tcagtatgtg ttgcagagct cacagccagg aacacttatt ttgaacaatg 2989 
cagacagtac ttgccagagt cccaaatgct gaattattga accatgtttt tttttccttt 3049 
gttgaaaaaa ataaaccagg gtgatttcta t 3080 

<210> 302 
<211> 806 
<212> PRT 

<213> Homo sapiens 
<400> 302 

Met Ala Pro Ala Gly Cys Cys Cys Cys Cys Cys Phe Trp Gly Gly Ala 
1 5 10 15 

Val Ala Ala Ala Gly Ala Ala Arg Arg Val Leu Leu Leu Leu Leu Leu 

20 25 30 

Gly Val Leu Ser Ala Arg Leu Arg Pro Gly Ala Leu Ala Thr Glu His 

35 40 45 
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Tyr Ser Pro Leu Ser Leu Leu Lys Gin Glu Leu Gin His Arg Gin Gin 

50 55 60 

Gin Glu Ala Pro Ala Gly Gly Gly Gly Cys Ser Pro Gin Ser Gly Asp 

65 70 75 80 

Trp Gly Asp Gin Tyr Ser Ala Glu Cys Gly Glu Ser Ser Phe Leu Asn 

85 90 95 

Phe His Asp Ser Asp Cys Glu Pro Lys Gly Ser Ser Pro Cys Asp Ser 
100 105 110 

Leu Leu Ser Leu Asn Thr Glu Lys He Leu Ser Gin Ala Lys Ser He 

115 120 125 

Ala Glu Gin Lys Arg Phe Pro Phe Ala Thr Asp Asn Asp Ser Thr Asn 

130 135 140 

Glu Glu Leu Ala He Ala Tyr Val Leu lie Gly Ser Gly Leu Tyr Asp 

145 150 155 160 

Glu Ala He Arg His Phe Ser Thr Met Leu Gin He Leu Ser Pro Leu 

165 170 175 

Gly Arg He Asn Glu Ala Val Asn Asp Leu Thr Lys Ala He Gin Leu 

180 185 190 

Gin Pro Ser Ala Arg Leu Tyr Arg His Arg Gly Thr Leu Tyr Phe lie 

195 200 205 
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Ser Glu Asp Tyr Ala Thr Ala His Glu Asp Phe Gin Gin Ser Leu Glu 

210 215 220 

Leu Asn Lys Asn Gin Pro He Ala Met Leu Tyr Lys Gly Leu Thr Phe 

225 230 235 240 

Phe His Arg Gly Leu Leu Lys Glu Ala He Glu Ser Phe Lys Glu Ala 

245 250 255 

Leu Lys Gin Lys Val Asp Phe He Asp Ala Tyr Lys Ser Leu Gly Gin 

260 265 270 

Ala Tyr Arg Glu Leu Gly Asn Phe Glu Ala Ala Thr Glu Ser Phe Gin 

275 280 285 

Lys Ala Leu Leu Leu Asn Gin Asn His Val Gin Thr Leu Gin Leu Arg 

290 295 300 

Gly Met Met Leu Tyr His His Gly Ser Leu Gin Glu Ala Leu Lys Asn 

305 310 315 320 

Phe Lys Arg Cys Leu Gin Leu Glu Pro Tyr Asn Glu Val Cys Gin Tyr 

325 330 335 

Met Lys Gly Leu Ser His Val Ala Met Gly Gin Phe Tyr Glu Gly He 

340 345 350 

Lys Ala Gin Thr Lys Val Met Leu Asn Asp Pro Leu Pro Gly Gin Lys 
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355 360 365 

Ala Ser Pro Glu Tyr Leu Lys Val Lys Tyr Leu Arg Glu Tyr Ser Arg 

370 375 380 

Tyr Leu His Ala His Leu Asp Thr Pro Leu Thr Glu Tyr Asn He Asp 

385 390 395 400 

Val Asp Leu Pro Gly Ser Phe Lys Asp His Trp Ala Lys Asn Leu Pro 
405 410 415 

Phe Leu He Glu Asp Tyr Glu Glu Gin Pro Gly Leu Gin Pro His He 

420 425 430 

Lys Asp Val Leu His Gin Asn Phe Glu Ser Tyr Lys Pro Glu Val Gin 

435 440 445 

Glu Leu He Cys Val Ala Asp Arg Leu Gly Ser Leu Met Gin Tyr Glu 
450 455 460 

Thr Pro Gly Phe Leu Pro Asn Lys Arg He His Arg Ala Met Gly Leu 

465 470 475 480 

Ala Ala Leu Glu Val Met Gin Ala Val Gin Arg Thr Trp Thr Asn Ser 

485 490 495 

Lys Val Arg Met Asn Gly Lys Thr Arg Leu Met Gin Trp Arg Asp Met 

500 505 510 
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Phe Asp He Ala Val Lys Trp Arg Arg He Ala Asp Pro Asp Gin Pro 

515 520 525 

Val Leu Trp Leu Asp Gin Met Pro Ala Arg Ser Leu Ser Arg Gly Phe 

530 535 540 

Asn Asn His He Asn Leu He Arg Gly Gin Val He Asn Met Arg Tyr 

545 550 555 560 

Leu Glu Tyr Phe Glu Lys He Leu His Phe He Lys Asp Arg He Leu 

565 570 575 

Val Tyr His Gly Ala Asn Asn Pro Lys Gly Leu Leu Glu Val Arg Glu 

580 585 590 

Ala Leu Glu Lys Val His Lys Val Glu Asp Leu Leu Pro He Met Lys 

595 600 605 

Phe Asn Thr Lys Thr Lys Asp Gly Phe Thr Val Asn Thr Lys Val Pro 

610 615 620 

Ser Leu Lys Asp Gin Gly Lys Glu Tyr Asp Gly Phe Thr He Thr lie 

625 630 635 640 

Thr Gly Asp Lys Val Gly Asn He Leu Phe Ser Val Glu Thr Gin Thr 

645 650 655 

Thr Glu Glu Arg Thr Gin Leu Tyr His Ala Glu lie Asp Ala Leu Tyr 

660 665 670 
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Lys Asp Leu Thr Ala Lys Gly Lys Val Leu He Leu Ser Ser Glu Phe 

675 680 685 

Gly Glu Ala Asp Ala Val Cys Asn Leu lie Leu Ser Leu Val Tyr Tyr 

690 695 700 

Phe Tyr Asn Leu Met Pro Leu Ser Arg Gly Ser Ser Val He Ala Tyr 

705 710 715 720 

Ser Val He Val Gly Ala Leu Met Ala Ser Gly Lys Glu Val Ala Gly 

725 730 735 

Lys He Pro Lys Gly Lys Leu Val Asp Phe Glu Ala Met Thr Ala Pro 

740 745 750 

Gly Ser Glu Ala Phe Ser Lys Val Ala Lys Ser Trp Met Asn Leu Lys 

755 760 765 

Ser He Ser Pro Ser Tyr Lys Thr Leu Pro Ser Val Ser Glu Thr Phe 

770 775 780 

Pro Thr Leu Arg Ser Met He Glu Val Leu Asn Thr Asp Ser Ser Pro 

785 790 795 800 

Arg Cys Leu Lys Lys Leu 
805 
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<210> 303 
<211> 4144 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (14).. (2926) 



<400> 303 

atgcgctcgc ate atg gcg get gag tgg get tct cgt ttc tgg ctt tgg 49 
Met Ala Ala Glu Trp Ala Ser Arg Phe Trp Leu Trp 
1 5 10 

get acg ctg ctg att cct gcg gee gcg gtc tac gaa gac caa gtg ggc 97 
Ala Thr Leu Leu He Pro Ala Ala Ala Val Tyr Glu Asp Gin Val Gly 

15 20 25 

aag ttt gat tgg aga cag caa tat gtt ggg aag gtc aag ttt gec tec 145 
Lys Phe Asp Trp Arg Gin Gin Tyr Val Gly Lys Val Lys Phe Ala Ser 

30 35 40 

ttg gaa ttt tec cct gga tec aag aag ttg gtt gta gee aca gag aag 193 
Leu Glu Phe Ser Pro Gly Ser Lys Lys Leu Val Val Ala Thr Glu Lys 

45 50 55 60 

aat gtg att gca gca tta aat tec cga act ggg gag ate tat gtg ate 241 
Asn Val He Ala Ala Leu Asn Ser Arg Thr Gly Glu He Tyr Val He 

65 70 75 
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act gtg tec aat gga ggc cga ate atg cgt tec tgg gag act aac ate 289 
Thr Val Ser Asn Gly Gly Arg lie Met Arg Ser Trp Glu Thr Asn lie 

80 85 90 

ggg ggc ctg aac tgg gag ata ace ctg gac agt ggc agt ttc cag gca 337 
Gly Gly Leu Asn Trp Glu He Thr Leu Asp Ser Gly Ser Phe Gin Ala 

95 100 105 

ctt ggg ctg gtt ggc ctg cag gag tct gta agg tac ate gca gtc ctg 385 
Leu Gly Leu Val Gly Leu Gin Glu Ser Val Arg Tyr lie Ala Val Leu 

110 115 120 

aag aag act aca ctt gec etc cat cac etc tec agt ggg cac etc aag 433 
Lys Lys Thr Thr Leu Ala Leu His His Leu Ser Ser Gly His Leu Lys 

125 130 135 140 

tgg gtg gaa cat etc cca gaa agt gac age ate cac tac cag atg gtg 481 
Trp Val Glu His Leu Pro Glu Ser Asp Ser He His Tyr Gin Met Val 

145 150 155 

tat tct tac ggc tct ggg gtg gtg tgg gee etc gga gtt gtt ccc ttc 529 
Tyr Ser Tyr Gly Ser Gly Val Val Trp Ala Leu Gly Val Val Pro Phe 
160 165 170 

age cat gtg aac att gtc aag ttt aat gtg gaa gat gga gag att gtt 577 
Ser His Val Asn lie Val Lys Phe Asn Val Glu Asp Gly Glu He Val 
175 180 185 
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cag cag gtt agg gtt tea act ccg tgg ctg cag cac ctg tct gga gec 625 

Gin Gin Val Arg Val Ser Thr Pro Trp Leu Gin His Leu Ser Gly Ala 
190 195 200 

tgt ggt gtg gtg gat gag get gtc ctg gtg tgt cct gac ccg age tea 673 
Cys Gly Val Val Asp Glu Ala Val Leu Val Cys Pro Asp Pro Ser Ser 

205 ' 210 215 220 

cgt tec etc caa act ttg get ctg gag acg gaa tgg gag ttg aga cag 721 
Arg Ser Leu Gin Thr Leu Ala Leu Glu Thr Glu Trp Glu Leu Arg Gin 

225 230 235 

ate cca ctg cag tct etc gac tta gaa ttt gga agt gga ttc caa ccc 769 

He Pro Leu Gin Ser Leu Asp Leu Glu Phe Gly Ser Gly Phe Gin Pro 

240 245 250 

egg gtc ctg cct ace cag ccc aac cca gtg gac get tec egg gee cag 817 

Arg Val Leu Pro Thr Gin Pro Asn Pro Val Asp Ala Ser Arg Ala Gin 

255 260 265 

ttc ttc ctg cac ttg tec cca age cac tat get ctg ctg cag tac cat 865 

Phe Phe Leu His Leu Ser Pro Ser His Tyr Ala Leu Leu Gin Tyr His 

270 275 280 

tat gga acg ctg agt ttg ctt aaa aac ttc cca cag act gee eta gtg 913 

Tyr Gly Thr Leu Ser Leu Leu Lys Asn Phe Pro Gin Thr Ala Leu Val 

285 290 295 300 

age ttt gee ace act ggg gag aag acg gtg get gca gtc atg gee tgt 961 
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Ser Phe Ala Thr Thr Gly Glu Lys Thr Val Ala Ala Val Met Ala Cys 

305 310 315 

egg aat gaa gtg cag aaa act age aat tct gaa gat ggg tea atg ggg 1009 
Arg Asn Glu Val Gin Lys Thr Ser Asn Ser Glu Asp Gly Ser Met Gly 

320 325 330 

age ttt teg gag aag tct agt tea aag gac tct ctg get tgc ttc aat 1057 
Ser Phe Ser Glu Lys Ser Ser Ser Lys Asp Ser Leu Ala Cys Phe Asn 

335 340 345 

cag acc tac acc att aac eta tac etc gtg gag aca ggt egg egg ctg 1105 
Gin Thr Tyr Thr lie Asn Leu Tyr Leu Val Glu Thr Gly Arg Arg Leu 

350 355 360 

ctg gac acc acg ata aca ttt age ctg gaa cag age ggc act egg cct 1153 
Leu Asp Thr Thr He Thr Phe Ser Leu Glu Gin Ser Gly Thr Arg Pro 

365 370 375 380 

gag egg ctg tat ate cag gtg ttc ttg aag aag gat gac tea gtg ggc 1201 
Glu Arg Leu Tyr lie Gin Val Phe Leu Lys Lys Asp Asp Ser Val Gly 

385 390 395 

tac egg get ttg gtg cag aca gag gat cat ctg eta ctt ttc ctg cag 1249 
Tyr Arg Ala Leu Val Gin Thr Glu Asp His Leu Leu Leu Phe Leu Gin 
400 405 410 

cag ttg gca ggg aag gtg gtg ctg tgg age cgt gag gag tec ctg gca 1297 
Gin Leu Ala Gly Lys Val Val Leu Trp Ser Arg Glu Glu Ser Leu Ala 
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415 420 425 

gaa gtg gtg tgc eta gag atg gtg gac etc ccc ctg act ggg gca cag 1345 
Glu Val Val Cys Leu Glu Met Val Asp Leu Pro Leu Thr Gly Ala Gin 

430 435 440 

gee gag ctg gaa gga gaa ttt ggc aaa aag gca gat ggc ttg ctg ggg 1393 
Ala Glu Leu Glu Gly Glu Phe Gly Lys Lys Ala Asp Gly Leu Leu Gly 

445 450 455 460 

atg ttc ctg aaa cgc etc teg tct cag ctt ate ctg ctg caa gca tgg 1441 
Met Phe Leu Lys Arg Leu Ser Ser Gin Leu He Leu Leu Gin Ala Trp 

465 470 475 

act tec cac etc tgg aaa atg ttt tat gat get egg aag ccc egg agt 1489 
Thr Ser His Leu Trp Lys Met Phe Tyr Asp Ala Arg Lys Pro Arg Ser 

480 485 490 

cag att aag aat gag ate aac att gac ace ctg gee aga gat gaa ttc 1537 
Gin He Lys Asn Glu He Asn He Asp Thr Leu Ala Arg Asp Glu Phe 

495 500 505 

aac etc cag aag atg atg gtg atg gta aca gee tea ggc aag ctt ttt 1585 
Asn Leu Gin Lys Met Met Val Met Val Thr Ala Ser Gly Lys Leu Phe 

510 515 520 

ggc att gag age age tct ggc ace ate ctg tgg aaa cag tat eta ccc 1633 
Gly He Glu Ser Ser Ser Gly Thr He Leu Trp Lys Gin Tyr Leu Pro 

525 530 535 540 
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aat gtc aag ccc gac tec tec tat aaa ctg atg gtc cag aga act act 1681 
Asn Val Lys Pro Asp Ser Ser Tyr Lys Leu Met Val Gin Arg Thr Thr 

545 550 555 

get cat ttc ccc cat ccc cca cag tgc acc ctg ctg gtg aag gac aag 1729 
Ala His Phe Pro His Pro Pro Gin Cys Thr Leu Leu Val Lys Asp Lys 

560 565 570 

gag teg gga atg agt tct ctg tat gtc ttc aat ccc att ttt ggg aag 1777 
Glu Ser Gly Met Ser Ser Leu Tyr Val Phe Asn Pro He Phe Gly Lys 

575 580 585 

tgg agt cag gta get ccc cca gtg ctg aag cgc ccc ate ttg cag tec 1825 
Trp Ser Gin Val Ala Pro Pro Val Leu Lys Arg Pro He Leu Gin Ser 

590 595 600 

ttg ctt etc cca gtc atg gat caa gac tac gec aag gtg ttg ctg ttg 1873 
Leu Leu Leu Pro Val Met Asp Gin Asp Tyr Ala Lys Val Leu Leu Leu 

605 610 615 620 

ata gat gat gaa tac aag gtc aca get ttt cca gec act egg aat gtc 1921 
He Asp Asp Glu Tyr Lys Val Thr Ala Phe Pro Ala Thr Arg Asn Val 

625 630 635 

ttg cga cag eta cat gag ctt gec cct tec ate ttc ttc tat ttg gtg 1969 
Leu Arg Gin Leu His Glu Leu Ala Pro Ser He Phe Phe Tyr Leu Val 

640 645 650 
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gat gca gag cag gga egg ctg tgt gga tat egg ctt cga aag gat etc 2017 

Asp Ala Glu Gin Gly Arg Leu Cys Gly Tyr Arg Leu Arg Lys Asp Leu 

655 660 665 

ace act gag ctg agt tgg gag ctg acc att ccc cca gaa gta cag egg 2065 

Thr Thr Glu Leu Ser Trp Glu Leu Thr lie Pro Pro Glu Val Gin Arg 

670 675 680 

ate gtc aag gtg aag ggg aaa cgc age agt gag cac gtt cat tec cag 2113 

He Val Lys Val Lys Gly Lys Arg Ser Ser Glu His Val His Ser Gin 
685 690 695 700 

ggc cat gtg atg ggg gac cgc agt gtg etc tac aag age ctg aac ccc 2161 

Gly His Val Met Gly Asp Arg Ser Val Leu Tyr Lys Ser Leu Asn Pro 

705 710 715 

aac ctg ctg gee gtg gtg aca gag age acg gac gcg cac cat gag cgc 2209 

Asn Leu Leu Ala Val Val Thr Glu Ser Thr Asp Ala His His Glu Arg 

720 725 730 

acc ttt att ggc ate ttc etc att gat ggc gtc act ggg cgt ate att 2257 

Thr Phe He Gly lie Phe Leu He Asp Gly Val Thr Gly Arg lie lie 

735 740 745 

cac tec tct gtg cag aag aaa gee aaa ggc cct gtc cat ate gtg cat 2305 

His Ser Ser Val Gin Lys Lys Ala Lys Gly Pro Val His He Val His 
750 755 760 

tea gag aac tgg gtg gtg tac cag tac tgg aac acc aag get egg cgc 2353 
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Ser Glu Asn Trp Val Val Tyr Gin Tyr Trp Asn Thr Lys Ala Arg Arg 

765 770 775 780 

aac gag ttt acc gta ctg gag etc tat gag ggc act gag caa tac aac 2401 
Asn Glu Phe Thr Val Leu Glu Leu Tyr Glu Gly Thr Glu Gin Tyr Asn 

785 790 795 



gec acc gec ttc age ttc ctg gac cgc ccc cag ctg ccc cag gtc etc 2449 
Ala Thr Ala Phe Ser Phe Leu Asp Arg Pro Gin Leu Pro Gin Val Leu 
800 805 810 

cag cag tec tat ate ttc ccg tec tec ate agt gee atg gag gee acc 2497 
Gin Gin Ser Tyr He Phe Pro Ser Ser lie Ser Ala Met Glu Ala Thr 

815 820 825 

ate acc gaa egg ggc ate acc age cga cac ctg ctg att gga eta cct 2545 
lie Thr Glu Arg Gly He Thr Ser Arg His Leu Leu He Gly Leu Pro 

830 835 840 

tct gga gca att ctt tec ctt cct aag get ttg ctg gat ccc cgc cgc 2593 
Ser Gly Ala He Leu Ser Leu Pro Lys Ala Leu Leu Asp Pro Arg Arg 

845 850 855 860 

ccc gag ate cca aca gaa caa age aga gag gag aac tta ate ccg tat 2641 
Pro Glu He Pro Thr Glu Gin Ser Arg Glu Glu Asn Leu He Pro Tyr 

865 870 875 



tct cca gat gta cag ata cac gca gag cga ttc ate aac tat aac cag 2689 
Ser Pro Asp Val Gin He His Ala Glu Arg Phe He Asn Tyr Asn Gin 
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880 885 890 

aca gtt tct cga atg cga ggt ate tac aca get ccc teg ggt ctg gag 2737 
Thr Val Ser Arg Met Arg Gly He Tyr Thr Ala Pro Ser Gly Leu Glu 

895 900 905 

tec act tgt ttg gtt gtg gee tat ggt ttg gac att tac caa act cga 2785 
Ser Thr Cys Leu Val Val Ala Tyr Gly Leu Asp He Tyr Gin Thr Arg 

910 915 920 

gtc tac cca tec aag cag ttt gac gtt ctg aag gat gac tat gac tac 2833 
Val Tyr Pro Ser Lys Gin Phe Asp Val Leu Lys Asp Asp Tyr Asp Tyr 

925 930 935 940 

gtg tta ate age age gtc etc ttt ggc ctg gtt ttt gee ace atg ate 2881 
Val Leu He Ser Ser Val Leu Phe Gly Leu Val Phe Ala Thr Met He 

945 950 955 

act aag aga ctg gca cag gtg aag etc ctg aat egg gee tgg cga 2926 
Thr Lys Arg Leu Ala Gin Val Lys Leu Leu Asn Arg Ala Trp Arg 

960 965 970 

taaagaacaa agactgtgcc taaaagtgga gagecagggg agtgtgggtc agataagcag 2986 
ctacagctgc agtttggtgg attggtggag tatgtgtgtg tgtcagtgct cagctaagaa 3046 
ctgtagggaa gatggatgac cttcacgcag aactcctttt gggatataca tgatgcagaa 3106 
aggatcctac atggagagag acagaactct ctcagctgac actctcagag attcctgatg 3166 
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ggctttctct tgaagtccaa aggcgtctgc attgtttcct ttctttgccc atccatgaat 3226 



gttctgtttt gttttgtttt ttttaataag aattccggct gatttttgtg aggcctgttt 3286 



aaattgactt tactttgcct tttgtgtttc tcaattttat ctagaaatct ttctgacttt 3346 



ttccatctct tgcttcaaag taagagggga actctccttg ccgactccac cttataggta 3406 



catttggtgt tttgcactgg gaagaaatag gatccatcct tagctgaggc ttgaggactg 3466 



atccagcctc tcatggcttc cctccaaagt aacttagggt tgagggatct atatgtgatg 3526 



tcaaaactta ctttaaacct ctagtttcgt gctgtcattt attaggctgg gccaccaaat 3586 



ctgtttcaat ttatcagaag ccaagtgcat actagcgtct tgtttgttgc ccattgccta 3646 



tacttttcac ctgagatgtg tgagttggga ccttttaaaa actactgaat tgtctgagcc 3706 



ttgaagacat ttccagggag aagagataat ctctcatttc acccacaggc tggtctaatc 3766 



ataacctagt taaagatgtc cttgtttaag aaccccatta tttattttta gtttttaata 3826 
taaattaaca tgtgggtcat tatatttctc cttaaatgag gaaattttaa attttattga 3886 



tctaaccttt gaagctttaa aaaaggagaa agagggtagg ggtgggaaac tggcatactg 3946 



tgtgtatagc actgccgatt ggctaggcca ctgtgtctct gctacaaatt aaagaaatcc 4006 
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taaaagtttt ccttggtcat agagttgggg aatgacagaa tttttctttg ttgtgaaatg 4066 
tatgtacaga gtagaccatc tctagccctg tggtgaaaga ggtacactcg aatgtttgca 4126 
taaagcaagt gacaaatg 4144 



<210> 304 
<211> 971 
<212> PRT 

<213> Homo sapiens 
<400> 304 

Met Ala Ala Glu Trp Ala Ser Arg Phe Trp Leu Trp Ala Thr Leu Leu 
15 10 15 

He Pro Ala Ala Ala Val Tyr Glu Asp Gin Val Gly Lys Phe Asp Trp 

20 25 30 

Arg Gin Gin Tyr Val Gly Lys Val Lys Phe Ala Ser Leu Glu Phe Ser 

35 40 45 

Pro Gly Ser Lys Lys Leu Val Val Ala Thr Glu Lys Asn Val He Ala 

50 55 60 

Ala Leu Asn Ser Arg Thr Gly Glu He Tyr Val He Thr Val Ser Asn 

65 70 75 80 

Gly Gly Arg He Met Arg Ser Trp Glu Thr Asn He Gly Gly Leu Asn 
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# 



85 



90 



95 



Trp Glu He Thr Leu Asp Ser Gly Ser Phe Gin Ala Leu Gly Leu Val 
100 105 110 

Gly Leu Gin Glu Ser Val Arg Tyr He Ala Val Leu Lys Lys Thr Thr 

115 120 125 

Leu Ala Leu His His Leu Ser Ser Gly His Leu Lys Trp Val Glu His 
130 135 140 

Leu Pro Glu Ser Asp Ser He His Tyr Gin Met Val Tyr Ser Tyr Gly 

145 150 155 160 

Ser Gly Val Val Trp Ala Leu Gly Val Val Pro Phe Ser His Val Asn 

165 170 175 

He Val Lys Phe Asn Val Glu Asp Gly Glu He Val Gin Gin Val Arg 

180 185 190 

Val Ser Thr Pro Trp Leu Gin His Leu Ser Gly Ala Cys Gly Val Val 

195 200 205 

Asp Glu Ala Val Leu Val Cys Pro Asp Pro Ser Ser Arg Ser Leu Gin 

210 215 220 

Thr Leu Ala Leu Glu Thr Glu Trp Glu Leu Arg Gin He Pro Leu Gin 

225 230 235 240 
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Ser Leu Asp Leu Glu Phe Gly Ser Gly Phe Gin Pro Arg Val Leu Pro 

245 250 255 

Thr Gin Pro Asn Pro Val Asp Ala Ser Arg Ala Gin Phe Phe Leu His 

260 265 270 

Leu Ser Pro Ser His Tyr Ala Leu Leu Gin Tyr His Tyr Gly Thr Leu 

275 280 285 

Ser Leu Leu Lys Asn Phe Pro Gin Thr Ala Leu Val Ser Phe Ala Thr 

290 295 300 

Thr Gly Glu Lys Thr Val Ala Ala Val Met Ala Cys Arg Asn Glu Val 

305 310 315 320 

Gin Lys Thr Ser Asn Ser Glu Asp Gly Ser Met Gly Ser Phe Ser Glu 

325 330 335 

Lys Ser Ser Ser Lys Asp Ser Leu Ala Cys Phe Asn Gin Thr Tyr Thr 

340 345 350 

He Asn Leu Tyr Leu Val Glu Thr Gly Arg Arg Leu Leu Asp Thr Thr 

355 360 365 

He Thr Phe Ser Leu Glu Gin Ser Gly Thr Arg Pro Glu Arg Leu Tyr 

370 375 380 

He Gin Val Phe Leu Lys Lys Asp Asp Ser Val Gly Tyr Arg Ala Leu 

385 390 395 400 
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Val Gin Thr Glu Asp His Leu Leu Leu Phe Leu Gin Gin Leu Ala Gly 
405 410 415 

Lys Val Val Leu Trp Ser Arg Glu Glu Ser Leu Ala Glu Val Val Cys 

420 425 430 

Leu Glu Met Val Asp Leu Pro Leu Thr Gly Ala Gin Ala Glu Leu Glu 

435 440 445 

Gly Glu Phe Gly Lys Lys Ala Asp Gly Leu Leu Gly Met Phe Leu Lys 

450 455 460 

Arg Leu Ser Ser Gin Leu He Leu Leu Gin Ala Trp Thr Ser His Leu 

465 470 475 480 

Trp Lys Met Phe Tyr Asp Ala Arg Lys Pro Arg Ser Gin He Lys Asn 

485 490 495 

Glu lie Asn He Asp Thr Leu Ala Arg Asp Glu Phe Asn Leu Gin Lys 

500 505 510 

Met Met Val Met Val Thr Ala Ser Gly Lys Leu Phe Gly He Glu Ser 

515 520 525 

Ser Ser Gly Thr He Leu Trp Lys Gin Tyr Leu Pro Asn Val Lys Pro 

530 535 540 

Asp Ser Ser Tyr Lys Leu Met Val Gin Arg Thr Thr Ala His Phe Pro 



117 3 



ffilEff 2000-3062522 



11 — 194179 



545 



550 



555 



560 



His Pro Pro Gin Cys Thr Leu Leu Val Lys Asp Lys Glu Ser Gly Met 

565 570 575 

Ser Ser Leu Tyr Val Phe Asn Pro He Phe Gly Lys Trp Ser Gin Val 

580 585 590 

Ala Pro Pro Val Leu Lys Arg Pro He Leu Gin Ser Leu Leu Leu Pro 

595 600 605 

Val Met Asp Gin Asp Tyr Ala Lys Val Leu Leu Leu He Asp Asp Glu 

610 615 620 

Tyr Lys Val Thr Ala Phe Pro Ala Thr Arg Asn Val Leu Arg Gin Leu 

625 630 635 640 

His Glu Leu Ala Pro Ser He Phe Phe Tyr Leu Val Asp Ala Glu Gin 

645 650 655 

Gly Arg Leu Cys Gly Tyr Arg Leu Arg Lys Asp Leu Thr Thr Glu Leu 

660 665 670 

Ser Trp Glu Leu Thr He Pro Pro Glu Val Gin Arg lie Val Lys Val 

675 680 685 



Lys Gly Lys Arg Ser Ser Glu His Val His Ser Gin Gly His Val Met 

690 695 700 
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a 



Gly Asp Arg Ser Val Leu Tyr Lys Ser Leu Asn Pro Asn Leu Leu Ala 

705 710 715 720 

Val Val Thr Glu Ser Thr Asp Ala His His Glu Arg Thr Phe lie Gly 

725 730 735 

He Phe Leu He Asp Gly Val Thr Gly Arg He He His Ser Ser Val 

740 745 750 

Gin Lys Lys Ala Lys Gly Pro Val His He Val His Ser Glu Asn Trp 

755 760 765 

Val Val Tyr Gin Tyr Trp Asn Thr Lys Ala Arg Arg Asn Glu Phe Thr 

770 775 780 

Val Leu Glu Leu Tyr Glu Gly Thr Glu Gin Tyr Asn Ala Thr Ala Phe 

785 790 795 800 

Ser Phe Leu Asp Arg Pro Gin Leu Pro Gin Val Leu Gin Gin Ser Tyr 

805 810 815 

He Phe Pro Ser Ser lie Ser Ala Met Glu Ala Thr He Thr Glu Arg 

820 825 830 

Gly He Thr Ser Arg His Leu Leu He Gly Leu Pro Ser Gly Ala He 

835 840 845 



Leu Ser Leu Pro Lys Ala Leu Leu Asp Pro Arg Arg Pro Glu He Pro 

850 855 860 
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Thr Glu Gin Ser Arg Glu Glu Asn Leu lie Pro Tyr Ser Pro Asp Val 

865 870 875 880 

Gin lie His Ala Glu Arg Phe He Asn Tyr Asn Gin Thr Val Ser Arg 

885 890 895 

Met Arg Gly He Tyr Thr Ala Pro Ser Gly Leu Glu Ser Thr Cys Leu 

900 905 910 

Val Val Ala Tyr Gly Leu Asp He Tyr Gin Thr Arg Val Tyr Pro Ser 

915 920 925 

Lys Gin Phe Asp Val Leu Lys Asp Asp Tyr Asp Tyr Val Leu He Ser 

930 935 940 

Ser Val Leu Phe Gly Leu Val Phe Ala Thr Met He Thr Lys Arg Leu 

945 950 955 960 

Ala Gin Val Lys Leu Leu Asn Arg Ala Trp Arg 

965 970 



<210> 305 
<211> 1085 
<212> DNA 

<213> Homo sapiens 

<220> 
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<221> CDS 

<222> (1)..(813) 

<400> 305 

atg teg ccg ctg ctg ggg etc egg tec gag ctg cag gac ace tgc ace 48 
Met Ser Pro Leu Leu Gly Leu Arg Ser Glu Leu Gin Asp Thr Cys Thr 
15 10 15 

teg ctg gga ctg atg ctg teg gtg gtg ctg etc atg ggg ctg gee cgc 96 
Ser Leu Gly Leu Met Leu Ser Val Val Leu Leu Met Gly Leu Ala Arg 

20 25 30 

gta gtc gee egg cag cag ctg cac agg ccg gtg gec cac gec ttc gtc 144 
Val Val Ala Arg Gin Gin Leu His Arg Pro Val Ala His Ala Phe Val 

35 40 45 

ctg gag ttt eta gee ace ttc cag etc tgc tgc tgc acc cac gag ctg 192 
Leu Glu Phe Leu Ala Thr Phe Gin Leu Cys Cys Cys Thr His Glu Leu 

50 55 60 

caa ctg ctg age gaa cag cac ccc gcg cac ccc acc tgg acg ctg acg 240 
Gin Leu Leu Ser Glu Gin His Pro Ala His Pro Thr Trp Thr Leu Thr 

65 70 75 80 

etc gtc tac ttc ttc teg ctt gtg cat ggc ctg act ctg gtg ggc acg 288 
Leu Val Tyr Phe Phe Ser Leu Val His Gly Leu Thr Leu Val Gly Thr 

85 90 95 

tec age aac ccg tgc ggc gtg atg atg cag atg atg ctg ggg ggc atg 336 
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Ser Ser Asn Pro Cys Gly Val Met Met Gin Met Met Leu Gly Gly Met 
100 105 110 

tec ccc gag acg ggt gcg gtg agg eta ttg get cag ctg gtt agt gee 384 

Ser Pro Glu Thr Gly Ala Val Arg Leu Leu Ala Gin Leu Val Ser Ala 

115 120 125 

ctg tgc age agg tac tgc aca age gee ttg tgg age ttg ggt ctg ace 432 

Leu Cys Ser Arg Tyr Cys Thr Ser Ala Leu Trp Ser Leu Gly Leu Thr 

130 135 140 

cag tat cac gtc age gag agg age ttc get tgc aag aat ccc ate cga 480 

Gin Tyr His Val Ser Glu Arg Ser Phe Ala Cys Lys Asn Pro He Arg 

145 150 155 160 

gtc gac ttg etc aaa gcg gtc ate aca gag gee gtc tgc tec ttt etc 528 

Val Asp Leu Leu Lys Ala Val He Thr Glu Ala Val Cys Ser Phe Leu 

165 170 175 

ttc cac age get ctg ctg cac ttc cag gaa gtc cga ace aag ctt cgt 576 

Phe His Ser Ala Leu Leu His Phe Gin Glu Val Arg Thr Lys Leu Arg 
180 185 190 

ate cac ctg ctg get gca etc ate acc ttt ttg gtc tat gca gga gga 624 

He His Leu Leu Ala Ala Leu He Thr Phe Leu Val Tyr Ala Gly Gly 

195 200 205 

agt eta aca gga get gta ttt aat cca get ttg gca ctt teg eta cat 672 

Ser Leu Thr Gly Ala Val Phe Asn Pro Ala Leu Ala Leu Ser Leu His 
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210 215 220 

ttc atg tgt ttt gat gaa gca ttc cct cag ttt ttt ata gta tac tgg 720 

Phe Met Cys Phe Asp Glu Ala Phe Pro Gin Phe Phe He Val Tyr Trp 

225 230 235 240 

ctg get cct tct tta ggt ata ttg ttg atg att ttg atg ttc age ttt 768 

Leu Ala Pro Ser Leu Gly lie Leu Leu Met He Leu Met Phe Ser Phe 

245 250 255 

ttc ctt cca tgg ctg cat aac aac cat aca att aat aaa aag gaa 813 

Phe Leu Pro Trp Leu His Asn Asn His Thr He Asn Lys Lys Glu 

260 265 270 



taactgttcc aaagactcag actaacatac aggacagtcc agctggatgt gataaagatt 873 



ttatcacctc atatggaaaa caccggctgc actggattca tcagtgttaa cttcctttga 933 



ggaagctgee ttatagtttt catcactggg actttaaaaa aaaattactg tgaaaatgag 993 



gtattctgta cttctcagtt aagacttgtt ctttgagtga tgtattaaat getgetagaa 1053 



aagectcatt acattaaata taaatcaatc tt 1085 



<210> 306 
<211> 271 
<212> PRT 
<213> Homo sapiens 
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<400> 306 

Met Ser Pro Leu Leu Gly Leu Arg Ser Glu Leu Gin Asp Thr Cys Thr 
15 10 15 

Ser Leu Gly Leu Met Leu Ser Val Val Leu Leu Met Gly Leu Ala Arg 

20 25 30 

Val Val Ala Arg Gin Gin Leu His Arg Pro Val Ala His Ala Phe Val 

35 40 45 

Leu Glu Phe Leu Ala Thr Phe Gin Leu Cys Cys Cys Thr His Glu Leu 

50 55 60 

Gin Leu Leu Ser Glu Gin His Pro Ala His Pro Thr Trp Thr Leu Thr 

65 70 75 80 



Leu Val Tyr Phe Phe Ser Leu Val His Gly Leu Thr Leu Val Gly Thr 

85 90 95 

Ser Ser Asn Pro Cys Gly Val Met Met Gin Met Met Leu Gly Gly Met 
100 105 110 

Ser Pro Glu Thr Gly Ala Val Arg Leu Leu Ala Gin Leu Val Ser Ala 

115 120 125 

Leu Cys Ser Arg Tyr Cys Thr Ser Ala Leu Trp Ser Leu Gly Leu Thr 
130 135 140 
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Gin Tyr His Val Ser Glu Arg Ser Phe Ala Cys Lys Asn Pro He Arg 
145 150 155 160 

Val Asp Leu Leu Lys Ala Val He Thr Glu Ala Val Cys Ser Phe Leu 

165 170 175 

Phe His Ser Ala Leu Leu His Phe Gin Glu Val Arg Thr Lys Leu Arg 

180 185 190 

lie His Leu Leu Ala Ala Leu He Thr Phe Leu Val Tyr Ala Gly Gly 

195 200 205 

Ser Leu Thr Gly Ala Val Phe Asn Pro Ala Leu Ala Leu Ser Leu His 

210 215 220 

Phe Met Cys Phe Asp Glu Ala Phe Pro Gin Phe Phe He Val Tyr Trp 

225 230 235 240 

Leu Ala Pro Ser Leu Gly He Leu Leu Met He Leu Met Phe Ser Phe 

245 250 255 

Phe Leu Pro Trp Leu His Asn Asn His Thr He Asn Lys Lys Glu 

260 265 270 



<210> 307 
<211> 2048 
<212> DNA 

<213> Homo sapiens 



118 1 



ffS3£4$ 2000-3062522 



v 4f 5jl 11-194179 



<220> 

<221> CDS 

<222> (97).. (897) 

<400> 307 

aaaacttccg gtgcctgcag agctcggagc ggcggaggca gagaccgagg ctgcaccggc 60 

agaggctgcg gggcggacgc gcgggccggc gcagcc atg gtg aag att age ttc 114 

Met Val Lys He Ser Phe 

1 5 

cag ccc gec gtg get ggc ate aag ggc gac aag get gac aag gcg teg 162 

Gin Pro Ala Val Ala Gly He Lys Gly Asp Lys Ala Asp Lys Ala Ser 

10 15 20 

gcg teg gee cct gcg ccg gec teg gec acc gag ate ctg ctg acg ccg 210 
Ala Ser Ala Pro Ala Pro Ala Ser Ala Thr Glu He Leu Leu Thr Pro 

25 30 35 

get agg gag gag cag ccc cca caa cat cga tec aag agg ggg ggc tea 258 
Ala Arg Glu Glu Gin Pro Pro Gin His Arg Ser Lys Arg Gly Gly Ser 

40 45 50 

gtg ggc ggc gtg tgc tac ctg teg atg ggc atg gtc gtg ctg etc atg 306 
Val Gly Gly Val Cys Tyr Leu Ser Met Gly Met Val Val Leu Leu Met 

55 60 65 70 

ggc etc gtg ttc gee tct gtc tac ate tac aga tac ttc ttc ctt gcg 354 
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Gly Leu Val Phe Ala Ser Val Tyr He Tyr Arg Tyr Phe Phe Leu Ala 

75 80 85 



cag ctg gcc cga gat aac ttc ttc cgc tgt ggt gtg ctg tat gag gac 402 
Gin Leu Ala Arg Asp Asn Phe Phe Arg Cys Gly Val Leu Tyr Glu Asp 
90 95 100 



tec ctg tec tec cag gtc egg act cag atg gag ctg gaa gag gat gtg 450 

Ser Leu Ser Ser Gin Val Arg Thr Gin Met Glu Leu Glu Glu Asp Val 

105 110 115 

aaa ate tac etc gac gag aac tac gag cgc ate aac gtg cct gtg ccc 498 

Lys He Tyr Leu Asp Glu Asn Tyr Glu Arg He Asn Val Pro Val Pro 

120 125 130 

cag ttt ggc ggc ggt gac cct gca gac ate ate cat gac ttc cag egg 546 

Gin Phe Gly Gly Gly Asp Pro Ala Asp lie He His Asp Phe Gin Arg 

135 140 145 150 



ggt ctg act gcg tac cat gat ate tec ctg gac aag tgc tat gtc ate 594 

Gly Leu Thr Ala Tyr His Asp lie Ser Leu Asp Lys Cys Tyr Val He 
155 160 165 

gaa etc aac acc acc att gtg ctg ccc cct cgc aac ttc tgg gag etc 642 

Glu Leu Asn Thr Thr He Val Leu Pro Pro Arg Asn Phe Trp Glu Leu 
170 175 180 



etc atg aac gtg aag agg ggg acc tac ctg ccg cag acg tac ate ate 690 
Leu Met Asn Val Lys Arg Gly Thr Tyr Leu Pro Gin Thr Tyr He He 
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185 190 195 

cag gag gag atg gtg gtc acg gag cat gtc agt gac aag gag gcc ctg 738 
Gin Glu Glu Met Val Val Thr Glu His Val Ser Asp Lys Glu Ala Leu 

200 205 210 

ggg tec ttc ate tac cac ctg tgc aac ggg aaa gac acc tac egg etc 786 
Gly Ser Phe He Tyr His Leu Cys Asn Gly Lys Asp Thr Tyr Arg Leu 

215 220 225 230 

egg cgc egg gca acg egg agg egg ate aac aag cgt ggg gcc aag aac 834 
Arg Arg Arg Ala Thr Arg Arg Arg He Asn Lys Arg Gly Ala Lys Asn 

235 240 245 

tgc aat gcc ate cgc cac ttc gag aac acc ttc gtg gtg gag acg etc 882 
Cys Asn Ala He Arg His Phe Glu Asn Thr Phe Val Val Glu Thr Leu 

250 255 260 

ate tgc ggg gtg gtg tgaggccctc ctcccccaga accccctgcc gtgttcctct 937 
He Cys Gly Val Val 

265 

tttcttcttt ccggctgctc tctggccctc ctccttcccc ctgettaget tgtactttgg 997 

aegegtttet atagaggtga catgtctctc cattcctctc caaccctgcc cacctccctg 1057 

taccagagct gtgatctctc ggtggggggc ccatctctgc tgacctgggt gtggcggagg 1117 

gagaggegat getgeaaagt gttttctgtg tcccactgtc ttgaagctgg gcctgccaaa 1177 
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gcctgggccc acagctgcac cggcagccca aggggaagga ccggttgggg gagccgggca 1237 



tgtgaggccc tgggcaaggg gatggggctg tgggggcggg gcggcatggg cttcagaagt 1297 



atctgcacaa ttagaaaagt cctcagaagc tttttcttgg agggtacact ttcttcactg 1357 



tccctattcc tagacctggg gcttgagctg aggatgggac gatgtgccca gggagggacc 1417 



caccagagca caagagaagg tggctacctg ggggtgtccc agggactctg tcagtgcctt 1477 



cagcccacca gcaggagctt ggagtttggg gagtggggat gagtccgtca agcacaactg 1537 



ttctctgagt ggaaccaaag aagcaaggag ctaggacccc cagtcctgcc ccccaggagc 1597 
acaagcaggg tcccctcagt caaggcagtg ggatgggcgg ctgaggaacg gggcaggcaa 1657 



ggtcactgct cagtcacgtc cacgggggac gagccgtggg ttctgctgag taggtggagc 1717 



tcattgcttt ctccaagctt ggaactgttt tgaaagataa cacagaggga aagggagagc 1777 



cacctggtac ttgtccaccc tgcctcctct gttctgaaat tccatccccc tcagcttagg 1837 



ggaatgcacc tttttccctt tccttctcac ttttgcatgt ttttactgat cattcgatat 1897 



gctaaccgtt ctcagccctg agccttggag aggagggctg taacgccttc agtcagtctc 1957 



tggggatgaa actcttaaat gctttgtata ttttctcaat tagatctctt ttcagaagtg 2017 
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tctatagaac aataaaaatc ttttacttct g 2048 



<210> 308 
<211> 267 
<212> PRT 

<213> Homo sapiens 
<400> 308 

Met Val Lys He Ser Phe Gin Pro Ala Val Ala Gly He Lys Gly Asp 
15 10 15 

Lys Ala Asp Lys Ala Ser Ala Ser Ala Pro Ala Pro Ala Ser Ala Thr 

20 25 30 

Glu He Leu Leu Thr Pro Ala Arg Glu Glu Gin Pro Pro Gin His Arg 

35 40 45 

Ser Lys Arg Gly Gly Ser Val Gly Gly Val Cys Tyr Leu Ser Met Gly 

50 55 60 

Met Val Val Leu Leu Met Gly Leu Val Phe Ala Ser Val Tyr He Tyr 

65 70 75 80 

Arg Tyr Phe Phe Leu Ala Gin Leu Ala Arg Asp Asn Phe Phe Arg Cys 

85 90 95 

Gly Val Leu Tyr Glu Asp Ser Leu Ser Ser Gin Val Arg Thr Gin Met 

100 105 110 
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Glu Leu Glu Glu Asp Val Lys lie Tyr Leu Asp Glu Asn Tyr Glu Arg 

115 120 125 

He Asn Val Pro Val Pro Gin Phe Gly Gly Gly Asp Pro Ala Asp He 

130 135 140 

He His Asp Phe Gin Arg Gly Leu Thr Ala Tyr His Asp lie Ser Leu 

145 150 155 160 

Asp Lys Cys Tyr Val He Glu Leu Asn Thr Thr He Val Leu Pro Pro 

165 170 175 

Arg Asn Phe Trp Glu Leu Leu Met Asn Val Lys Arg Gly Thr Tyr Leu 

180 185 190 

Pro Gin Thr Tyr He He Gin Glu Glu Met Val Val Thr Glu His Val 

195 200 205 

Ser Asp Lys Glu Ala Leu Gly Ser Phe He Tyr His Leu Cys Asn Gly 
210 215 220 

Lys Asp Thr Tyr Arg Leu Arg Arg Arg Ala Thr Arg Arg Arg He Asn 

225 230 235 240 

Lys Arg Gly Ala Lys Asn Cys Asn Ala He Arg His Phe Glu Asn Thr 

245 250 255 

Phe Val Val Glu Thr Leu He Cys Gly Val Val 
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260 265 



<210> 309 
<211> 2682 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (45).. (1466) 

<400> 309 

aggtccgcgg ctgctgctgc gtccgacccc cggccggcgc gggt atg gag ctt ggg 56 

Met Glu Leu Gly 
1 

ggt cac tgg gac atg aac teg gcc ccg agg ctg gtc teg gag acc gca 104 
Gly His Trp Asp Met Asn Ser Ala Pro Arg Leu Val Ser Glu Thr Ala 

5 10 15 20 

gag egg aaa cag gag cag aag aca gga acc gag gcg gag get gcc gac 152 
Glu Arg Lys Gin Glu Gin Lys Thr Gly Thr Glu Ala Glu Ala Ala Asp 

25 30 35 

tec ggt gcc gtc gga gcc cgc cgc ttc ctg etc tgt etc tac ttg gtg 200 
Ser Gly Ala Val Gly Ala Arg Arg Phe Leu Leu Cys Leu Tyr Leu Val 

40 45 50 
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ggc ttc ttg gat ttg ttt ggt gtc age atg gtt gtg cct tta ttg age 248 
Gly Phe Leu Asp Leu Phe Gly Val Ser Met Val Val Pro Leu Leu Ser 

55 60 65 

ctt cat gtc aag tec ctt gga gca agt cca aca gtt get gga ata gta 296 
Leu His Val Lys Ser Leu Gly Ala Ser Pro Thr Val Ala Gly He Val 
70 75 80 

ggc tec tec tat ggc att ttg caa etc ttt tct age aca ttg gtg ggc 344 
Gly Ser Ser Tyr Gly He Leu Gin Leu Phe Ser Ser Thr Leu Val Gly 
85 90 95 100 

tgc tgg age gat gta gtg gga aga egg tct tec ttg ctg gca tgc att 392 
Cys Trp Ser Asp Val Val Gly Arg Arg Ser Ser Leu Leu Ala Cys He 
105 110 115 

eta etc agt get ctg ggc tat etc ctt etc gga gca gee ace aat gtg 440 
Leu Leu Ser Ala Leu Gly Tyr Leu Leu Leu Gly Ala Ala Thr Asn Val 

120 125 130 

ttt ctg ttt gtc ctg get aga gtc ccg gca ggt att ttt aaa cac act 488 
Phe Leu Phe Val Leu Ala Arg Val Pro Ala Gly He Phe Lys His Thr 

135 140 145 

etc tec ate tea agg get eta ctt tct gat gtg gtt cca gag aag gaa 536 
Leu Ser He Ser Arg Ala Leu Leu Ser Asp Val Val Pro Glu Lys Glu 

150 155 160 

e . gp . c . c . R ctt gta a te gg a ear , ttr . aar . ara g r . r . trr gg t gtg ggc ttc 58 4 
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Arg Pro Leu Val He Gly His Phe Asn Thr Ala Ser Gly Val Gly Phe 

165 170 175 180 

ate ttg ggc ccc gtg gtc ggt ggc tat ccc act gaa tta gag gat ggg 632 
lie Leu Gly Pro Val Val Gly Gly Tyr Pro Thr Glu Leu Glu Asp Gly 

185 190 195 

ttt tat etc aca gec ttc ate tgc ttt ttg gtc ttc att etc aat get 680 
Phe Tyr Leu Thr Ala Phe He Cys Phe Leu Val Phe He Leu Asn Ala 

200 205 210 

ggt etc gtt tgg ttc ttt cca tgg agg gaa gca aaa ccg ggc agt aca 728 
Gly Leu Val Trp Phe Phe Pro Trp Arg Glu Ala Lys Pro Gly Ser Thr 

215 220 225 

gag aag ggc ctg cca ttg cga aag acc cat gtg ctg ttg gga agg age 776 
Glu Lys Gly Leu Pro Leu Arg Lys Thr His Val Leu Leu Gly Arg Ser 

230 235 240 

cat gac aca gtg cag gag gca gec acc age cgc aga gee agg gee age 824 
His Asp Thr Val Gin Glu Ala Ala Thr Ser Arg Arg Ala Arg Ala Ser 

245 250 255 260 

aag aag act gec cag ccc tgg gtc gaa gta gtg ttg gec ttg egg aac 872 
Lys Lys Thr Ala Gin Pro Trp Val Glu Val Val Leu Ala Leu Arg Asn 

265 270 275 

atg agg aac ctg ctg ttt tec gaa atg tgg gac ata ttt ctg gtg cgc 920 
-Met Arg Asn Lph Lpu Phe Ser Glu Met Trp Asp Hp Phe Lpu Val Arg 
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280 285 290 

ttg ctg atg gcc atg gca gtc atg ctg tac tac agt aac ttt gtc ctg 968 
Leu Leu Met Ala Met Ala Val Met Leu Tyr Tyr Ser Asn Phe Val Leu 

295 300 305 

gcc ctg gag gag cgc ttt ggg gtg egg ccc aag gtg aca ggc tac etc 1016 
Ala Leu Glu Glu Arg Phe Gly Val Arg Pro Lys Val Thr Gly Tyr Leu 

310 315 320 

ate agt tac age age atg ctg ggg gcc gtg gcc ggc ctt gcc ctg ggg 1064 
lie Ser Tyr Ser Ser Met Leu Gly Ala Val Ala Gly Leu Ala Leu Gly 

325 330 335 340 

cca ate eta egg ctg tac aag cac aac teg cag gca ctg ctg ctg cat 1112 
Pro He Leu Arg Leu Tyr Lys His Asn Ser Gin Ala Leu Leu Leu His 

345 350 355 

tec age ata etc ace tgc aca ctg ctg ctg etc tac tec ttg gcc ccc 1160 
Ser Ser He Leu Thr Cys Thr Leu Leu Leu Leu Tyr Ser Leu Ala Pro 

360 365 370 

ace atg ggt gca gtt gtc etc tec tec act etc ctg tec ttc tec act 1208 
Thr Met Gly Ala Val Val Leu Ser Ser Thr Leu Leu Ser Phe Ser Thr 

375 380 385 

gcc att ggc agg acg tgc ate acg gac etc cag ctg act gtg ggc ggg 1256 
Ala He Gly Arg Thr Cys He Thr Asp Leu Gin Leu Thr Val Gly Gly 

390 395 400 — 
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gcc cag gcc age ggc acc ctt att ggc gtg ggg cag tct gtg act gca 1304 
Ala Gin Ala Ser Gly Thr Leu He Gly Val Gly Gin Ser Val Thr Ala 

405 410 415 420 

gtg ggc cgc ate ate gcc cct etc etc teg ggg gtt gcc cag gag gtc 1352 
Val Gly Arg lie He Ala Pro Leu Leu Ser Gly Val Ala Gin Glu Val 

425 430 435 

age cct tgc ggc ccc ccc age ctg ggt get gtg tta gcc tta gtg gcc 1400 
Ser Pro Cys Gly Pro Pro Ser Leu Gly Ala Val Leu Ala Leu Val Ala 

440 445 450 

att ttc ata atg tct eta aac aag cga cac tct agt ggt gat ggg aat 1448 
He Phe He Met Ser Leu Asn Lys Arg His Ser Ser Gly Asp Gly Asn 
455 460 465 

agt aaa tta aaa agt gag tagatggatt tggacaacat aaagcaacaa 1496 
Ser Lys Leu Lys Ser Glu 
470 

aatttgagat ggttgaatga gggceggagg ccatgatgaa aagggcactt tggaaagggt 1556 
tggggtggaa gggaaatatt tccgggtggg tgtgagctgt tgggcttcca ggtcagctct 1616 
tggecatgea gccatgcctg caggatgatc agaagtcacg gcacctcatg ggaaggttaa 1676 
gactggagca aagcttttcc aaggtgagca tattcagegt ttacctggaa gtctcttctt 1736 



119 2 
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1 1-1 9 4 1 7 9 ^ 

cccacctggg ctaatcaggt tacaattttc aagggtaaac aaactaccag ctacaggata 1796 
gggaagtggt ggtggaataa aagaacatga tacctggagg aagggaagaa accacaagca 1856 
ttttcctact gaaaaatagg gtgacatgtc agtcaaattc tgatcaactg gaacttgagt 1916 
ttccagttaa attccataca ctaggaggga gttttctatc aaaatcctgc agattgaaga 1976 
agctggttta ttagaaccag cctgtcgctt ttcaaagctg gttaaaaata agatactgac 2036 
ctcaccccta gagatgattc agtgggcctg ggtggggcca agaaatccgt ggtgttttgt 2096 
aagcactgct ggcgatttct catggcagta aagaccacac tgagactgca ctgattttga 2156 
ttaaagtaca taggcttggc tgtttttaca cagctaacta aatttggact cttaaaattg 2216 
tgtttgtaat cacagtgtgt tacacctttc ccagctctca gcagttgtac tgcatgatgg 2276 
agcagcgggc ccctgggacc tgttccctgt gctccctgcc tctgagagcc cagcttgctc 2336 
tgaagttgga ctaaaccact tagatgctgg ggttgccaca gcctgctcct ggaagcctgc 2396 
attccagtca ggttgcatcc ttctggtgct gacagaaccc agtggtgaag ccaaagcaca 2456 
ggaatgcttt aaaaatgaac agtttatgca gaataagggt caggagtcat gccagaccag 2516 
aacttgatgc tactgcgtct tgtgttaaga atcatttcct ggccaggctc ggtggctcag 2576 
gcctgtaatc ccagcacttt gggaggctga ggcaggtgaa tcacttggtc aggagatgga 2636 



1193 »2 0 0 0-3 0 6 2 5 2 2 



11-194179 



gaccatcctg gctaacatgg tgaaaccccg tctctactaa aaatac 



2682 



<210> 310 
<211> 474 
<212> PRT 

<213> Homo sapiens 
<400> 310 

Met Glu Leu Gly Gly His Trp Asp Met Asn Ser Ala Pro Arg Leu Val 
1 5 10 15 

Ser Glu Thr Ala Glu Arg Lys Gin Glu Gin Lys Thr Gly Thr Glu Ala 

20 25 30 

Glu Ala Ala Asp Ser Gly Ala Val Gly Ala Arg Arg Phe Leu Leu Cys 

35 40 45 

Leu Tyr Leu Val Gly Phe Leu Asp Leu Phe Gly Val Ser Met Val Val 

50 55 60 

Pro Leu Leu Ser Leu His Val Lys Ser Leu Gly Ala Ser Pro Thr Val 

65 70 75 80 

Ala Gly He Val Gly Ser Ser Tyr Gly He Leu Gin Leu Phe Ser Ser 

85 90 95 

Thr Leu Val Gly Cys Trp Ser Asp Val Val Gly Arg Arg Ser Ser Leu 
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100 



105 



# 



110 



Leu Ala Cys He Leu Leu Ser Ala Leu Gly Tyr Leu Leu Leu Gly Ala 
115 120 125 



Ala Thr Asn Val Phe Leu Phe Val Leu Ala Arg Val Pro Ala Gly He 

130 135 140 



Phe Lys His Thr Leu Ser He Ser Arg Ala Leu Leu Ser Asp Val Val 
145 150 155 160 

Pro Glu Lys Glu Arg Pro Leu Val He Gly His Phe Asn Thr Ala Ser 
165 170 175 

Gly Val Gly Phe lie Leu Gly Pro Val Val Gly Gly Tyr Pro Thr Glu 

180 185 190 



Leu Glu Asp Gly Phe Tyr Leu Thr Ala Phe lie Cys Phe Leu Val Phe 

195 200 205 

He Leu Asn Ala Gly Leu Val Trp Phe Phe Pro Trp Arg Glu Ala Lys 

210 215 220 



Pro Gly Ser Thr Glu Lys Gly Leu Pro Leu Arg Lys Thr His Val Leu 

225 230 235 240 

Leu Gly Arg Ser His Asp Thr Val Gin Glu Ala Ala Thr Ser Arg Arg 

245 250 255 
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Ala Arg Ala Ser Lys Lys Thr Ala Gin Pro Trp Val Glu Val Val Leu 

260 265 270 

Ala Leu Arg Asn Met Arg Asn Leu Leu Phe Ser Glu Met Trp Asp He 

275 280 285 

Phe Leu Val Arg Leu Leu Met Ala Met Ala Val Met Leu Tyr Tyr Ser 

290 295 300 

Asn Phe Val Leu Ala Leu Glu Glu Arg Phe Gly Val Arg Pro Lys Val 

305 310 315 320 

Thr Gly Tyr Leu He Ser Tyr Ser Ser Met Leu Gly Ala Val Ala Gly 

325 330 335 

Leu Ala Leu Gly Pro He Leu Arg Leu Tyr Lys His Asn Ser Gin Ala 

340 345 350 

Leu Leu Leu His Ser Ser He Leu Thr Cys Thr Leu Leu Leu Leu Tyr 

355 360 365 

Ser Leu Ala Pro Thr Met Gly Ala Val Val Leu Ser Ser Thr Leu Leu 

370 375 380 

Ser Phe Ser Thr Ala He Gly Arg Thr Cys He Thr Asp Leu Gin Leu 

385 390 395 400 

Thr Val Gly Gly Ala Gin Ala Ser Gly Thr Leu He Gly Val Gly Gin 

405 410 415 
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# 



Ser Val Thr Ala Val Gly Arg lie lie Ala Pro Leu Leu Ser Gly Val 

420 425 430 

Ala Gin Glu Val Ser Pro Cys Gly Pro Pro Ser Leu Gly Ala Val Leu 

435 440 445 

Ala Leu Val Ala He Phe He Met Ser Leu Asn Lys Arg His Ser Ser 

450 455 460 

Gly Asp Gly Asn Ser Lys Leu Lys Ser Glu 
465 470 



<210> 311 
<211> 2405 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (59).. (2248) 

<400> 311 

gcactcctcc cgggtttctg ctctccgccc gtgtggagtg gtgggggcct gggtggga 58 

atg ggc gtg tgc cag cgc acg cgc get ccc tgg aag gag aag tct cag 106 
Met Gly Val Cys Gin Arg Thr Arg Ala Pro Trp Lys Glu Lys Ser Gin 
15 10 15 
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eta gaa cga gcg gec eta ggt ttt egg aag gga gga tea ggg atg ttt 154 
Leu Glu Arg Ala Ala Leu Gly Phe Arg Lys Gly Gly Ser Gly Met Phe 

20 25 30 



gcg age ggc tgg aac cag acg gtg ccg ata gag gaa gcg ggc tec atg 202 

Ala Ser Gly Trp Asn Gin Thr Val Pro He Glu Glu Ala Gly Ser Met 

35 40 45 

get gee etc ctg ctg ctg ccc ctg ctg ctg ttg eta ccg ctg ctg ctg 250 

Ala Ala Leu Leu Leu Leu Pro Leu Leu Leu Leu Leu Pro Leu Leu Leu 

50 55 60 

ctg aag eta cac etc tgg ccg cag ttg cgc tgg ctt ccg gcg gac ttg 298 

Leu Lys Leu His Leu Trp Pro Gin Leu Arg Trp Leu Pro Ala Asp Leu 

65 70 75 80 



gec ttt gcg gtg cga get ctg tgc tgc 
Ala Phe Ala Val Arg Ala Leu Cys Cys 

85 



aaa agg get ctt cga get cgc 346 
Lys Arg Ala Leu Arg Ala Arg 

90 95 



gee ctg gee gcg get gec gec gac ccg gaa ggt ccc gag ggg ggc tgc 394 
Ala Leu Ala Ala Ala Ala Ala Asp Pro Glu Gly Pro Glu Gly Gly Cys 
100 105 110 



age ctg gee tgg cgc etc gcg gaa ctg gee cag cag cgc gee gcg cac 442 
Ser Leu Ala Trp Arg Leu Ala Glu Leu Ala Gin Gin Arg Ala Ala His 

115 120 125 
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acc ttt etc att cac ggc teg egg cgc ttt age tac tea gag gcg gag 490 
Thr Phe Leu He His Gly Ser Arg Arg Phe Ser Tyr Ser Glu Ala Glu 

130 135 140 

cgc gag agt aac agg get gca cgc gec ttc eta cgt gcg eta ggc tgg 538 
Arg Glu Ser Asn Arg Ala Ala Arg Ala Phe Leu Arg Ala Leu Gly Trp 

145 150 155 160 

gac tgg gga ccc gac ggc ggc gac age ggc gag ggg age get gga gaa 586 
Asp Trp Gly Pro Asp Gly Gly Asp Ser Gly Glu Gly Ser Ala Gly Glu 
165 170 175 

ggc gag egg gca gcg ccg gga gee gga gat gca gcg gee gga age ggc 634 
Gly Glu Arg Ala Ala Pro Gly Ala Gly Asp Ala Ala Ala Gly Ser Gly 

180 185 190 



gcg gag ttt gee gga ggg gac ggt gec gee aga ggt gga gga gec gee 682 

Ala Glu Phe Ala Gly Gly Asp Gly Ala Ala Arg Gly Gly Gly Ala Ala 

195 200 205 

gee cct ctg tea cct gga gca act gtg gcg ctg etc etc ccc get ggc 730 

Ala Pro Leu Ser Pro Gly Ala Thr Val Ala Leu Leu Leu Pro Ala Gly 

210 215 220 



cca gag ttt ctg tgg etc tgg ttc ggg ctg gee aag gee ggc ctg cgc 778 
Pro Glu Phe Leu Trp Leu Trp Phe Gly Leu Ala Lys Ala Gly Leu Arg 

225 230 235 240 

act gec ttt gtg ccc acc gec ctg cgc egg ggc ccc ctg ctg cac tgc 826 
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Thr Ala Phe Val Pro Thr Ala Leu Arg Arg Gly Pro Leu Leu His Cys 

245 250 255 

etc cgc age tgc ggc gcg cgc gcg ctg gtg ctg gcg cca gag ttt ctg 874 
Leu Arg Ser Cys Gly Ala Arg Ala Leu Val Leu Ala Pro Glu Phe Leu 

260 265 270 

gag tec ctg gag ccg gac ctg ccc gec ctg aga gee atg ggg etc cac 922 
Glu Ser Leu Glu Pro Asp Leu Pro Ala Leu Arg Ala Met Gly Leu His 

275 280 285 

ctg tgg get gca ggc cca gga ace cac cct get gga att age gat ttg 970 
Leu Trp Ala Ala Gly Pro Gly Thr His Pro Ala Gly He Ser Asp Leu 

290 295 300 

ctg get gaa gtg tec get gaa gtg gat ggg cca gtg cca gga tac etc 1018 
Leu Ala Glu Val Ser Ala Glu Val Asp Gly Pro Val Pro Gly Tyr Leu 

305 310 315 320 

tct tec ccc cag age ata aca gac acg tgc ctg tac ate ttc ace tct 1066 
Ser Ser Pro Gin Ser He Thr Asp Thr Cys Leu Tyr He Phe Thr Ser 

325 330 335 

ggc ace acg ggc etc ccc aag get get egg ate agt cat ctg aag ate 1114 
Gly Thr Thr Gly Leu Pro Lys Ala Ala Arg He Ser His Leu Lys He 

340 345 350 

ctg caa tgc cag ggc ttc tat cag ctg tgt ggt gtc cac cag gaa gat 1162 
Leu Gin Cys Gin Gly Phe Tyr Gin Leu Cys Gly Val His Gin Glu Asp 
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355 



360 



365 



gtg ate tac etc gec etc cca etc tac cac atg tec ggt tec ctg ctg 1210 
Val He Tyr Leu Ala Leu Pro Leu Tyr His Met Ser Gly Ser Leu Leu 

370 375 380 

ggc ate gtg ggc tgc atg ggc att ggg gee aca gtg gtg ctg aaa tec 1258 
Gly He Val Gly Cys Met Gly He Gly Ala Thr Val Val Leu Lys Ser 

385 390 395 400 

aag ttc teg get ggt cag ttc tgg gaa gat tgc cag cag cac agg gtg 1306 
Lys Phe Ser Ala Gly Gin Phe Trp Glu Asp Cys Gin Gin His Arg Val 
405 410 415 

acg gtg ttc cag tac att ggg gag ctg tgc cga tac ctt gtc aac cag 1354 
Thr Val Phe Gin Tyr He Gly Glu Leu Cys Arg Tyr Leu Val Asn Gin 

420 425 430 

ccc ccg age aag gca gaa cgt ggc cat aag gtc egg ctg gca gtg ggc 1402 
Pro Pro Ser Lys Ala Glu Arg Gly His Lys Val Arg Leu Ala Val Gly 
435 440 445 

age ggg ctg cgc cca gat ace tgg gag cgt ttt gtg egg cgc ttc ggg 1450 
Ser Gly Leu Arg Pro Asp Thr Trp Glu Arg Phe Val Arg Arg Phe Gly 

450 455 460 



ccc ctg cag gtg ctg gag aca tat gga ctg aca gag ggc aac gtg gee 1498 
Pro Leu Gin Val Leu Glu Thr Tyr Gly Leu Thr Glu Gly Asn Val Ala 

465 470 475 480 
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acc ate aac tac aca gga cag egg ggc get gtg ggg cgt get tec tgg 1546 

Thr He Asn Tyr Thr Gly Gin Arg Gly Ala Val Gly Arg Ala Ser Trp 

485 490 495 

ctt tac aag cat ate ttc ccc ttc tec ttg att cgc tat gat gtc acc 1594 

Leu Tyr Lys His He Phe Pro Phe Ser Leu He Arg Tyr Asp Val Thr 

500 505 510 

aca gga gag cca att egg gac ccc cag ggg cac tgt atg gee aca tct 1642 

Thr Gly Glu Pro He Arg Asp Pro Gin Gly His Cys Met Ala Thr Ser 

515 520 525 

cca ggt gag cca ggg ctg ctg gtg gec ccg gta age cag cag tec cca 1690 

Pro Gly Glu Pro Gly Leu Leu Val Ala Pro Val Ser Gin Gin Ser Pro 

530 535 540 

ttc ctg ggc tat get ggc ggg cca gag ctg gee cag ggg aag ttg eta 1738 

Phe Leu Gly Tyr Ala Gly Gly Pro Glu Leu Ala Gin Gly Lys Leu Leu 

545 550 555 560 

aag gat gtc ttc egg cct ggg gat gtt ttc ttc aac act ggg gac ctg 1786 

Lys Asp Val Phe Arg Pro Gly Asp Val Phe Phe Asn Thr Gly Asp Leu 

565 570 575 

ctg gtc tgc gat gac caa ggt ttt etc cgc ttc cat gat cgt act gga 1834 

Leu Val Cys Asp Asp Gin Gly Phe Leu Arg Phe His Asp Arg Thr Gly 

580 585 590 
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gac acc ttc agg tgg aag ggg gag aat gtg gcc aca acc gag gtg gca 1882 

Asp Thr Phe Arg Trp Lys Gly Glu Asn Val Ala Thr Thr Glu Val Ala 

595 600 605 

gag gtc ttc gag gcc eta gat ttt ctt cag gag gtg aac gtc tat gga 1930 

Glu Val Phe Glu Ala Leu Asp Phe Leu Gin Glu Val Asn Val Tyr Gly 

610 615 620 

gtc act gtg cca ggg cat gaa ggc agg get gga atg gca gcc eta gtt 1978 

Val Thr Val Pro Gly His Glu Gly Arg Ala Gly Met Ala Ala Leu Val 

625 630 635 640 

ctg cgt ccc ccc cac get ttg gac ctt atg cag etc tac acc cac gtg 2026 

Leu Arg Pro Pro His Ala Leu Asp Leu Met Gin Leu Tyr Thr His Val 

645 650 655 

tct gag aac ttg cca cct tat gcc egg ccc cga ttc etc agg etc cag 2074 

Ser Glu Asn Leu Pro Pro Tyr Ala Arg Pro Arg Phe Leu Arg Leu Gin 

660 665 670 

gag tct ttg gcc acc aca gag acc ttc aaa cag cag aaa gtt egg atg 2122 

Glu Ser Leu Ala Thr Thr Glu Thr Phe Lys Gin Gin Lys Val Arg Met 

675 680 685 

gca aat gag ggc ttc gac ccc age acc ctg tct gac cca ctg tac gtt 2170 

Ala Asn Glu Gly Phe Asp Pro Ser Thr Leu Ser Asp Pro Leu Tyr Val 

690 695 700 

ctg gac cag get gta ggt gcc tac ctg ccc etc aca act gcc egg tac 2218 
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Leu Asp Gin Ala Val Gly Ala Tyr Leu Pro Leu Thr Thr Ala Arg Tyr 

705 710 715 720 

age gec etc ctg gca gga aac ctt cga ate tgagaacttc cacacctgag 2268 
Ser Ala Leu Leu Ala Gly Asn Leu Arg He 

725 730 

gcacctgaga gaggaactct gtggggtggg ggccgttgca ggtgtactgg gctgtcaggg 2328 
atcttttcta taccagaact geggtcacta ttttgtaata aatgtggctg gagctgatcc 2388 
agctgtctct gacctac 2405 

<210> 312 
<211> 730 
<212> PRT 

<213> Homo sapiens 
<400> 312 

Met Gly Val Cys Gin Arg Thr Arg Ala Pro Trp Lys Glu Lys Ser Gin 
15 10 15 

Leu Glu Arg Ala Ala Leu Gly Phe Arg Lys Gly Gly Ser Gly Met Phe 

20 25 30 

Ala Ser Gly Trp Asn Gin Thr Val Pro He Glu Glu Ala Gly Ser Met 

35 40 45 
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Ala Ala Leu Leu Leu Leu Pro Leu Leu Leu Leu Leu Pro Leu Leu Leu 

50 55 60 

Leu Lys Leu His Leu Trp Pro Gin Leu Arg Trp Leu Pro Ala Asp Leu 

65 70 75 80 

Ala Phe Ala Val Arg Ala Leu Cys Cys Lys Arg Ala Leu Arg Ala Arg 

85 90 95 

Ala Leu Ala Ala Ala Ala Ala Asp Pro Glu Gly Pro Glu Gly Gly Cys 
100 105 110 

Ser Leu Ala Trp Arg Leu Ala Glu Leu Ala Gin Gin Arg Ala Ala His 

115 120 125 

Thr Phe Leu He His Gly Ser Arg Arg Phe Ser Tyr Ser Glu Ala Glu 

130 135 140 

Arg Glu Ser Asn Arg Ala Ala Arg Ala Phe Leu Arg Ala Leu Gly Trp 

145 150 155 160 

Asp Trp Gly Pro Asp Gly Gly Asp Ser Gly Glu Gly Ser Ala Gly Glu 

165 170 175 

Gly Glu Arg Ala Ala Pro Gly Ala Gly Asp Ala Ala Ala Gly Ser Gly 

180 185 190 

Ala Glu Phe Ala Gly Gly Asp Gly Ala Ala Arg Gly Gly Gly Ala Ala 

195 200 205 
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Ala Pro Leu Ser Pro Gly Ala Thr Val Ala Leu Leu Leu Pro Ala Gly 

210 215 220 

Pro Glu Phe Leu Trp Leu Trp Phe Gly Leu Ala Lys Ala Gly Leu Arg 

225 230 235 240 

Thr Ala Phe Val Pro Thr Ala Leu Arg Arg Gly Pro Leu Leu His Cys 

245 250 255 

Leu Arg Ser Cys Gly Ala Arg Ala Leu Val Leu Ala Pro Glu Phe Leu 

260 265 270 

Glu Ser Leu Glu Pro Asp Leu Pro Ala Leu Arg Ala Met Gly Leu His 

275 280 285 

Leu Trp Ala Ala Gly Pro Gly Thr His Pro Ala Gly He Ser Asp Leu 

290 295 300 

Leu Ala Glu Val Ser Ala Glu Val Asp Gly Pro Val Pro Gly Tyr Leu 

305 310 315 320 

Ser Ser Pro Gin Ser lie Thr Asp Thr Cys Leu Tyr He Phe Thr Ser 

325 330 335 

Gly Thr Thr Gly Leu Pro Lys Ala Ala Arg lie Ser His Leu Lys He 

340 345 350 

Leu Gin Cys Gin Gly Phe Tyr Gin Leu Cys Gly Val His Gin Glu Asp 
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355 360 365 

Val He Tyr Leu Ala Leu Pro Leu Tyr His Met Ser Gly Ser Leu Leu 

370 375 380 

Gly He Val Gly Cys Met Gly He Gly Ala Thr Val Val Leu Lys Ser 

385 390 395 400 

Lys Phe Ser Ala Gly Gin Phe Trp Glu Asp Cys Gin Gin His Arg Val 

405 410 415 

Thr Val Phe Gin Tyr He Gly Glu Leu Cys Arg Tyr Leu Val Asn Gin 

420 425 430 

Pro Pro Ser Lys Ala Glu Arg Gly His Lys Val Arg Leu Ala Val Gly 

435 440 445 

Ser Gly Leu Arg Pro Asp Thr Trp Glu Arg Phe Val Arg Arg Phe Gly 

450 455 460 

Pro Leu Gin Val Leu Glu Thr Tyr Gly Leu Thr Glu Gly Asn Val Ala 

465 470 475 480 

Thr He Asn Tyr Thr Gly Gin Arg Gly Ala Val Gly Arg Ala Ser Trp 

485 490 495 

Leu Tyr Lys His He Phe Pro Phe Ser Leu lie Arg Tyr Asp Val Thr 

500 505 510 
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Thr Gly Glu Pro He Arg Asp Pro Gin Gly His Cys Met Ala Thr Ser 

515 520 525 

Pro Gly Glu Pro Gly Leu Leu Val Ala Pro Val Ser Gin Gin Ser Pro 

530 535 540 

Phe Leu Gly Tyr Ala Gly Gly Pro Glu Leu Ala Gin Gly Lys Leu Leu 

545 550 555 560 

Lys Asp Val Phe Arg Pro Gly Asp Val Phe Phe Asn Thr Gly Asp Leu 

565 570 575 

Leu Val Cys Asp Asp Gin Gly Phe Leu Arg Phe His Asp Arg Thr Gly 

580 585 590 

Asp Thr Phe Arg Trp Lys Gly Glu Asn Val Ala Thr Thr Glu Val Ala 

595 600 605 

Glu Val Phe Glu Ala Leu Asp Phe Leu Gin Glu Val Asn Val Tyr Gly 

610 615 620 

Val Thr Val Pro Gly His Glu Gly Arg Ala Gly Met Ala Ala Leu Val 

625 630 635 640 

Leu Arg Pro Pro His Ala Leu Asp Leu Met Gin Leu Tyr Thr His Val 

645 650 655 

Ser Glu Asn Leu Pro Pro Tyr Ala Arg Pro Arg Phe Leu Arg Leu Gin 

660 665 670 
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Glu Ser Leu Ala Thr Thr Glu Thr 

675 680 

Ala Asn Glu Gly Phe Asp Pro Ser 

690 695 

Leu Asp Gin Ala Val Gly Ala Tyr 

705 710 

Ser Ala Leu Leu Ala Gly Asn Leu 

725 



Phe Lys Gin Gin Lys Val Arg Met 

685 

Thr Leu Ser Asp Pro Leu Tyr Val 

700 

Leu Pro Leu Thr Thr Ala Arg Tyr 

715 720 

Arg He 

730 



<210> 313 

<211> 2568 

<212> DNA 

<213> Homo sapiens 

<220> 
<22i> CDS 

<222> (382) .. (1680) 



<400> 313 

tccgatccca ttccatccgt tcctcgtctc ctcccggtct gacccgttgc ccggccgtgg 60 



ttcgccacac caggcatcca aagctgaggt cgctcctacg gcctgggctc gccttcgctt 120 



tagagatgtt tggcctcttc cctcccaaac agcccatctt caaaacctgg actcttggac 180 
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tggcacctgg ccacctttcc ctctaccaag actccacttc cgtcttaccc acttcttcct 240 

cagattcttg gtaccccctg ggttggagac tgctcatttt cctcccaaat taatcccaga 300 

ccccctaaaa tattgacaac cttgacaacc ccccaaccga ggagccagac tttgttttgg 360 

actaacttcc atagccctgt c atg gag gca gtg tac ctg gta gtg aat ggg 411 

Met Glu Ala Val Tyr Leu Val Val Asn Gly 

1 5 10 

ttg ggc ctg gtg ctg gac gtg ctg acc ttg gtg ttg gac etc aac ttc 459 
Leu Gly Leu Val Leu Asp Val Leu Thr Leu Val Leu Asp Leu Asn Phe 

15 20 25 

ctg ctg gtg tec tec etc ctg get tec ctg gee tgg etc ctg gee ttc 507 
Leu Leu Val Ser Ser Leu Leu Ala Ser Leu Ala Trp Leu Leu Ala Phe 

30 35 40 

gtc tac aac ctg ccg cac acg gta ctg act agt ctt ctg cac ttg ggc 555 
Val Tyr Asn Leu Pro His Thr Val Leu Thr Ser Leu Leu His Leu Gly 

45 50 55 

cgc gga gtc ttg ctt tea ttg ctg gee ttg ate gaa gee gtg gtc egg 603 
Arg Gly Val Leu Leu Ser Leu Leu Ala Leu He Glu Ala Val Val Arg 

60 65 70 

ttc aca tgt ggg ggc ttg cag gee ttg tgt act ctg ctg tat age tgc 651 
Phe Thr Cys Gly Gly Leu Gin Ala Leu Cys Thr Leu Leu Tyr Ser Cys 
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75 80 85 90 

tgc tct ggc eta gag age eta aag etc ctg ggg cac ctg gee tct cat 699 

Cys Ser Gly Leu Glu Ser Leu Lys Leu Leu Gly His Leu Ala Ser His 

95 100 105 



747 



ggg gca ctg egg age agg gag ata ctg cac egg ggc gtc etc aat gtg 
Gly Ala Leu Arg Ser Arg Glu He Leu His Arg Gly Val Leu Asn Val 
110 115 120 



gtc tec agt ggc cat get ttg ctg cgc cag gee tgt gac ate tgt gee 795 
Val Ser Ser Gly His Ala Leu Leu Arg Gin Ala Cys Asp lie Cys Ala 
125 130 135 

att gee atg age ctg gtg get tat gtg ate aac age ctg gtc aac ate 843 
He Ala Met Ser Leu Val Ala Tyr Val He Asn Ser Leu Val Asn lie 
140 145 150 

tgc etc ate ggc act cag aac etc ttt tec ctg gtg ctg gee ctg tgg 891 
Cys Leu He Gly Thr Gin Asn Leu Phe Ser Leu Val Leu Ala Leu Trp 

155 160 165 170 

gat gca gtg acc ggg cct ctg tgg agg atg aca gac gta gtg get gee 939 
Asp Ala Val Thr Gly Pro Leu Trp Arg Met Thr Asp Val Val Ala Ala 
175 180 185 

ttc eta gee cac att tec age agt get gtg gee atg gee ate etc ctt 987 
Phe Leu Ala His lie Ser Ser Ser Ala Val Ala Met Ala He Leu Leu 

190 195 200 
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tgg aca ccc tgc caa eta gec ctg gag ctg ctg gec tea get gee cgc 1035 

Trp Thr Pro Cys Gin Leu Ala Leu Glu Leu Leu Ala Ser Ala Ala Arg 

205 210 215 

etc ctg gec age ttt gtg ctt gtc aat etc act ggc ttg gtg ttg eta 1083 

Leu Leu Ala Ser Phe Val Leu Val Asn Leu Thr Gly Leu Val Leu Leu 

220 225 230 

get tgt gtg ctg gca gtg acg gtg act gtg ttg cat ccg gac ttc ace 1131 

Ala Cys Val Leu Ala Val Thr Val Thr Val Leu His Pro Asp Phe Thr 

235 240 245 250 

ctg agg ctg get acc cag gca etc age cag etc cat gee egg cca tec 1179 

Leu Arg Leu Ala Thr Gin Ala Leu Ser Gin Leu His Ala Arg Pro Ser 

255 260 265 



tac cac cgt ctt cga gag gat gtc atg egg etc tct cgc eta gca ctg 1227 
Tyr His Arg Leu Arg Glu Asp Val Met Arg Leu Ser Arg Leu Ala Leu 

270 275 280 

ggc tea gag gec tgg cgc cga gtc tgg age cgc agt ctg cag ctg gcg 1275 
Gly Ser Glu Ala Trp Arg Arg Val Trp Ser Arg Ser Leu Gin Leu Ala 

285 290 295 

agt tgg cca aac egg gga ggg gca cct gga get ccc cag ggt gac cct 1323 
Ser Trp Pro Asn Arg Gly Gly Ala Pro Gly Ala Pro Gin Gly Asp Pro 

300 305 310 



12 12 



fflfE# 2000-3062522 



11—194179 



atg agg gta ttc tea gtt agg acc egg aga cag gac act ctt cct gaa 
Met Arg Val Phe Ser Val Arg Thr Arg Arg Gin Asp Thr Leu Pro Glu 

315 320 325 330 



1371 



gcg ggg cgc aga tea gag gca gaa gag gag gag gee agg acc ate aga 
Ala Gly Arg Arg Ser Glu Ala Glu Glu Glu Glu Ala Arg Thr He Arg 

335 340 345 



1419 



gtg aca cct gtc agg ggc cga gag agg etc aat gag gag gag cct cca 1467 
Val Thr Pro Val Arg Gly Arg Glu Arg Leu Asn Glu Glu Glu Pro Pro 

350 355 360 

ggt ggg caa gac cct tgg aaa ttg ctg aag gag caa gag gag egg aag 1515 
Gly Gly Gin Asp Pro Trp Lys Leu Leu Lys Glu Gin Glu Glu Arg Lys 

365 370 375 

aag tgt gtc ate tgc cag gac cag age aag aca gtg ttg etc ctg ccc 1563 
Lys Cys Val He Cys Gin Asp Gin Ser Lys Thr Val Leu Leu Leu Pro 

380 385 390 

tgc egg cat ctg tgc ctg tgc cag gee tgc act gaa ate ctg atg cgc 1611 
Cys Arg His Leu Cys Leu Cys Gin Ala Cys Thr Glu He Leu Met Arg 
395 400 405 410 

cac ccc gtc tac cac cgc aat tgc ccg etc tgc cgc egg ggc ate ctg 1659 
His Pro Val Tyr His Arg Asn Cys Pro Leu Cys Arg Arg Gly He Leu 

415 420 425 

cag acc etc aat gtc tac etc tgaagcctcc ttccctgcct gcccacccct 1710 



12 13 



2000-3062522 



4#¥ 11 — 194179 

Gin Thr Leu Asn Val Tyr Leu 
430 

ccatgctcca cgcaggcact cacgctagga cagcattaac acctcatctc cgggtcctgg 1770 
tctgaatccc ctcctacccc tgtggccatc ctgccataca tccaggacat tgagttggaa 1830 
gactatgatc tgggtggggg caggataaca tggcttctct ttacccagtg ggtcccttcg 1890 
atgctgaggg tggtgagtat gtcactatgc aagggccctg agactatttg ctgtgggctc 1950 
tcctccagcc tgcccagggc ccacccagat gcctctgggg ttacccctgt ctgcttctgg 2010 
tttttctgtt ggagatctat aggtcctttt cctgcctcct tcacatttcc tccccagctt 2070 
ttgcggccac aacacatcag tgtcatttgg gtgttttggc aactcagggg ccttcggatg 2130 
atcttaaacc tttgtgttca gccagagccc ctgtgccctg gtaggcgttg gggttagtat 2190 
ctctcgggtg ccctcagagc cacctctgcc tgtgatcgtc tgatgaggct ccctcccaac 2250 
ctgatccaaa agccagtctc aggagtttac ccctgggatg ggggatgcat ctgcacctga 2310 
ctttggggcc acgtgccctg tggcacccca gctcactggg agtctcagga gggataaccg 2370 
gatttctgct ctttcccctg tcactcccac atcacacaga aaaatggcat tcctctctgt 2430 
ctctccctgg catggagagg gcagactgtg cacatttcac tagggttcaa atacagaagg 2490 



12 14 



2000-3062522 



1 1 - 1 9 4 1 7 9 

gcccagggcc caggggcttg cagcttcgtg aggggtctcc ggcccagttt ccaatgaata 2550 
aagttctctt gacagctc 2568 



<210> 314 
<211> 433 
<212> PRT 

<213> Homo sapiens 
<400> 314 

Met Glu Ala Val Tyr Leu Val Val Asn Gly Leu Gly Leu Val Leu Asp 
1 5 10 15 

Val Leu Thr Leu Val Leu Asp Leu Asn Phe Leu Leu Val Ser Ser Leu 

20 25 30 

Leu Ala Ser Leu Ala Trp Leu Leu Ala Phe Val Tyr Asn Leu Pro His 

35 40 45 

Thr Val Leu Thr Ser Leu Leu His Leu Gly Arg Gly Val Leu Leu Ser 

50 55 60 

Leu Leu Ala Leu He Glu Ala Val Val Arg Phe Thr Cys Gly Gly Leu 

65 70 75 80 

Gin Ala Leu Cys Thr Leu Leu Tyr Ser Cys Cys Ser Gly Leu Glu Ser 

85 90 95 
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ffi!E4# 2000-3062522 



#5£ 11-194179 



Leu Lys Leu Leu Gly His Leu Ala Ser His Gly Ala Leu Arg Ser Arg 
100 105 110 



Glu He Leu His Arg Gly Val Leu Asn Val Val Ser Ser Gly His Ala 

115 120 125 

Leu Leu Arg Gin Ala Cys Asp lie Cys Ala lie Ala Met Ser Leu Val 
130 135 140 

Ala Tyr Val He Asn Ser Leu Val Asn He Cys Leu He Gly Thr Gin 

145 150 155 160 

Asn Leu Phe Ser Leu Val Leu Ala Leu Trp Asp Ala Val Thr Gly Pro 
165 170 175 



Leu Trp Arg Met Thr Asp Val Val 
180 

Ser Ser Ala Val Ala Met Ala He 

195 200 



Ala Ala Phe Leu Ala His He Ser 

185 190 

Leu Leu Trp Thr Pro Cys Gin Leu 

205 



Ala Leu Glu Leu Leu Ala Ser Ala Ala Arg Leu Leu Ala Ser Phe Val 

210 215 220 

Leu Val Asn Leu Thr Gly Leu Val Leu Leu Ala Cys Val Leu Ala Val 

225 230 235 240 

Thr Val Thr Val Leu His Pro Asp Phe Thr Leu Arg Leu Ala Thr Gin 

245 250 255 
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ffiKE# 2000-3062522 



# ¥ 11-194179 



Ala Leu Ser Gin Leu His Ala Arg Pro Ser Tyr His Arg Leu Arg Glu 

260 265 270 

Asp Val Met Arg Leu Ser Arg Leu Ala Leu Gly Ser Glu Ala Trp Arg 

275 280 285 

Arg Val Trp Ser Arg Ser Leu Gin Leu Ala Ser Trp Pro Asn Arg Gly 

290 295 300 

Gly Ala Pro Gly Ala Pro Gin Gly Asp Pro Met Arg Val Phe Ser Val 

305 310 315 320 

Arg Thr Arg Arg Gin Asp Thr Leu Pro Glu Ala Gly Arg Arg Ser Glu 

325 330 335 

Ala Glu Glu Glu Glu Ala Arg Thr lie Arg Val Thr Pro Val Arg Gly 

340 345 350 

Arg Glu Arg Leu Asn Glu Glu Glu Pro Pro Gly Gly Gin Asp Pro Trp 

355 360 365 

Lys Leu Leu Lys Glu Gin Glu Glu Arg Lys Lys Cys Val He Cys Gin 

370 375 380 

Asp Gin Ser Lys Thr Val Leu Leu Leu Pro Cys Arg His Leu Cys Leu 

385 390 395 400 



Cys Gin Ala Cys Thr Glu He Leu Met Arg His Pro Val Tyr His Arg 



12 17 



tfJSE4# 2000-3062522 




11 — 194179 



405 410 415 

Asn Cys Pro Leu Cys Arg Arg Gly He Leu Gin Thr Leu Asn Val Tyr 

420 425 430 



<210> 315 

<211> 3624 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (16).. (1410) 
<400> 315 

aagattttcg gcccc atg gcc age gtc ggg aac atg gat gag aaa tec aac 51 
Met Ala Ser Val Gly Asn Met Asp Glu Lys Ser Asn 
1 5 10 

aag ctg ctg eta get ttg gtg atg etc ttc eta ttt gcc gtg ate gtc 99 
Lys Leu Leu Leu Ala Leu Val Met Leu Phe Leu Phe Ala Val He Val 

15 20 25 

etc caa tac gtg tgc ccc ggc aca gaa tgc cag etc etc cgc ctg cag 147 
Leu Gin Tyr Val Cys Pro Gly Thr Glu Cys Gin Leu Leu Arg Leu Gin 



12 18 



2000-3062522 



11 — 194179 



30 



35 



40 



gcg ttc age tec ccg gtg ccg gac ccg tac cgc teg gag gat gag age 195 

Ala Phe Ser Ser Pro Val Pro Asp Pro Tyr Arg Ser Glu Asp Glu Ser 

45 50 55 60 

tec gee agg ttc gtg ccc cgc tac aat ttc ace cgc ggc gac etc ctg 243 

Ser Ala Arg Phe Val Pro Arg Tyr Asn Phe Thr Arg Gly Asp Leu Leu 

65 70 75 



cgc aag gta gac ttc gac ate aag ggc gat gac ctg ate gtg ttc ctg 291 

Arg Lys Val Asp Phe Asp He Lys Gly Asp Asp Leu He Val Phe Leu 
80 85 90 

cac ate cag aag acc ggg ggc ace act ttc ggc cgc cac ttg gtg cgt 339 

His He Gin Lys Thr Gly Gly Thr Thr Phe Gly Arg His Leu Val Arg 

95 100 105 



aac ate cag ctg gag cag ccg tgc gag tgc cgc gtg ggt cag aag aaa 387 

Asn He Gin Leu Glu Gin Pro Cys Glu Cys Arg Val Gly Gin Lys Lys 

110 115 120 

tgc act tgc cac egg ccg ggt aag egg gaa acc tgg etc ttc tec agg 435 

Cys Thr Cys His Arg Pro Gly Lys Arg Glu Thr Trp Leu Phe Ser Arg 

125 130 135 140 

ttc tec acg ggc tgg age tgc ggg ttg cac gee gac tgg acc gag etc 483 

Phe Ser Thr Gly Trp Ser Cys Gly Leu His Ala Asp Trp Thr Glu Leu 

145 150 155 
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ffiHf# 2000-3062522 



11-194179 



acc age tgt gtg ccc tec gtg gtg gac ggc aag cgc gac gec agg ctg 531 
Thr Ser Cys Val Pro Ser Val Val Asp Gly Lys Arg Asp Ala Arg Leu 
160 165 170 

aga ccg tec agg aac ttc cac tac ate acc ate etc cga gac cca gtg 579 
Arg Pro Ser Arg Asn Phe His Tyr lie Thr He Leu Arg Asp Pro Val 

175 180 185 

tec egg tac ttg agt gag tgg agg cat gtc cag aga ggg gca aca tgg 627 
Ser Arg Tyr Leu Ser Glu Trp Arg His Val Gin Arg Gly Ala Thr Trp 

190 195 200 

aaa gca tec ctg cat gtc tgc gat gga agg cct cca acc tec gaa gag 675 
Lys Ala Ser Leu His Val Cys Asp Gly Arg Pro Pro Thr Ser Glu Glu 

205 210 215 220 

ctg ccc age tgc tac act ggc gat gac tgg tct ggc tgc ccc etc aaa 723 
Leu Pro Ser Cys Tyr Thr Gly Asp Asp Trp Ser Gly Cys Pro Leu Lys 

225 230 235 

gag ttt atg gac tgt ccc tac aat eta gee aac aac cgc cag gtg cgc 771 
Glu Phe Met Asp Cys Pro Tyr Asn Leu Ala Asn Asn Arg Gin Val Arg 

240 245 250 

atg etc tec gac ctg acc ctg gta ggc tgc tac aac etc tct gtc atg 819 
Met Leu Ser Asp Leu Thr Leu Val Gly Cys Tyr Asn Leu Ser Val Met 

255 260 265 
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mH4# 2000-3062522 



11-194179 



cct gaa aag caa aga aac aag gtc ctt ctg gaa agt gcc aag tea aat 867 
Pro Glu Lys Gin Arg Asn Lys Val Leu Leu Glu Ser Ala Lys Ser Asn 

270 275 280 

ctg agg cac atg gcg ttc ttc ggc etc act gag ttt cag egg aag ace 915 
Leu Arg His Met Ala Phe Phe Gly Leu Thr Glu Phe Gin Arg Lys Thr 

285 290 295 300 

caa tat ctg ttt gag aaa ace ttc aac atg aac ttt att teg cca ttt 963 
Gin Tyr Leu Phe Glu Lys Thr Phe Asn Met Asn Phe He Ser Pro Phe 

305 310 315 

acc cag tat aat acc act agg gcc tct agt gta gag ate aat gag gaa 1011 
Thr Gin Tyr Asri Thr Thr Arg Ala Ser Ser Val Glu lie Asn Glu Glu 

320 325 330 

att caa aag cgt att gag gga ctg aat ttt ctg gat atg gag ttg tac 1059 
lie Gin Lys Arg He Glu Gly Leu Asn Phe Leu Asp Met Glu Leu Tyr 

335 340 345 

age tat gcc aaa gac ctt ttt ttg cag agg tat cag ttt atg agg cag 1107 
Ser Tyr Ala Lys Asp Leu Phe Leu Gin Arg Tyr Gin Phe Met Arg Gin 

350 355 360 

aaa gag cat cag gag gcc agg cga aag cgt cag gaa caa cgc aaa ttt 1155 
Lys Glu His Gin Glu Ala Arg Arg Lys Arg Gin Glu Gin Arg Lys Phe 

365 370 375 380 

ctg aag gga agg etc ctt cag acc cat ttc cag age cag ggt cag ggc 1203 



12 2 1 



2000-3062522 



11—194179 

Leu Lys Gly Arg Leu Leu Gin Thr His Phe Gin Ser Gin Gly Gin Gly 

385 390 395 

cag age cag aat ccg aat cag aat cag agt cag aac cca aat ccg aat 1251 
Gin Ser Gin Asn Pro Asn Gin Asn Gin Ser Gin Asn Pro Asn Pro Asn 
400 405 410 

gec aat cag aac ctg act cag aat ctg atg cag aat ctg act cag agt 1299 
Ala Asn Gin Asn Leu Thr Gin Asn Leu Met Gin Asn Leu Thr Gin Ser 

415 420 425 

ttg age cag aag gag aac egg gaa age ccg aag egg aac tea ggc aag 1347 
Leu Ser Gin Lys Glu Asn Arg Glu Ser Pro Lys Arg Asn Ser Gly Lys 

430 435 440 

ggg cag aat gat aac ace age aat ggc act aac gac tac ata ggc agt 1395 
Gly Gin Asn Asp Asn Thr Ser Asn Gly Thr Asn Asp Tyr He Gly Ser 

445 450 455 460 

gta gag aaa tgg cgt taaatggctc aaaaaggect gtacatactt ctcccaaagc 1450 
Val Glu Lys Trp Arg 

465 

gecactgaaa agatggcata gcttaaaaga tggaagtgtc caaacacatc ctgcttcctt 1510 
cattggggaa gttttaaaaa aaagtttaga tgttgccttt acagttgect ttcaattcag 1570 
tgttatactg tgtgtaggta aaacaaatct caatatggaa ttaaattgtc tttttggggt 1630 



12 2 2 



ffilrEff 2000-3062522 



11-194179 



tggactaaat atgaaatccg aaagccaaac cagactcacc agaaattgct gtttagatat 1690 



tttaagaagt tcttaaatta gttatggaga caaagtgaaa acataaaatg tgaccattta 1750 



acttatggct aagaaatgga ctttaaatta ttcatgatac actgttaaaa cccaatcttg 1810 



gaatcaaata ttttttccag gggtgagaat aagtataaac ataaagcaac taaaatgaaa 1870 



cataaaacct tttattttct tctgatttta acaaggaatc tatttaaata gaataacaac 1930 



tgatggtgaa tcttaccgag ctgtagaaaa taaaaaattc ctctccaaac atgggtagtt 1990 



ttatgtcaaa atattggctt ttcaagaaca ggactcatat cttgatattt aagagatgtt 2050 



taaaatttta aactttttct accttctact gtttaaaggt tttacacagg gtgtatctca 2110 



cattaaacaa aacacctttt tttcaaaatg aaataccaat gtaaagatct aatttccagg 2170 



cgctttcagg gcactgtaat ttcaacaata ctggaatcat tttggcgctg cttctcattc 2230 



attttaaggc ttctctgaat tgtgctcatt ccaaattaac ccatgtatag aatctttctt 2290 



catcatctaa atggtgtgtt gctgaagtta ttgtggtata taatcctgga ttaaagtcag 2350 



gactttcttt ctatagaatt attttatcaa tatttgtgta gtgaggtcct aatcaagaaa 2410 



cttgaacagg ataatgtgtc taaaaatatt gctgaagtta ttcttgatca gatagaattt 2470 



aacctaaaat gtgaactctt acttactttt tgtacatctc tattgtaatg tttccagttg 2530 



12 2 3 



2000-3062522 



11-194179 



ggccaactat ttctagccct ttagttcttt ttcatgttga cagatttgta gacaattaca 2590 



aaagccaaaa aaggataaaa taagcattag gaaggctagc cagttattca atagcacctt 2650 
gataatgtgg gcaaaccctt ctacaaagtt tttgttttga aaagagcaaa agtaaaaagt 2710 



gttctgtagt gaggttacat atcaggaaca tatgagttga gcagagtaat ttggtagtgt 2770 



aagtcgatgc aaaaatactt ctatggtacc tattacaagc tgaccaagat aaaaagaagt 2830 



atgtaaccca ctgtgctgtc aagcatcatg attccgggca gttttcattt tactgtggat 2890 



tttgctatac ttatgcaagg acttacacta acctcctggc tgtaaatcaa acaaggtgac 2950 



tgaaagtggc atttatgttt tcacaaggga catgcttaga agtgtgacca taaagtcaca 3010 



tcttgtacaa tctgctcatg tgtttcatct gtagtaatat agccacaaac tggacaagaa 3070 
gctgggtatt tgggtttaaa atagattttc ttgactctga gcttgtatca gtatttctag 3130 



cttttgtttt gtctgacagt attgcagtct tgaaaatcct gagagctaaa aaactgaaag 3190 



gaatttttcc acaccttgaa gtcacagtgt tttagagtaa aactattttg tgtacaattg 3250 
tgtttttaaa atagttagta gatcactatg gtatttcaat tttctttagt tttaattgaa 3310 



aatgtttgct tttaaaactg ataggtattg ttggaaagca ggatgaagcc tgagccagtg 3370 



12 2 4 



fflSE4#2 000-30625 2 2 



^ #5p 11-194179 ^ 

gaaaagcttg ttacagaaaa aacattttgt gttattgctg tggtgtgcat gatttgcaaa 3430 
gattaagtgc attttctctg tctatactga ttattgtata tagaggatgt tataaatata 3490 
catatacatt tttgccatta tgtaaatccc atgatttcaa ctgtaaacat ctgtccattg 3550 
gtgtagcttt acaaaccatt cactgatttt gtgtaattta acaatagata tgaaataaag 3610 
tttaaattac aggc 3624 



<210> 316 
<211> 465 
<212> PRT 

<213> Homo sapiens 
<400> 316 

Met Ala Ser Val Gly Asn Met Asp Glu Lys Ser Asn Lys Leu Leu Leu 
1 5 10 15 

Ala Leu Val Met Leu Phe Leu Phe Ala Val He Val Leu Gin Tyr Val 

20 25 30 

Cys Pro Gly Thr Glu Cys Gin Leu Leu Arg Leu Gin Ala Phe Ser Ser 

35 40 45 

Pro Val Pro Asp Pro Tyr Arg Ser Glu Asp Glu Ser Ser Ala Arg Phe 

50 55 60 



12 2 5 



2000-3062522 




11-194179 



Val Pro Arg Tyr Asn Phe Thr Arg Gly Asp Leu Leu Arg Lys Val Asp 

65 70 75 80 

Phe Asp He Lys Gly Asp Asp Leu He Val Phe Leu His He Gin Lys 

85 90 95 

Thr Gly Gly Thr Thr Phe Gly Arg His Leu Val Arg Asn He Gin Leu 
100 105 110 

Glu Gin Pro Cys Glu Cys Arg Val Gly Gin Lys Lys Cys Thr Cys His 
115 120 125 

Arg Pro Gly Lys Arg Glu Thr Trp Leu Phe Ser Arg Phe Ser Thr Gly 

130 135 140 

Trp Ser Cys Gly Leu His Ala Asp Trp Thr Glu Leu Thr Ser Cys Val 

145 150 155 160 

Pro Ser Val Val Asp Gly Lys Arg Asp Ala Arg Leu Arg Pro Ser Arg 

165 170 175 

Asn Phe His Tyr He Thr He Leu Arg Asp Pro Val Ser Arg Tyr Leu 
180 185 190 

Ser Glu Trp Arg His Val Gin Arg Gly Ala Thr Trp Lys Ala Ser Leu 

195 200 205 

His Val Cys Asp Gly Arg Pro Pro Thr Ser Glu Glu Leu Pro Ser Cys 

210 215 220 
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miiE# 2000-3062522 



f#¥ 11 — 194179 



Tyr Thr Gly Asp Asp Trp Ser Gly Cys Pro Leu Lys Glu Phe Met Asp 

225 230 235 240 

Cys Pro Tyr Asn Leu Ala Asn Asn Arg Gin Val Arg Met Leu Ser Asp 

245 250 255 

Leu Thr Leu Val Gly Cys Tyr Asn Leu Ser Val Met Pro Glu Lys Gin 

260 265 270 

Arg Asn Lys Val Leu Leu Glu Ser Ala Lys Ser Asn Leu Arg His Met 

275 280 285 

Ala Phe Phe Gly Leu Thr Glu Phe Gin Arg Lys Thr Gin Tyr Leu Phe 

290 295 300 

Glu Lys Thr Phe Asn Met Asn Phe He Ser Pro Phe Thr Gin Tyr Asn 

305 310 315 320 

Thr Thr Arg Ala Ser Ser Val Glu He Asn Glu Glu He Gin Lys Arg 

325 330 335 

He Glu Gly Leu Asn Phe Leu Asp Met Glu Leu Tyr Ser Tyr Ala Lys 

340 345 350 

Asp Leu Phe Leu Gin Arg Tyr Gin Phe Met Arg Gin Lys Glu His Gin 

355 360 365 



Glu Ala Arg Arg Lys Arg Gin Glu Gin Arg Lys Phe Leu Lys Gly Arg 



12 2 7 
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#5p 11-194 179 
370 375 380 

Leu Leu Gin Thr His Phe Gin Ser Gin Gly Gin Gly Gin Ser Gin Asn 

385 390 395 400 

Pro Asn Gin Asn Gin Ser Gin Asn Pro Asn Pro Asn Ala Asn Gin Asn 
405 410 415 

Leu Thr Gin Asn Leu Met Gin Asn Leu Thr Gin Ser Leu Ser Gin Lys 

420 425 430 

Glu Asn Arg Glu Ser Pro Lys Arg Asn Ser Gly Lys Gly Gin Asn Asp 

435 440 445 

Asn Thr Ser Asn Gly Thr Asn Asp Tyr He Gly Ser Val Glu Lys Trp 

450 455 460 

Arg 

465 



<210> 317 
<211> 2530 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (138).. (845) 



12 2 8 
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11-194179 



<400> 317 

agtctgtcgg agtctgtcct cggagcaggc ggagtaaagg gacttgagcg agccagttgc 60 

cggattattc tatttcccct ccctctctcc cgccccgtat ctcttttcac ccttctccca 120 

ccctcgctcg cgtagcc atg gcg gag ccg teg gcg gcc act cag tec cat 170 

Met Ala Glu Pro Ser Ala Ala Thr Gin Ser His 
1 5 10 

tec ate tec teg teg tec ttc gga gcc gag ccg tec gcg ccc ggc ggc 218 
Ser lie Ser Ser Ser Ser Phe Gly Ala Glu Pro Ser Ala Pro Gly Gly 

15 20 25 

ggc ggg age cca gga gcc tgc ccc gcc ctg ggg acg aag age tgc age 266 
Gly Gly Ser Pro Gly Ala Cys Pro Ala Leu Gly Thr Lys Ser Cys Ser 

30 35 40 

tec tec tgt gcg gtg cac gat ctg att ttc tgg aga gat gtg aag aag 314 
Ser Ser Cys Ala Val His Asp Leu lie Phe Trp Arg Asp Val Lys Lys 

45 50 55 

act ggg ttt gtc ttt ggc ace acg ctg ate atg ctg ctt tec ctg gca 362 
Thr Gly Phe Val Phe Gly Thr Thr Leu He Met Leu Leu Ser Leu Ala 

60 65 70 75 

get ttc agt gtc ate agt gtg gtt tct tac etc ate ctg get ctt etc 410 
Ala Phe Ser Val He Ser Val Val Ser Tyr Leu He Leu Ala Leu Leu 

80 85 90 



12 2 9 
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4f 5p 11 — 194179 



tct gtc acc ate age ttc agg ate tac aag tec gtc ate caa get gta 458 
Ser Val Thr He Ser Phe Arg He Tyr Lys Ser Val He Gin Ala Val 

95 100 105 

cag aag tea gaa gaa ggc cat cca ttc aaa gee tac ctg gac gta gac 506 
Gin Lys Ser Glu Glu Gly His Pro Phe Lys Ala Tyr Leu Asp Val Asp 
110 115 120 

att act ctg tec tea gaa get ttc cat aat tac atg aat get gee atg 554 
He Thr Leu Ser Ser Glu Ala Phe His Asn Tyr Met Asn Ala Ala Met 

125 130 135 

gtg cac ate aac agg gec ctg aaa etc att att cgt etc ttt ctg gta 602 
Val His He Asn Arg Ala Leu Lys Leu He He Arg Leu Phe Leu Val 
140 145 150 155 

gaa gat ctg gtt gac tec ttg aag ctg get gtc ttc atg tgg ctg atg 650 
Glu Asp Leu Val Asp Ser Leu Lys Leu Ala Val Phe Met Trp Leu Met 
160 165 170 

acc tat gtt ggt get gtt ttt aac gga ate acc ctt eta att ctt get 698 
Thr Tyr Val Gly Ala Val Phe Asn Gly He Thr Leu Leu He Leu Ala 

175 180 185 

gaa ctg etc att ttc agt gtc ccg att gtc tat gag aag tac aag acc 746 
Glu Leu Leu He Phe Ser Val Pro He Val Tyr Glu Lys Tyr Lys Thr 

190 195 200 



1 2 3 0 mSE# 2000-3062 522 



11-194179 



cag att gat cac tat gtt ggc ate gec cga gat cag acc aag tea att 794 
Gin He Asp His Tyr Val Gly He Ala Arg Asp Gin Thr Lys Ser He 

205 210 215 

gtt gaa aag ate caa gca aaa etc cct gga ate gee aaa aaa aag gca 842 
Val Glu Lys He Gin Ala Lys Leu Pro Gly He Ala Lys Lys Lys Ala 

220 225 230 235 

gaa taagtacatg gaaaccagaa atgcaacagt tactaaaaca ccatttaata 895 
Glu 



gttataacgt cgttacttgt actatgaagg aaaatactca gtgtcagctt gagcctgcat 955 



tccaagcttt tttttaattt ggtgttttct cccatccttt ccctttaacc ctcagtatca 1015 



agcacaaaaa ttgatggact gataaaagaa ctatcttaga actcagaaga agaaagaatc 1075 



aaattcatag gataagtcaa taccttaatg gtggtagagc ctttacctgt agcttgaaag 1135 

gggaaagatt ggaggtaaga gagaaaatga aagaacacct ctgggtcctt ctgtccagtt 1195 

ttcagcacta gtcttactca gctatccatt atagttttgc ccttaagaag tcatgattaa 1255 

cttatgaaaa aattatttgg ggacaggagt gtgatacctt ccttggtttt tttttgeage 1315 



cctcaaatcc tatcttcctg ccccacaatg tgagcagcta cccctgatac tccttttctt 1375 



taatgattta actatcaact tgataaataa cttataggtg atagtgataa ttcctgattc 1435 



12 3 1 



2000-3062522 



4f ^ 11-194179 ^ 
caagaatgcc atctgataaa aaagaataga aatggaaagt gggactgaga gggagtcagc 1495 
aggcatgctg cggtggcggt cactccctct gccactatcc ccagggaagg aaaggctccg 1555 
ccatttggga aagtggtttc tacgtcactg gacaccggtt ctgagcatta gtttgagaac 1615 
tcgttcccga atgtgctttc ctccctctcc cctgcccacc tcaagtttaa taaataaggt 1675 
tgtacttttc ttactataaa ataaatgtct gtaactgctg tgcactgctg taaacttgtt 1735 
agagaaaaaa ataacctgca tgtgggctcc tcagttattg agtttttgtg atcctatctc 1795 
agtctggggg ggaacattct caagaggtga aatacagaaa gccttttttt cttgatcttt 1855 
tcccgagatt caaatctccg attcccattt gtgggcaagt ttttttcttc accttcaata 1915 
tgagaattca gcgaacttga aagaaaaatc atctgtgagt tccttcaggt tctcactcat 1975 
agtcatgatc cttcagaggg aatatgcact ggcgagttta aagtaagggc tatgatattt 2035 
gatggtccca aagtacggca gctgcaaaaa gtagtggaag gaaattgtct acgtgtcttg 2095 
gaaaaattag ttaggaattt ggatgggtaa aaggtaccct tgccttactc catcttattt 2155 
tcttagcccc ctttgagtgt tttaactggt ttcatgtcct agtaggaagt gcattctcca 2215 
tcctcatcct ctgccctccc aggaagtcag tgattgtctt tttgggcttc ccctccaaag 2275 
gaccttctgc agtggaagtg ccacatccag ttcttttctt ttgttgctgc tgtgtttaga 2335 



12 3 2 



OlIiE# 2000-3062522 



11—194179 



taattgaaga gatctttgtg ccacacagga tttttttttt ttttaagaaa aacctataga 2395 



tgaaaaatta ctaatgaaac tgtgtgtacg tgtctgtgcg tgcaacataa aaatacagta 2455 



gcacctaagg agcttgaatc ttggttcctg taaaatttca aattgatgtg gtattaataa 2515 
aaaaaaaaaa aacac 2530 



<210> 318 
<211> 236 
<212> PRT 

<213> Homo sapiens 
<400> 318 

Met Ala Glu Pro Ser Ala Ala Thr Gin Ser His Ser He Ser Ser Ser 
15 10 15 

Ser Phe Gly Ala Glu Pro Ser Ala Pro Gly Gly Gly Gly Ser Pro Gly 

20 25 30 

Ala Cys Pro Ala Leu Gly Thr Lys Ser Cys Ser Ser Ser Cys Ala Val 
35 40 45 

His Asp Leu He Phe Trp Arg Asp Val Lys Lys Thr Gly Phe Val Phe 

50 55 60 

Gly Thr Thr Leu He Met Leu Leu Ser Leu Ala Ala Phe Ser Val He 



12 3 3 



ffi!iE# 2000-3062522 



11-194179 



65 70 75 80 

Ser Val Val Ser Tyr Leu lie Leu Ala Leu Leu Ser Val Thr He Ser 

85 90 95 

Phe Arg He Tyr Lys Ser Val He Gin Ala Val Gin Lys Ser Glu Glu 
100 105 110 

Gly His Pro Phe Lys Ala Tyr Leu Asp Val Asp He Thr Leu Ser Ser 

115 120 125 

Glu Ala Phe His Asn Tyr Met Asn Ala Ala Met Val His He Asn Arg 
130 135 140 

Ala Leu Lys Leu He He Arg Leu Phe Leu Val Glu Asp Leu Val Asp 

145 150 155 160 

Ser Leu Lys Leu Ala Val Phe Met Trp Leu Met Thr Tyr Val Gly Ala 

165 170 175 

Val Phe Asn Gly He Thr Leu Leu He Leu Ala Glu Leu Leu He Phe 

180 185 190 

Ser Val Pro lie Val Tyr Glu Lys Tyr Lys Thr Gin He Asp His Tyr 

195 200 205 

Val Gly He Ala Arg Asp Gin Thr Lys Ser He Val Glu Lys He Gin 

210 215 220 



12 3 4 



miiE#2 000-3062522 



4f ^ 11—194179 



Ala Lys Leu Pro Gly He Ala Lys Lys Lys Ala Glu 

225 230 235 



<210> 319 
<211> 1873 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (20).. (1768) 

<400> 319 

acgcgcccag acggccgcg atg gcg ctg ttg gcc ggc ggg etc tec aga ggg 52 

Met Ala Leu Leu Ala Gly Gly Leu Ser Arg Gly 
1 5 10 

ctg ggc tec cac ccg gcc gcc gca ggc egg gac gcg gtc gtc ttc gtg 100 
Leu Gly Ser His Pro Ala Ala Ala Gly Arg Asp Ala Val Val Phe Val 

15 20 25 

tgg ctt ctg ctt age acc tgg tgc aca get cct gcc agg gcc ate cag 148 
Trp Leu Leu Leu Ser Thr Trp Cys Thr Ala Pro Ala Arg Ala He Gin 

30 35 40 

gtg acc gtg tec aac ccc tac cac gtg gtg ate etc ttc cag cct gtg 196 
Val Thr Val Ser Asn Pro Tyr His Val Val He Leu Phe Gin Pro Val 

45 50 55 



12 3 5 



20 00-3062 5 22 



11 — 194179 

acc ctg ccc tgt acc tac cag atg acc teg acc ccc acg caa ccc ate 244 

Thr Leu Pro Cys Thr Tyr Gin Met Thr Ser Thr Pro Thr Gin Pro He 

60 65 70 75 

gtc ate tgg aag tac aag tct t.tc tgc egg gac cgc ate gee gat gee 292 
Val He Trp Lys Tyr Lys Ser Phe Cys Arg Asp Arg He Ala Asp Ala 
80 85 90 

ttc tec ccg gee age gtc gac aac cag etc aat gee cag ctg gca gee 340 
Phe Ser Pro Ala Ser Val Asp Asn Gin Leu Asn Ala Gin Leu Ala Ala 

95 100 105 

ggg aac cca ggc tac aac ccc tac gtt gag tgc cag gac age gtg cgc 388 
Gly Asn Pro Gly Tyr Asn Pro Tyr Val Glu Cys Gin Asp Ser Val Arg 
110 115 120 

acc gtc agg gtc gtg gee acc aag cag ggc aac get gtg acc ctg gga 436 
Thr Val Arg Val Val Ala Thr Lys Gin Gly Asn Ala Val Thr Leu Gly 

125 130 135 

gat tac tac cag ggc egg agg att acc ate acc gga aat get gac ctg 484 
Asp Tyr Tyr Gin Gly Arg Arg He Thr He Thr Gly Asn Ala Asp Leu 

140 145 150 155 

acc ttt gac cag acg gcg tgg ggg gac agt ggt gtg tat tac tgc tec 532 
Thr Phe Asp Gin Thr Ala Trp Gly Asp Ser Gly Val Tyr Tyr Cys Ser 
160 165 170 
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4#¥ 1 1 — 194179 J 



gtg gtc tea gec cag gac etc cag ggg aac aat gag gee tac gca gag 580 

Val Val Ser Ala Gin Asp Leu Gin Gly Asn Asn Glu Ala Tyr Ala Glu 

175 180 185 

etc ate gtc ctt gac tgg etc ttc gtg gtt gtg gta tgc ctg get gee 628 

Leu He Val Leu Asp Trp Leu Phe Val Val Val Val Cys Leu Ala Ala 

190 195 200 



ttc etc ate ttc etc etc ctg ggc ate tgc tgg tgc cag tgc tgc ccg 676 
Phe Leu He Phe Leu Leu Leu Gly He Cys Trp Cys Gin Cys Cys Pro 

205 210 215 



cac act tgc tgc tgc tac gtc agg tgc ccc tgc tgc cca gac aag tgc 724 
His Thr Cys Cys Cys Tyr Val Arg Cys Pro Cys Cys Pro Asp Lys Cys 

220 225 230 235 



tgc tgc ccc gag gec ctg tat gec gec ggc aaa gca gec acc tea ggt 772 

Cys Cys Pro Glu Ala Leu Tyr Ala Ala Gly Lys Ala Ala Thr Ser Gly 

240 245 250 

gtt ccc age att tat gec ccc age acc tat gee cac ctg tct ccc gee 820 

Val Pro Ser He Tyr Ala Pro Ser Thr Tyr Ala His Leu Ser Pro Ala 

255 260 265 



aag acc cca ccc cca cca get atg att ccc atg ggc cct gee tac aac 868 

Lys Thr Pro Pro Pro Pro Ala Met He Pro Met Gly Pro Ala Tyr Asn 

270 275 280 

ggg tac cct gga gga tac cct gga gac gtt gac agg aat age teg get 916 
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ajSE4# 2000-3062522 




11-194179 



Gly Tyr Pro Gly Gly Tyr Pro Gly Asp Val Asp Arg Asn Ser Ser Ala 

285 290 295 

ggt ggc caa ggc tec tat gta ccc ctg ctt egg gac acg gac age agt 964 
Gly Gly Gin Gly Ser Tyr Val Pro Leu Leu Arg Asp Thr Asp Ser Ser 

300 305 310 315 

gtg gee tct gaa gtc cgc agt ggc tac agg att cag gec age cag cag 1012 
Val Ala Ser Glu Val Arg Ser Gly Tyr Arg He Gin Ala Ser Gin Gin 

320 325 330 

gac gac tec atg egg gtc ctg tac tac atg gag aag gag ctg gee aac 1060 
Asp Asp Ser Met Arg Val Leu Tyr Tyr Met Glu Lys Glu Leu Ala Asn 

335 340 345 

ttc gac cct tct cga cct ggc ccc ccc agt ggc cgt gtg gag egg gee 1108 
Phe Asp Pro Ser Arg Pro Gly Pro Pro Ser Gly Arg Val Glu Arg Ala 

350 355 360 

atg agt gaa gtc acc tec etc cac gag gac gac tgg cga tct egg cct 1156 
Met Ser Glu Val Thr Ser Leu His Glu Asp Asp Trp Arg Ser Arg Pro 

365 370 375 

tec egg ggc cct gee etc acc ccg ate egg gat gag gag tgg ggt ggc 1204 
Ser Arg Gly Pro Ala Leu Thr Pro He Arg Asp Glu Glu Trp Gly Gly 

380 385 390 395 

cac tec ccc egg agt ccc agg gga tgg gac cag gag ccc gee agg gag 1252 
His Ser Pro Arg Ser Pro Arg Gly Trp Asp Gin Glu Pro Ala Arg Glu 
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^ ^1 1-1-9 4 1 7 9^ 

400 405 410 

cag gca ggc ggg ggc tgg egg gec agg egg ccc egg gee cgc tec gtg 1300 
Gin Ala Gly Gly Gly Trp Arg Ala Arg Arg Pro Arg Ala Arg Ser Val 

415 420 425 

gac gee ctg gac gac etc acc ccg ccg age ace gec gag tea ggg age 1348 
Asp Ala Leu Asp Asp Leu Thr Pro Pro Ser Thr Ala Glu Ser Gly Ser 

430 435 440 

agg tct ccc acg agt aat ggt ggg agg aga age egg gec tac atg ccc 1396 
Arg Ser Pro Thr Ser Asn Gly Gly Arg Arg Ser Arg Ala Tyr Met Pro 
445 450 455 

ccg egg age cgc age egg gac gac etc tat gac caa gac gac teg agg 1444 
Pro Arg Ser Arg Ser Arg Asp Asp Leu Tyr Asp Gin Asp Asp Ser Arg 
460 465 470 475 

gac ttc cca cgc tec egg gac ccc cac tac gac gac ttc agg tct egg 1492 
Asp Phe Pro Arg Ser Arg Asp Pro His Tyr Asp Asp Phe Arg Ser Arg 

480 485 490 

gag cgc cct cct gee gac ccc agg tec cac cac cac cgt acc egg gac 1540 
Glu Arg Pro Pro Ala Asp Pro Arg Ser His His His Arg Thr Arg Asp 

495 500 505 

cct egg gac aac ggc tec agg tec ggg gac etc ccc tat gat ggg egg 1588 
Pro Arg Asp Asn Gly Ser Arg Ser Gly Asp Leu Pro Tyr Asp Gly Arg 

510 515 520 
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11 — 194179 



eta ctg gag gag get gtg agg aag aag ggg teg gag gag agg agg aga 1636 
Leu Leu Glu Glu Ala Val Arg Lys Lys Gly Ser Glu Glu Arg Arg Arg 

525 530 535 

ccc cac aag gag gag gag gaa gag gee tac tac ccg ccc gcg ccg ccc 1684 
Pro His Lys Glu Glu Glu Glu Glu Ala Tyr Tyr Pro Pro Ala Pro Pro 

540 545 550 555 

ccg tac teg gag acc gac teg cag gcg tec cga gag cgc agg etc aag 1732 
Pro Tyr Ser Glu Thr Asp Ser Gin Ala Ser Arg Glu Arg Arg Leu Lys 

560 565 570 

aag aac ttg gee ctg agt egg gaa agt tta gtc gtc tgatctgacg 1778 
Lys Asn Leu Ala Leu Ser Arg Glu Ser Leu Val Val 

575 580 

ttttctacgt agcttttgta tttttttttt aatttgaagg aacactgatg aagccctgcc 1838 
atacccctcc cgagtctaat aaaaegtata atcac 1873 



<210> 320 
<211> 583 
<212> PRT 

<213> Homo sapiens 
<400> 320 

Met Ala Leu Leu Ala Gly Gly Leu Ser Arg Gly Leu Gly Ser His Pro 
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11 — 194179 



10 



15 



Ala Ala Ala Gly Arg Asp Ala Val Val Phe Val Trp Leu Leu Leu Ser 

20 25 30 

Thr Trp Cys Thr Ala Pro Ala Arg Ala He Gin Val Thr Val Ser Asn 

35 40 45 

Pro Tyr His Val Val He Leu Phe Gin Pro Val Thr Leu Pro Cys Thr 

50 55 60 

Tyr Gin Met Thr Ser Thr Pro Thr Gin Pro He Val He Trp Lys Tyr 

65 70 75 80 

Lys Ser Phe Cys Arg Asp Arg He Ala Asp Ala Phe Ser Pro Ala Ser 

85 90 95 

Val Asp Asn Gin Leu Asn Ala Gin Leu Ala Ala Gly Asn Pro Gly Tyr 
100 105 110 

Asn Pro Tyr Val Glu Cys Gin Asp Ser Val Arg Thr Val Arg Val Val 

115 120 125 

Ala Thr Lys Gin Gly Asn Ala Val Thr Leu Gly Asp Tyr Tyr Gin Gly 

130 135 140 



Arg Arg He Thr He Thr Gly Asn Ala Asp Leu Thr Phe Asp Gin Thr 

145 150 155 160 
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Ala Trp Gly Asp Ser Gly Val Tyr Tyr Cys Ser Val Val Ser Ala Gin 

165 170 175 

Asp Leu Gin Gly Asn Asn Glu Ala Tyr Ala Glu Leu He Val Leu Asp 

180 185 190 

Trp Leu Phe Val Val Val Val Cys Leu Ala Ala Phe Leu He Phe Leu 

195 200 205 

Leu Leu Gly lie Cys Trp Cys Gin Cys Cys Pro His Thr Cys Cys Cys 

210 215 220 

Tyr Val Arg Cys Pro Cys Cys Pro Asp Lys Cys Cys Cys Pro Glu Ala 

225 230 235 240 

Leu Tyr Ala Ala Gly Lys Ala Ala Thr Ser Gly Val Pro Ser lie Tyr 

245 250 255 

Ala Pro Ser Thr Tyr Ala His Leu Ser Pro Ala Lys Thr Pro Pro Pro 

260 265 270 

Pro Ala Met lie Pro Met Gly Pro Ala Tyr Asn Gly Tyr Pro Gly Gly 

275 280 285 

Tyr Pro Gly Asp Val Asp Arg Asn Ser Ser Ala Gly Gly Gin Gly Ser 

290 295 300 

Tyr Val Pro Leu Leu Arg Asp Thr Asp Ser Ser Val Ala Ser Glu Val 

305 310 315 320 
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Arg Ser Gly Tyr Arg He Gin Ala Ser Gin Gin Asp Asp Ser Met Arg 

325 330 335 

Val Leu Tyr Tyr Met Glu Lys Glu Leu Ala Asn Phe Asp Pro Ser Arg 

340 345 350 

Pro Gly Pro Pro Ser Gly Arg Val Glu Arg Ala Met Ser Glu Val Thr 

355 360 365 

Ser Leu His Glu Asp Asp Trp Arg Ser Arg Pro Ser Arg Gly Pro Ala 

370 375 380 

Leu Thr Pro He Arg Asp Glu Glu Trp Gly Gly His Ser Pro Arg Ser 

385 390 395 400 

Pro Arg Gly Trp Asp Gin Glu Pro Ala Arg Glu Gin Ala Gly Gly Gly 

405 410 415 

Trp Arg Ala Arg Arg Pro Arg Ala Arg Ser Val Asp Ala Leu Asp Asp 

420 425 430 

Leu Thr Pro Pro Ser Thr Ala Glu Ser Gly Ser Arg Ser Pro Thr Ser 

435 440 445 

Asn Gly Gly Arg Arg Ser Arg Ala Tyr Met Pro Pro Arg Ser Arg Ser 

450 455 460 

Arg Asp Asp Leu Tyr Asp Gin Asp Asp Ser Arg Asp Phe Pro Arg Ser 
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465 470 475 480 

Arg Asp Pro His Tyr Asp Asp Phe Arg Ser Arg Glu Arg Pro Pro Ala 

485 490 495 

Asp Pro Arg Ser His His His Arg Thr Arg Asp Pro Arg Asp Asn Gly 

500 505 510 

Ser Arg Ser Gly Asp Leu Pro Tyr Asp Gly Arg Leu Leu Glu Glu Ala 

515 520 525 

Val Arg Lys Lys Gly Ser Glu Glu Arg Arg Arg Pro His Lys Glu Glu 

530 535 540 

Glu Glu Glu Ala Tyr Tyr Pro Pro Ala Pro Pro Pro Tyr Ser Glu Thr 

545 550 555 560 

Asp Ser Gin Ala Ser Arg Glu Arg Arg Leu Lys Lys Asn Leu Ala Leu 

565 570 575 

Ser Arg Glu Ser Leu Val Val 
580 



<210> 321 
<211> 2153 
<212> DNA 

<213> Homo sapiens 
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<220> 
<221> CDS 

<222> (244) .. (1272) 
<400> 321 

atgcgggttc tgcttccaaa gccatctctt ccagcaggag agggctctac tctgagctcc 60 

tattttccaa ggctccgggc cgcgctcggc gctggcctgc tgccccggcg ggtccgccgg 120 

ccggaggcgg gagtcacagg aagagccctc cacaaaagga ggcctcggcg gatcaggaca 180 

gctgcaggtg ggtgtgcaga ctggtgagct gccagcaggg gcccagacgc gccaggcctg 240 

gag atg get gga aac tgc tec tgg gag gee cat ccc ggc aac agg aac 288 
Met Ala Gly Asn Cys Ser Trp Glu Ala His Pro Gly Asn Arg Asn 
1 5 10 15 

agg atg tgc cct ggc ctg age gag gee ccg gaa etc tac age egg ggc 336 
Arg Met Cys Pro Gly Leu Ser Glu Ala Pro Glu Leu Tyr Ser Arg Gly 

20 25 30 

ttc ctg ace ate gag cag ate gcg atg ctg ccg cct ccg gee gtc atg 384 
Phe Leu Thr He Glu Gin He Ala Met Leu Pro Pro Pro Ala Val Met 

35 40 45 

aac tac ate ttc ctg etc etc tgc ctg tgt ggc ctg gtg ggc aac ggg 432 
Asn Tyr He Phe Leu Leu Leu Cys Leu Cys Gly Leu Val Gly Asn Gly 

50 55 60 
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ctg gtc etc tgg ttt ttc ggc ttc tec ate aag agg aac ccc ttc tec 480 
Leu Val Leu Trp Phe Phe Gly Phe Ser He Lys Arg Asn Pro Phe Ser 

65 70 75 

ate tac ttc ctg cac ctg gee age gee gat gtg ggc tac etc ttc age 528 
He Tyr Phe Leu His Leu Ala Ser Ala Asp Val Gly Tyr Leu Phe Ser 

80 85 90 95 

aag gcg gtg ttc tec ate ctg aac acg ggg ggc ttc ctg ggc acg ttt 576 
Lys Ala Val Phe Ser He Leu Asn Thr Gly Gly Phe Leu Gly Thr Phe 
100 105 110 

gee gac tac ate cgc age gtg tgc egg gtc ctg ggg etc tgc atg ttc 624 
Ala Asp Tyr He Arg Ser Val Cys Arg Val Leu Gly Leu Cys Met Phe 

115 120 125 

ctt acc ggc gtg age etc ctg ccg gee gtc age gee gag cgc tgc gee 672 
Leu Thr Gly Val Ser Leu Leu Pro Ala Val Ser Ala Glu Arg Cys Ala 

130 135 140 

teg gtc ate ttc ccc gee tgg tac tgg cgc egg egg ccc aag cgc ctg 720 
Ser Val He Phe Pro Ala Trp Tyr Trp Arg Arg Arg Pro Lys Arg Leu 

145 150 155 

teg gee gtg gtg tgc gee ctg ctg tgg gtc ctg tec etc ctg gtc acc 768 
Ser Ala Val Val Cys Ala Leu Leu Trp Val Leu Ser Leu Leu Val Thr 
160 165 170 175 

tgc ctg cac aac tac ttc tgc gtg ttc ctg ggc cgc ggg gee ccc ggc 816 
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Cys Leu His Asn Tyr Phe Cys Val Phe Leu Gly Arg Gly Ala Pro Gly 

180 185 190 

gcg gcc tgc agg cac atg gac ate ttc ctg ggc ate etc ctg ttc ctg 864 

Ala Ala Cys Arg His Met Asp He Phe Leu Gly He Leu Leu Phe Leu 

195 200 205 

etc tgc tgc ccg etc atg gtg ctg ccc tgc ctg gcc etc ate ctg cac 912 

Leu Cys Cys Pro Leu Met Val Leu Pro Cys Leu Ala Leu He Leu His 

210 215 220 

gtg gag tgc egg gcc cga egg cgc cag cgc tct gcc aag etc aac cac 960 

Val Glu Cys Arg Ala Arg Arg Arg Gin Arg Ser Ala Lys Leu Asn His 

225 230 235 

gtc ate ctg gcc atg gtc tec gtc ttc ctg gtg tec tec ate tac tta 1008 

Val He Leu Ala Met Val Ser Val Phe Leu Val Ser Ser He Tyr Leu 

240 245 250 255 

ggg ate gac tgg ttc etc ttc tgg gtc ttc cag ate ccg gcc ccc ttc 1056 

Gly He Asp Trp Phe Leu Phe Trp Val Phe Gin He Pro Ala Pro Phe 

260 265 270 

ccc gag tac gtc act gac ctg tgc ate tgc ate aac age age gcc aag 1104 

Pro Glu Tyr Val Thr Asp Leu Cys He Cys He Asn Ser Ser Ala Lys 

275 280 285 

ccc ate gtc tac ttc ctg gcc ggg agg gac aag teg cag egg ctg tgg 1152 

Pro He Val Tyr Phe Leu Ala Gly Arg Asp Lys Ser Gin Arg Leu Trp 
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290 295 300 

gag ccg etc agg gtg gtc ttc cag egg gee ctg egg gac ggc get gag 1200 
Glu Pro Leu Arg Val Val Phe Gin Arg Ala Leu Arg Asp Gly Ala Glu 

305 310 315 

ctg ggg gag gec ggg ggc age acg ccc aac aca gtc ace atg gag atg 1248 
Leu Gly Glu Ala Gly Gly Ser Thr Pro Asn Thr Val Thr Met Glu Met 

320 325 330 335 

cag tgt ccc ccg ggg aac gee tec tgagactcca gcgcctggag gaggcagggg 1302 
Gin Cys Pro Pro Gly Asn Ala Ser 
340 

caggaagegg cctccaagac ccttcgcctt gggacaggaa tgggcacctg cttctgagtc 1362 

catacaggag aagaaagatc tgtttcctct cctcgggcct ccttctccct gggctgggga 1422 

ctccaggggt ggctgggaga ctgggcagcc accagcaaac agacctgtgg cccctgcccg 1482 

gctcccccac ccattctgct cccctagaga cctcttgtac agaagttgee cccaggtggt 1542 

ggggcccctc cttgccctag gctggttggt aaaagagagg aggtcaacac ccagcctagc 1602 

cacctctgcc tcttgggtca gccctccttg actgtgtccc agccagcacc aggecagcag 1662 

cctcatccct gecattcagg gctgttccag agattcgatc ctcttaaggc attatcagtg 1722 

agcaaatgtg aaggaaatgg tgtctggaag aaagttctgg ttcacatgcc ttgtagctaa 1782 

1 2 4 8 ffiSE# 2000-3062522 



4#3* 11 — 194179 



9 



gtctttctgc aaacaacctc ccttcccccc gtcgagtcat ttggtgactt tgatgggggg 1842 
atttctggtt atgtcaaggc tctggagaca ggaagggcct ttggccgcct tgggtagttg 1902 
acctgccttt tctgactccg ggacgagcca gtcctaggct gcctccggga gcacttgagg 1962 
tatcccgcag gccatgagga cccactgggc agctcctgga cagcctcttg gctccagccc 2022 
ccacccgaaa gtggacactg gctccgccct ggccacctgg ggactggcac tgtggtgcac 2082 
agtggcccaa tgtggccaac ggaagtttta taaaagacaa aatgtatatc aataaacatt 2142 
ttataacttg c 2153 

<210> 322 
<211> 343 
<212> PRT 

<213> Homo sapiens 
<400> 322 

Met Ala Gly Asn Cys Ser Trp Glu Ala His Pro Gly Asn Arg Asn Arg 

1 5 10 15 

Met Cys Pro Gly Leu Ser Glu Ala Pro Glu Leu Tyr Ser Arg Gly Phe 



Leu Thr He Glu Gin He Ala Met Leu Pro Pro Pro Ala Val Met Asn 



20 



25 



30 
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35 40 45 

Tyr He Phe Leu Leu Leu Cys Leu Cys Gly Leu Val Gly Asn Gly Leu 

50 55 60 

Val Leu Trp Phe Phe Gly Phe Ser He Lys Arg Asn Pro Phe Ser He 

65 70 75 80 

Tyr Phe Leu His Leu Ala Ser Ala Asp Val Gly Tyr Leu Phe Ser Lys 

85 90 95 

Ala Val Phe Ser He Leu Asn Thr Gly Gly Phe Leu Gly Thr Phe Ala 
100 105 110 

Asp Tyr lie Arg Ser Val Cys Arg Val Leu Gly Leu Cys Met Phe Leu 

115 120 125 

Thr Gly Val Ser Leu Leu Pro Ala Val Ser Ala Glu Arg Cys Ala Ser 

130 135 140 

Val He Phe Pro Ala Trp Tyr Trp Arg Arg Arg Pro Lys Arg Leu Ser 
145 150 155 160 

Ala Val Val Cys Ala Leu Leu Trp Val Leu Ser Leu Leu Val Thr Cys 

165 170 175 

Leu His Asn Tyr Phe Cys Val Phe Leu Gly Arg Gly Ala Pro Gly Ala 

180 185 190 
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Ala Cys Arg His Met Asp He Phe Leu Gly He Leu Leu Phe Leu Leu 

195 200 205 

Cys Cys Pro Leu Met Val Leu Pro Cys Leu Ala Leu He Leu His Val 

210 215 220 

Glu Cys Arg Ala Arg Arg Arg Gin Arg Ser Ala Lys Leu Asn His Val 

225 230 235 240 

He Leu Ala Met Val Ser Val Phe Leu Val Ser Ser He Tyr Leu Gly 

245 250 255 

He Asp Trp Phe Leu Phe Trp Val Phe Gin He Pro Ala Pro Phe Pro 

260 265 270 

Glu Tyr Val Thr Asp Leu Cys He Cys He Asn Ser Ser Ala Lys Pro 

275 280 285 

He Val Tyr Phe Leu Ala Gly Arg Asp Lys Ser Gin Arg Leu Trp Glu 

290 295 300 

Pro Leu Arg Val Val Phe Gin Arg Ala Leu Arg Asp Gly Ala Glu Leu 

305 310 315 320 

Gly Glu Ala Gly Gly Ser Thr Pro Asn Thr Val Thr Met Glu Met Gin 

325 330 335 



Cys Pro Pro Gly Asn Ala Ser 

340 
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<210> 323 
<211> 1677 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (183).. (515) 
<400> 323 

aggctgtgga gagagcgcgg agacaagcgc agagcgcagc gcacggccac agacagccct 60 

gggcatccac cgacggcgca gccggagcca gcagagccgg aaggcgcgcc ccgggcagag 120 

aaagccgagc agagctgggt ggcgtctccg ggccgccgct ccgacgggcc agcgccctcc 180 

cc atg tec ctg etc cca cgc cgc gee cct ccg gtc age atg agg etc 227 
Met Ser Leu Leu Pro Arg Arg Ala Pro Pro Val Ser Met Arg Leu 

15 10 15 

ctg gcg gec gcg ctg etc ctg ctg ctg ctg gcg ctg tac acc gcg cgt 275 
Leu Ala Ala Ala Leu Leu Leu Leu Leu Leu Ala Leu Tyr Thr Ala Arg 

20 25 30 

gtg gac ggg tec aaa tgc aag tgc tec egg aag gga ccc aag ate cgc 323 
Val Asp Gly Ser Lys Cys Lys Cys Ser Arg Lys Gly Pro Lys He Arg 
35 40 45 
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^ 11-194179 ^ 



tac age gac gtg aag aag ctg gaa atg aag cca aag tac ccg cac tgc 371 

Tyr Ser Asp Val Lys Lys Leu Glu Met Lys Pro Lys Tyr Pro His Cys 

50 55 60 

gag gag aag atg gtt ate ate acc ace aag age gtg tec agg tac cga 419 

Glu Glu Lys Met Val He lie Thr Thr Lys Ser Val Ser Arg Tyr Arg 

65 70 75 

ggt cag gag cac tgc ctg cac ccc aag ctg cag age acc aag cgc ttc 467 

Gly Gin Glu His Cys Leu His Pro Lys Leu Gin Ser Thr Lys Arg Phe 

80 85 90 95 

ate aag tgg tac aac gee tgg aac gag aag cgc agg gtc tac gaa gaa 515 

He Lys Trp Tyr Asn Ala Trp Asn Glu Lys Arg Arg Val Tyr Glu Glu 

100 105 110 

tagggtgaaa aacctcagaa gggaaaactc caaaccagtt gggagacttg tgeaaaggae 575 

tttgeagatt aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaagcett tctttctcac 635 

aggcataaga cacaaattat atattgttat gaagcacttt ttaccaaegg tcagttttta 695 

cattttatag ctgcgtgcga aaggcttcca gatgggagac ccatctctct tgtgctccag 755 

acttcatcac aggctgettt ttatcaaaaa ggggaaaact catgcctttc ctttttaaaa 815 

aatgcttttt tgtatttgtc catacgtcac tatacatctg agctttataa gcgcccggga 875 
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11-194179 

ggaacaatga gcttggtgga cacatttcat tgcagtgttg ctccattcct agcttgggaa 935 
gcttccgctt agaggtcctg gcgcctcggc acagctgcca cgggctctcc tgggcttatg 995 
gccggtcaca gcctcagtgt gactccacag tggcccctgt agccgggcaa gcaggagcag 1055 
gtctctctgc atctgttctc tgaggaactc aagtttggtt gccagaaaaa tgtgcttcat 1115 
tcccccctgg ttaattttta cacaccctag gaaacatttc caagatcctg tgatggcgag 1175 
acaaatgatc cttaaagaag gtgtggggtc tttcccatcc tgaggatttc tgaaaggttc 1235 
acaggttcaa tatttaatgc ttcagaagca tgtgaggttc ccaacactgt cagcaaaaac 1295 
cttaggagaa aacttaaaaa tatatgaata catgcgcaat acacagctac agacacacat 1355 
tctgttgaca agggaaaacc ttcaaagcat gtttctttcc ctcaccacaa cagaacatgc 1415 
agtactaaag caatatattt gtgattcccc atgtaattct tcaatgttaa acagtgcagt 1475 
cctctttcga aagctaagat gaccatgcgc cctttcctct gtacatatac ccttaagaac 1535 
gccccctcca cacactgccc cccagtatat gccgcattgt actgctgtgt tatatgctat 1595 
gtacatgtca gaaaccatta gcattgcatg caggtttcat attctttcta agatggaaag 1655 
taataaaata tatttgaaat gt 1677 
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<210> 324 
<211> 111 
<212> PRT 

<213> Homo sapiens 
<400> 324 

Met Ser Leu Leu Pro Arg Arg Ala Pro Pro Val Ser Met Arg Leu Leu 
15 10 15 

Ala Ala Ala Leu Leu Leu Leu Leu Leu Ala Leu Tyr Thr Ala Arg Val 

20 25 30 

Asp Gly Ser Lys Cys Lys Cys Ser Arg Lys Gly Pro Lys He Arg Tyr 
35 40 45 

Ser Asp Val Lys Lys Leu Glu Met Lys Pro Lys Tyr Pro His Cys Glu 
50 55 60 

Glu Lys Met Val He He Thr Thr Lys Ser Val Ser Arg Tyr Arg Gly 

65 70 75 80 

Gin Glu His Cys Leu His Pro Lys Leu Gin Ser Thr Lys Arg Phe lie 

85 90 95 

Lys Trp Tyr Asn Ala Trp Asn Glu Lys Arg Arg Val Tyr Glu Glu 
100 105 110 



<210> 325 



12 5 5 



£fitiE# 2000-3062522 



#3P 11-194179 



<211> 1712 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (243).. (1511) 
<400> 325 

ctccccgccg ccgccggtcc cggtgcgcgc ccatccctgc ccgcagcccc gcgcgccggc 60 

cgagtcgctg agccgcggct gccggacggg acgggaccgg ctaggctggg cgcgcccccc 120 

gggccccgcc gtgggcatgg gcgcactggc ccgggcgctg ctgctgcctc tgctggccca 180 

gtggctcctg cgcgccgccc cggagctggc ccccgcgccc ttcacgcggc tactacctgg 240 

ag atg ctg ate ggg acc ccc ccg cag aag eta cag att etc gtt gac 287 
Met Leu He Gly Thr Pro Pro Gin Lys Leu Gin He Leu Val Asp 

15 10 15 

act gga age agt aac ttt gee gtg gca gga acc ccg cac tec tac ata 335 
Thr Gly Ser Ser Asn Phe Ala Val Ala Gly Thr Pro His Ser Tyr He 

20 25 30 

gac acg tac ttt gac aca gag agg tct age aca tac cgc tec aag ggc 383 
Asp Thr Tyr Phe Asp Thr Glu Arg Ser Ser Thr Tyr Arg Ser Lys Gly 

35 40 45 
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11-194179 



ttt gac gtc aca gtg aag tac aca caa gga age tgg acg ggc ttc gtt 431 
Phe Asp Val Thr Val Lys Tyr Thr Gin Gly Ser Trp Thr Gly Phe Val 

50 55 60 

ggg gaa gac etc gtc ace ate ccc aaa ggc ttc aat act tct ttt ctt 479 
Gly Glu Asp Leu Val Thr He Pro Lys Gly Phe Asn Thr Ser Phe Leu 

65 70 75 

gtc aac att gee act att ttt gaa tea ggg aat ttc ttt ttg cct ggg 527 
Val Asn He Ala Thr lie Phe Glu Ser Gly Asn Phe Phe Leu Pro Gly 

80 85 90 95 

att caa tgg aat gga ata ctt ggc eta get tat gee aca ctt gee aag 575 
lie Gin Trp Asn Gly He Leu Gly Leu Ala Tyr Ala Thr Leu Ala Lys 
100 105 110 

cca tea agt tct ctg gag acc ttc ttc gac tec ctg gtg aca caa gca 623 
Pro Ser Ser Ser Leu Glu Thr Phe Phe Asp Ser Leu Val Thr Gin Ala 

115 120 125 

aac ate ccc aac gtt ttc tec atg cag atg cgt gga gee ggc ttg ccc 671 
Asn He Pro Asn Val Phe Ser Met Gin Met Arg Gly Ala Gly Leu Pro 
130 135 140 

gtt get gga tct ggg acc aac gga ggt agt ctt gtc ttg ggt gga att 719 
Val Ala Gly Ser Gly Thr Asn Gly Gly Ser Leu Val Leu Gly Gly He 

145 150 155 

gaa cca agt ttg tat aaa gga gac ate tgg tat acc cct att aag gaa 767 
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11-194179 



Glu Pro Ser Leu Tyr Lys Gly Asp lie Trp Tyr Thr Pro He Lys Glu 

160 165 170 175 

gag tgg tac tac cag ata gaa att ctg aaa ttg gaa att gga ggc caa 815 
Glu Trp Tyr Tyr Gin He Glu He Leu Lys Leu Glu He Gly Gly Gin 
180 185 190 

age ctt aat ctg gac tgc aga gag tat aac gca gac aag gec ate gtg 863 
Ser Leu Asn Leu Asp Cys Arg Glu Tyr Asn Ala Asp Lys Ala He Val 

195 200 205 

gac agt ggc acc acg ctg ctg cgc ctg ccc cag aag gtg ttt gat gca 911 
Asp Ser Gly Thr Thr Leu Leu Arg Leu Pro Gin Lys Val Phe Asp Ala 

210 215 220 

gtg gtg gaa get gtg gec cgc gca tct ctg att cca gaa ttc tct gat 959 
Val Val Glu Ala Val Ala Arg Ala Ser Leu He Pro Glu Phe Ser Asp 

225 230 235 

ggt ttc tgg act ggg tec cag ctg gcg tgc tgg acg aat teg gaa aca 1007 
Gly Phe Trp Thr Gly Ser Gin Leu Ala Cys Trp Thr Asn Ser Glu Thr 

240 245 250 255 

cct tgg tct tac ttc cct aaa ate tec ate tac ctg aga gac gag aac 1055 
Pro Trp Ser Tyr Phe Pro Lys He Ser He Tyr Leu Arg Asp Glu Asn 

260 265 270 

tec age agg tea ttc cgt ate aca ate ctg cct cag ctt tac att cag 1103 
Ser Ser Arg Ser Phe Arg He Thr He Leu Pro Gin Leu Tyr He Gin 

1 2 5 8 ffi£E#2 0 0 0 - 3 0 6 2 5 2 2 



#5p 11-194179 



275 



280 



285 



ccc atg atg ggg gcc ggc ctg aat tat gaa tgt tac cga ttc ggc att 
Pro Met Met Gly Ala Gly Leu Asn Tyr Glu Cys Tyr Arg Phe Gly He 

290 295 300 



1151 



tec cca tec aca aat gcg ctg gtg ate 
Ser Pro Ser Thr Asn Ala Leu Val He 

305 310 

ttc tac gtc ate ttc gac aga gcc cag 
Phe Tyr Val He Phe Asp Arg Ala Gin 

320 325 

age ccc tgt gca gaa att gca ggt get 
Ser Pro Cys Ala Glu He Ala Gly Ala 

340 



ggt gcc acg gtg atg gag ggc 1199 
Gly Ala Thr Val Met Glu Gly 

315 

aag agg gtg ggc ttc gca gcg 1247 
Lys Arg Val Gly Phe Ala Ala 

330 335 

gca gtg tct gaa att tec ggg 1295 
Ala Val Ser Glu He Ser Gly 

345 350 



cct ttc tea aca gag gat gta gcc age aac tgt gtc ccc get cag tct 1343 
Pro Phe Ser Thr Glu Asp Val Ala Ser Asn Cys Val Pro Ala Gin Ser 

355 360 365 

ttg age gag ccc att ttg tgg att gtg tec tat gcg etc atg age gtc 1391 
Leu Ser Glu Pro He Leu Trp He Val Ser Tyr Ala Leu Met Ser Val 

370 375 380 

tgt gga gcc ate etc ctt gtc tta ate gtc ctg ctg ctg ctg ccg ttc 1439 
Cys Gly Ala He Leu Leu Val Leu He Val Leu Leu Leu Leu Pro Phe 

385 390 395 
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egg tgt cag cgt cgc ccc cgt gac cct gag gtc gtc aat gat gag tec 1487 
Arg Cys Gin Arg Arg Pro Arg Asp Pro Glu Val Val Asn Asp Glu Ser 
400 405 410 415 

tct ctg gtc aga cat cgc tgg aaa tgaatageca ggcctgacct caagcaacca 1541 
Ser Leu Val Arg His Arg Trp Lys 

420 

tgaactcagc tattaagaaa atcacatttc cagggcagca gecgagateg atggtggcgc 1601 
tttctcctgt gcccacccgt cttcaatetc tgttctgctc ccagatgcct tctagattca 1661 
ctgtcttttg attcttgatt ttcaagcttt caaatcctcc ctacttccaa g 1712 

<210> 326 
<211> 423 
<212> PRT 

<213> Homo sapiens 
<400> 326 

Met Leu He Gly Thr Pro Pro Gin Lys Leu Gin He Leu Val Asp Thr 

15 10 15 

Gly Ser Ser Asn Phe Ala Val Ala Gly Thr Pro His Ser Tyr He Asp 

20 25 30 

Thr Tyr Phe Asp Thr Glu Arg Ser Ser Thr Tyr Arg Ser Lys Gly Phe 
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# ¥ 11-194179 



a 



35 



40 



45 



Asp Val Thr Val Lys Tyr Thr Gin Gly Ser Trp Thr Gly Phe Val Gly 

50 55 60 

Glu Asp Leu Val Thr He Pro Lys Gly Phe Asn Thr Ser Phe Leu Val 

65 70 75 80 

Asn He Ala Thr He Phe Glu Ser Gly Asn Phe Phe Leu Pro Gly He 

85 90 95 

Gin Trp Asn Gly He Leu Gly Leu Ala Tyr Ala Thr Leu Ala Lys Pro 
100 105 110 

Ser Ser Ser Leu Glu Thr Phe Phe Asp Ser Leu Val Thr Gin Ala Asn 

115 120 125 

He Pro Asn Val Phe Ser Met Gin Met Arg Gly Ala Gly Leu Pro Val 

130 135 140 

Ala Gly Ser Gly Thr Asn Gly Gly Ser Leu Val Leu Gly Gly He Glu 
145 150 155 160 

Pro Ser Leu Tyr Lys Gly Asp He Trp Tyr Thr Pro He Lys Glu Glu 

165 170 175 



Trp Tyr Tyr Gin He Glu He Leu Lys Leu Glu He Gly Gly Gin Ser 
180 185 190 



12 6 1 



2000-3062522 



4#5£ 11-194179 

Leu Asn Leu Asp Cys Arg Glu Tyr Asn Ala Asp Lys Ala He Val Asp 

195 200 205 

Ser Gly Thr Thr Leu Leu Arg Leu Pro Gin Lys Val Phe Asp Ala Val 

210 215 220 

Val Glu Ala Val Ala Arg Ala Ser Leu He Pro Glu Phe Ser Asp Gly 

225 230 235 240 

Phe Trp Thr Gly Ser Gin Leu Ala Cys Trp Thr Asn Ser Glu Thr Pro 

245 250 255 

Trp Ser Tyr Phe Pro Lys lie Ser lie Tyr Leu Arg Asp Glu Asn Ser 

260 265 270 

Ser Arg Ser Phe Arg He Thr He Leu Pro Gin Leu Tyr He Gin Pro 

275 280 285 

Met Met Gly Ala Gly Leu Asn Tyr Glu Cys Tyr Arg Phe Gly lie Ser 

290 295 300 

Pro Ser Thr Asn Ala Leu Val He Gly Ala Thr Val Met Glu Gly Phe 

305 310 315 320 

Tyr Val He Phe Asp Arg Ala Gin Lys Arg Val Gly Phe Ala Ala Ser 

325 330 335 

Pro Cys Ala Glu lie Ala Gly Ala Ala Val Ser Glu He Ser Gly Pro 

340 345 350 
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#5p 11 — 194179 



a 



Phe Ser Thr Glu Asp Val Ala Ser Asn Cys Val Pro Ala Gin Ser Leu 

355 360 365 

Ser Glu Pro He Leu Trp He Val Ser Tyr Ala Leu Met Ser Val Cys 

370 375 380 

Gly Ala He Leu Leu Val Leu He Val Leu Leu Leu Leu Pro Phe Arg 

385 390 395 400 

Cys Gin Arg Arg Pro Arg Asp Pro Glu Val Val Asn Asp Glu Ser Ser 
405 410 415 



Leu Val Arg His Arg Trp Lys 

420 



<210> 327 
<211> 3017 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (141).. (1343) 
<400> 327 

gctgggcgca cggcgcggag ccggccggag ctcgaggccg gcggcggcgg gagagcgacc 60 
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11 — 194179 

cgggcggcct cgtagcgggg ccccggatcc ccgagtggcg gccggagcct cgaaaagaga 120 



ttctcagcgc tgattttgag atg atg ggc ttg gga aac ggg cgt cgc age atg 173 

Met Met Gly Leu Gly Asn Gly Arg Arg Ser Met 
1 5 10 

aag teg ccg ccc etc gtg ctg gee gee ctg gtg gee tgc ate ate gtc 221 
Lys Ser Pro Pro Leu Val Leu Ala Ala Leu Val Ala Cys He He Val 

15 20 25 

ttg ggc ttc aac tac tgg att gcg age tec egg age gtg gac etc cag 269 
Leu Gly Phe Asn Tyr Trp He Ala Ser Ser Arg Ser Val Asp Leu Gin 

30 35 40 



aca egg ate atg gag ctg gaa ggc agg gtc cgc agg gcg get gca gag 317 
Thr Arg He Met Glu Leu Glu Gly Arg Val Arg Arg Ala Ala Ala Glu 

45 50 55 

aga ggc gee gtg gag ctg aag aag aac gag ttc cag gga gag ctg gag 365 
Arg Gly Ala Val Glu Leu Lys Lys Asn Glu Phe Gin Gly Glu Leu Glu 

60 65 70 75 

aag cag egg gag cag ctt gac aaa ate cag tec age cac aac ttc cag 413 
Lys Gin Arg Glu Gin Leu Asp Lys He Gin Ser Ser His Asn Phe Gin 

80 85 90 



ctg gag age gtc aac aag ctg tac cag gac gaa aag gcg gtt ttg gtg 461 
Leu Glu Ser Val Asn Lys Leu Tyr Gin Asp Glu Lys Ala Val Leu Val 
95 100 105 
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11-194179 



aat aac ate acc aca ggt gag agg etc ate cga gtg ctg caa gac cag 509 
Asn Asn He Thr Thr Gly Glu Arg Leu He Arg Val Leu Gin Asp Gin 
110 115 120 

t 

tta aag acc ctg cag agg aat tac ggc agg ctg cag cag gat gtc etc 557 

Leu Lys Thr Leu Gin Arg Asn Tyr Gly Arg Leu Gin Gin Asp Val Leu 

125 130 135 

cag ttt cag aag aac cag acc aac ctg gag agg aag ttc tec tac gac 605 
Gin Phe Gin Lys Asn Gin Thr Asn Leu Glu Arg Lys Phe Ser Tyr Asp 
140 145 150 155 

ctg age cag tgc ate aat cag atg aag gag gtg aag gaa cag tgt gag 653 
Leu Ser Gin Cys He Asn Gin Met Lys Glu Val Lys Glu Gin Cys Glu 
160 165 170 

gag cga ata gaa gag gtc acc aaa aag ggg aat gaa get gta get tec 701 
Glu Arg He Glu Glu Val Thr Lys Lys Gly Asn Glu Ala Val Ala Ser 

175 180 185 

aga gac ctg agt gaa aac aac gac cag aga cag cag etc caa gec etc 749 
Arg Asp Leu Ser Glu Asn Asn Asp Gin Arg Gin Gin Leu Gin Ala Leu 
190 195 200 

agt gag cct cag ccc agg ctg cag gca gca ggc ctg cca cac aca gag 797 
Ser Glu Pro Gin Pro Arg Leu Gin Ala Ala Gly Leu Pro His Thr Glu 

205 210 215 
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gtg cca caa ggg aag gga aac gtg 
Val Pro Gin Gly Lys Gly Asn Val 

220 225 

cca gcc ccc agt tec gaa gtg gtt 
Pro Ala Pro Ser Ser Glu Val Val 

240 



ctt ggt aac age aag tec cag aca 845 

Leu Gly Asn Ser Lys Ser Gin Thr 

230 235 

ttg gat tea aag aga caa gtt gag 893 

Leu Asp Ser Lys Arg Gin Val Glu 

245 250 



aaa gag gaa acc aat gag ate cag gtg gtg aat gag gag cct cag agg 941 
Lys Glu Glu Thr Asn Glu He Gin Val Val Asn Glu Glu Pro Gin Arg 

255 260 265 



gac agg ctg ccg cag gag cca ggc egg gag cag gtg gtg gaa gac aga 989 
Asp Arg Leu Pro Gin Glu Pro Gly Arg Glu Gin Val Val Glu Asp Arg 

270 275 280 

cct gta ggt gga aga ggc ttc ggg gga gcc gga gaa ctg ggc cag acc 1037 
Pro Val Gly Gly Arg Gly Phe Gly Gly Ala Gly Glu Leu Gly Gin Thr 

285 290 295 



cca cag gtg cag get gcc ctg tea gtg age cag gaa aat cca gag atg 1085 
Pro Gin Val Gin Ala Ala Leu Ser Val Ser Gin Glu Asn Pro Glu Met 

300 305 310 315 



gag ggc cct gag cga gac cag ctt gtc ate ccc gac gga cag gag gag 1133 
Glu Gly Pro Glu Arg Asp Gin Leu Val He Pro Asp Gly Gin Glu Glu 

320 325 330 



gag cag gaa get gcc ggg gaa ggg aga aac cag cag aaa ctg aga gga 1181 
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11-194179 



Glu Gin Glu Ala Ala Gly Glu Gly Arg Asn Gin Gin Lys Leu Arg Gly 

335 340 345 

gaa gat gac tac aac atg gat gaa aat gaa gca gaa tct gag aca gac 1229 
Glu Asp Asp Tyr Asn Met Asp Glu Asn Glu Ala Glu Ser Glu Thr Asp 

350 355 360 

aag caa gca gcc ctg gca ggg aat gac aga aac ata gat gtt ttt aat 1277 
Lys Gin Ala Ala Leu Ala Gly Asn Asp Arg Asn He Asp Val Phe Asn 

365 370 375 

gtt gaa gat cag aaa aga gac acc ata aat tta ctt gat cag cgt gaa 1325 
Val Glu Asp Gin Lys Arg Asp Thr He Asn Leu Leu Asp Gin Arg Glu 

380 385 390 395 

aag egg aat cat aca etc tgaattgaac tggaatcaca tatttcacaa 1373 
Lys Arg Asn His Thr Leu 
400 

cagggecgaa gagatgactt taaaatgttc atgagggact gaatactgaa aactgtgaaa 1433 
tgtactaaat aaaatgtaca tctgaagatg attattgtga aattttagta tgcactttgt 1493 
gtaggaaaaa atggaatggt cttttaaaca gcttttgggg ggtactttgg aagtgtctaa 1553 
taaggtgtca caatttttgg tagtaggtat ttcgtgagaa gctcaacacc aaaactggaa 1613 
catagttctc cttcaagtgt tggegacage ggggcttcct gattctggaa tataactttg 1673 
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tgtaaattaa cagccaccta tagaagagtc catctgctgt gaaggagaga cagagaactc 1733 
tgggttccgt cgtcctgtcc acgtgctgta ccaagtgctg gtgccagcct gttacctgtt 1793 
ctcactgaaa agtctggcta atgctcttgt gtagtcactt ctgattctga caatcaatca 1853 
atcaatggcc tagagcactg actgttaaca caaacgtcac tagcaaagta gcaacagctt 1913 
taagtctaaa tacaaagctg ttctgtgtga gaatttttta aaaggctact tgtataataa 1973 
cccttgtcat ttttaatgta caaaacgcta ttaagtggct tagaatttga acatttgtgg 2033 
tctttattta ctttgcttcg tgtgtgggca aagcaacatc ttccctaaat atatattacc 2093 
aagaaaagca agaagcagat taggtttttg acaaaacaaa caggccaaaa gggggctgac 2153 
ctggagcaga gcatggtgag aggcaaggca tgagagggca agttttgttg tggacagatc 2213 
tgtgcctact ttattactgg agtaaaagaa aacaaagttc attgatgtcg aaggatatat 2273 
acagtgttag aaattaggac tgtttagaaa aacaggaata caatggttgt ttttatcata 2333 
gtgtacacat ttagcttgtg gtaaatgact cacaaaactg attttaaaat caagttaatg 2393 
tgaattttga aaattactac ttaatcctaa ttcacaataa caatggcatt aaggtttgac 2453 
ttgagttggt tcttagtatt atttatggta aataggctct taccacttgc aaataactgg 2513 
ccacatcatt aatgactgac ttcccagtaa ggctctctaa ggggtaagta ggaggatcca 2573 
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11-194179 



# 



caggatttga gatgctaagg ccccagagat cgtttgaacc aaccctctta ttttcagagg 2633 



cacagactcc cgagtagctg ggactacagg cacacagtca ctgaagcagg ccctgtttgc 2753 
aattcacgct gccacctcca acttaaacat tcttcatatg tgatgtcctt agtcactaag 2813 
gttaaacttt cccacccaga aaaggcaact tagataaaat cttagagtac tttcatactc 2873 
ttctaagtcc tcttccagcc tcactttgag tcctccttgg ggttgatagg aattttctct 2933 
tgctttctca ataaagtctc tattcatctc atgtttaatt tgtacgcata gaattgctga 2993 
gaaataaaat gttctgttca actt 3017 

<210> 328 
<211> 401 
<212> PRT 

<213> Homo sapiens 
<400> 328 

Met Met Gly Leu Gly Asn Gly Arg Arg Ser Met Lys Ser Pro Pro Leu 
15 10 15 

Val Leu Ala Ala Leu Val Ala Cys lie lie Val Leu Gly Phe Asn Tyr 



ggaaaatggg gcctagaagt 



tacagagcat ctagctggtg cgctggcacc cctggcctca 



2693 



20 
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11-194179 



Trp He Ala Ser Ser Arg Ser Val Asp Leu Gin Thr Arg He Met Glu 

35 40 45 

Leu Glu Gly Arg Val Arg Arg Ala Ala Ala Glu Arg Gly Ala Val Glu 

50 55 60 

Leu Lys Lys Asn Glu Phe Gin Gly Glu Leu Glu Lys Gin Arg Glu Gin 

65 70 75 80 

Leu Asp Lys He Gin Ser Ser His Asn Phe Gin Leu Glu Ser Val Asn 

85 90 95 

Lys Leu Tyr Gin Asp Glu Lys Ala Val Leu Val Asn Asn He Thr Thr 
100 105 110 

Gly Glu Arg Leu He Arg Val Leu Gin Asp Gin Leu Lys Thr Leu Gin 

115 120 125 

Arg Asn Tyr Gly Arg Leu Gin Gin Asp Val Leu Gin Phe Gin Lys Asn 

130 135 140 

Gin Thr Asn Leu Glu Arg Lys Phe Ser Tyr Asp Leu Ser Gin Cys lie 
145 150 155 160 

Asn Gin Met Lys Glu Val Lys Glu Gin Cys Glu Glu Arg He Glu Glu 
165 170 175 

Val Thr Lys Lys Gly Asn Glu Ala Val Ala Ser Arg Asp Leu Ser Glu 
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180 185 190 

Asn Asn Asp Gin Arg Gin Gin Leu Gin Ala Leu Ser Glu Pro Gin Pro 

195 200 205 

Arg Leu Gin Ala Ala Gly Leu Pro His Thr Glu Val Pro Gin Gly Lys 

210 215 220 

Gly Asn Val Leu Gly Asn Ser Lys Ser Gin Thr Pro Ala Pro Ser Ser 

225 230 235 240 

Glu Val Val Leu Asp Ser Lys Arg Gin Val Glu Lys Glu Glu Thr Asn 

245 250 255 

Glu He Gin Val Val Asn Glu Glu Pro Gin Arg Asp Arg Leu Pro Gin 

260 265 270 

Glu Pro Gly Arg Glu Gin Val Val Glu Asp Arg Pro Val Gly Gly Arg 

275 280 285 

Gly Phe Gly Gly Ala Gly Glu Leu Gly Gin Thr Pro Gin Val Gin Ala 

290 295 300 

Ala Leu Ser Val Ser Gin Glu Asn Pro Glu Met Glu Gly Pro Glu Arg 

305 310 315 320 

Asp Gin Leu Val He Pro Asp Gly Gin Glu Glu Glu Gin Glu Ala Ala 

325 330 335 
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Gly Glu Gly Arg Asn Gin Gin Lys Leu Arg Gly Glu Asp Asp Tyr Asn 

340 345 350 

Met Asp Glu Asn Glu Ala Glu Ser Glu Thr Asp Lys Gin Ala Ala Leu 

355 360 365 

Ala Gly Asn Asp Arg Asn He Asp Val Phe Asn Val Glu Asp Gin Lys 

370 375 380 

Arg Asp Thr He Asn Leu Leu Asp Gin Arg Glu Lys Arg Asn His Thr 

385 390 395 400 

Leu 



<210> 329 
<211> 2372 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (77).. (1255) 

<400> 329 

aagtggccgc cggcgtccgg gtacccgagg gctctcccgc gttgctggca ccgctggcgc 60 
cgcggtctcg tagcgc atg ggc etc etc cga ggc ggg etc cca tgc get egg 112 
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m 



#5p i 1 — 194179 



Met Gly Leu Leu Arg Gly Gly Leu Pro Cys Ala Arg 
1 5 10 

gcc atg gcg cgc ctg ggc get gtg cgc tec cac tac tgc gec ctg ctg 160 
Ala Met Ala Arg Leu Gly Ala Val Arg Ser His Tyr Cys Ala Leu Leu 

15 20 25 



ctg gcc gcg gcg ctg gcc gtc tgc gcc ttc tac tac etc ggc tea ggc 208 
Leu Ala Ala Ala Leu Ala Val Cys Ala Phe Tyr Tyr Leu Gly Ser Gly 

30 35 40 



egg gag acc ttc tec age gcc ace aag agg ctg aag gag gcc cgc gcc 256 
Arg Glu Thr Phe Ser Ser Ala Thr Lys Arg Leu Lys Glu Ala Arg Ala 

45 50 55 60 

ggg get ccc gcc gcg ccc teg ccg ccc gcg ctg gag eta gcg egg ggc 304 
Gly Ala Pro Ala Ala Pro Ser Pro Pro Ala Leu Glu Leu Ala Arg Gly 

65 70 75 

tec gtg gcg cca gcc ccc ggc gcg aag gcc aag age ttg gag ggc ggc 352 
Ser Val Ala Pro Ala Pro Gly Ala Lys Ala Lys Ser Leu Glu Gly Gly 

80 85 90 

ggt gcc ggg ccg gtg gac tac cac ctg ctg atg atg ttc acc aag gcg 400 
Gly Ala Gly Pro Val Asp Tyr His Leu Leu Met Met Phe Thr Lys Ala 
95 100 105 

gag cac aat gcc gcg ctg cag gcc aag gcc cgc gtc gcg ctg cgc tea 448 
Glu His Asn Ala Ala Leu Gin Ala Lys Ala Arg Val Ala Leu Arg Ser 
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tfiiiE4# 2000-3062522 



11—194179 



110 115 120 

ctg ctg cgc etc gec aag ttc gag gcg cac gag gtg ctt aac ctt cac 496 
Leu Leu Arg Leu Ala Lys Phe Glu Ala His Glu Val Leu Asn Leu His 

125 130 135 140 

ttc gtg age gag gag gee age cgc gag gtg gee aag ggc ctg ctg egg 544 
Phe Val Ser Glu Glu Ala Ser Arg Glu Val Ala Lys Gly Leu Leu Arg 
145 150 155 

gag etc ctg ccg ccc gee get ggc ttc aag tgc aag gtc ate ttc cac 592 
Glu Leu Leu Pro Pro Ala Ala Gly Phe Lys Cys Lys Val lie Phe His 
160 165 170 

gat gtt get gtg ctg acg gat aag etc ttc ccc ate gtg gag gee atg 640 
Asp Val Ala Val Leu Thr Asp Lys Leu Phe Pro lie Val Glu Ala Met 

175 180 185 

cag aag cac ttc agt get ggc ttg gga ace tac tac agt gac tec ate 688 
Gin Lys His Phe Ser Ala Gly Leu Gly Thr Tyr Tyr Ser Asp Ser He 
190 195 200 

ttc ttc etc teg gtc gee atg cat cag ate atg ccc aaa gag ate ctg 736 
Phe Phe Leu Ser Val Ala Met His Gin He Met Pro Lys Glu He Leu 

205 210 215 220 

cag ate att cag ctg gac eta gac ctg aag ttt aag ace aac ate egg 784 
Gin He He Gin Leu Asp Leu Asp Leu Lys Phe Lys Thr Asn lie Arg 

225 230 235 



12 7 4 



2000-3062522 




11 — 194179 



gag ttg ttt gag gaa ttt gac agt ttc ctg cca ggc gcc ate ate ggc 832 
Glu Leu Phe Glu Glu Phe Asp Ser Phe Leu Pro Gly Ala He lie Gly 

240 245 250 

ata gcc egg gag atg cag cca gtt tac agg cac aca ttc tgg cag ttc 880 
He Ala Arg Glu Met Gin Pro Val Tyr Arg His Thr Phe Trp Gin Phe 

255 260 265 



cgc cat gag aac ccc cag acc egg gtt ggg ggc ccg ccc ccc gag ggg 928 
Arg His Glu Asn Pro Gin Thr Arg Val Gly Gly Pro Pro Pro Glu Gly 

270 275 280 

ctg ccg ggc ttc aac age ggg gtg atg ttg ctg aac ctg gag gcc atg 976 
Leu Pro Gly Phe Asn Ser Gly Val Met Leu Leu Asn Leu Glu Ala Met 

285 290 295 300 



cgc cag tec ccg etc tac age cgc ctg ctg gag ccg gcg cag gtg cag 1024 
Arg Gin Ser Pro Leu Tyr Ser Arg Leu Leu Glu Pro Ala Gin Val Gin 

305 310 315 



cag ctg gcc gac aag tac cac ttc cgc ggc cac etc ggg gac cag gac 1072 
Gin Leu Ala Asp Lys Tyr His Phe Arg Gly His Leu Gly Asp Gin Asp 

320 325 330 



ttc ttc acc atg ate ggc atg gag cac ccc aag etc ttc cat gtg ctg 1120 
Phe Phe Thr Met He Gly Met Glu His Pro Lys Leu Phe His Val Leu 

335 340 345 
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aiSE# 2000-3062522 



11-194179 

gac tgt acc tgg aac egg cag ctg tgc acc tgg tgg agg gac cat ggc 1168 

Asp Cys Thr Trp Asn Arg Gin Leu Cys Thr Trp Trp Arg Asp His Gly 

350 355 360 

tac agt gac gtc ttc gag gec tat ttc agg tgt gag ggc cac gtc aag 1216 

Tyr Ser Asp Val Phe Glu Ala Tyr Phe Arg Cys Glu Gly His Val Lys 

365 370 375 380 



ate tac cac ggg aac tgc aac act ccc 
He Tyr His Gly Asn Cys Asn Thr Pro 

385 



ate ccg gag gac taggcgctcc 1265 
He Pro Glu Asp 

390 



ccgtgccttg cccccggggc ctccagatct gggggg^ggz cagggttcct tgggacagac 1325 



ccaagggcag tgtctgaccc gctagagaga caccgcaggg aagtcctgtg attaaggtgc 1385 



tgagacctcc tgccgggcag gtcactgtgc tgaggccacc cgccaaggac tggcctgtgc 1445 



actgctggtg cttgggacct tattcctcca gggagcaggc gacacaaagg acaegcatgt 1505 



ccagtgggct gggaagcaag cacttgaaga gaaggaaggg gagaaagggt cccccttgct 1565 



gtctgcctct gaggaatgga aatcctttag acccggcctt ttttggacca atataaattt 1625 



aatttaaatt gacagccttc catttttcga gaaagtacaa acagaactgc tttagcaccc 1685 



atcgagcccc aaacgggtaa ggtaagccaa ggttttaatg accagcccag tatctaagct 1745 



tccaaacgaa taccagccca tcacatactc accctgggag gctgctgcac gcgcattctc 1805 
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ffifiE# 2000-3062522 



11 — 194179 



ctgatgctca cgtcacttgg tgtaggtttc aggatcgcct ctttgaggaa ggacttcagg 1865 

accaactggg gcctgcataa gaaaacttat ctcattatta gagtactcac agcttgtatc 1925 

tcccagctac atcctagaac cccattgtcc tttattccac caaaccagct ccaggtgacc 1985 

agactctact cagaaagcaa attcgtcatc aaagaacaga gactggccac cacaaggaca 2045 

tgcaggagaa ctgtcgggac caggaagact cattccaaaa agcccaggcc gggcacagtc 2105 

gtcaagcctg taatcccaac actttgggag accgaggtgg gggtatcgat tgagcctcgg 2165 

aggtcgagat cagcctggga aacacaggga ggcccccatc gctacaaaat attttaaaaa 2225 

ttagccaggt gtggtggctt gtgcttgttg tcccggctac ttgggaggct gaagtgggag 2285 
ggtggcttga gtccaggagt tcactgcact gagctgtgat cacaccactg cactccagcc 2345 

tggacgacag agtgagacgt ccatctc 2372 

<210> 330 
<211> 393 
<212> PRT 

<213> Homo sapiens 
<400> 330 

Met Gly Leu Leu Arg Gly Gly Leu Pro Cys Ala Arg Ala Met Ala Arg 



12 7 7 



2000-3062522 



11 — 194179 
1 5 10 15 

Leu Gly Ala Val Arg Ser His Tyr Cys Ala Leu Leu Leu Ala Ala Ala 

20 25 30 

Leu Ala Val Cys Ala Phe Tyr Tyr Leu Gly Ser Gly Arg Glu Thr Phe 

35 40 45 

Ser Ser Ala Thr Lys Arg Leu Lys Glu Ala Arg Ala Gly Ala Pro Ala 

50 55 60 

Ala Pro Ser Pro Pro Ala Leu Glu Leu Ala Arg Gly Ser Val Ala Pro 

65 70 75 80 

Ala Pro Gly Ala Lys Ala Lys Ser Leu Glu Gly Gly Gly Ala Gly Pro 

85 90 95 

Val Asp Tyr His Leu Leu Met Met Phe Thr Lys Ala Glu His Asn Ala 
100 105 110 

Ala Leu Gin Ala Lys Ala Arg Val Ala Leu Arg Ser Leu Leu Arg Leu 
115 120 125 

Ala Lys Phe Glu Ala His Glu Val Leu Asn Leu His Phe Val Ser Glu 

130 135 140 

Glu Ala Ser Arg Glu Val Ala Lys Gly Leu Leu Arg Glu Leu Leu Pro 

145 150 155 160 
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ajSEff 2000-3062522 



11-194179 



Pro Ala Ala Gly Phe Lys Cys Lys Val He Phe His Asp Val Ala Val 
165 170 175 

Leu Thr Asp Lys Leu Phe Pro He Val Glu Ala Met Gin Lys His Phe 
180 185 190 

Ser Ala Gly Leu Gly Thr Tyr Tyr Ser Asp Ser lie Phe Phe Leu Ser 

195 200 205 

Val Ala Met His Gin He Met Pro Lys Glu He Leu Gin He lie Gin 

210 215 220 

Leu Asp Leu Asp Leu Lys Phe Lys Thr Asn He Arg Glu Leu Phe Glu 

225 230 235 240 

Glu Phe Asp Ser Phe Leu Pro Gly Ala He He Gly He Ala Arg Glu 

245 250 255 

Met Gin Pro Val Tyr Arg His Thr Phe Trp Gin Phe Arg His Glu Asn 

260 265 270 

Pro Gin Thr Arg Val Gly Gly Pro Pro Pro Glu Gly Leu Pro Gly Phe 

275 280 285 

Asn Ser Gly Val Met Leu Leu Asn Leu Glu Ala Met Arg Gin Ser Pro 

290 295 300 



Leu Tyr Ser Arg Leu Leu Glu Pro Ala Gin Val Gin Gin Leu Ala Asp 

305 310 315 320 
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miI4# 2000-3062522 



#3* 11-194179 



Lys Tyr His Phe Arg Gly His Leu Gly Asp Gin Asp Phe Phe Thr Met 

325 330 335 

He Gly Met Glu His Pro Lys Leu Phe His Val Leu Asp Cys Thr Trp 

340 345 350 

Asn Arg Gin Leu Cys Thr Trp Trp Arg Asp His Gly Tyr Ser Asp Val 

355 360 365 

Phe Glu Ala Tyr Phe Arg Cys Glu Gly His Val Lys He Tyr His Gly 

370 375 380 

Asn Cys Asn Thr Pro He Pro Glu Asp 

385 390 



<210> 331 
<211> 3520 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (40).. (1875) 

<400> 331 

gaaattcagg ttaacgccat tgataaaggg attccttcc atg gca ggt cac age 54 

Met Ala Gly His Ser 
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ffi$E#2 000-3062522 



#3p 11 — 194179 



atg gtc ctg gtg gaa att ctg gac gtg aat gac aat gtc cct gaa gta 102 

Met Val Leu Val Glu He Leu Asp Val Asn Asp Asn Val Pro Glu Val 

10 15 20 

atg gtt act tea ctg teg etc cct gtg caa gag gat get cag gtg ggt 150 

Met Val Thr Ser Leu Ser Leu Pro Val Gin Glu Asp Ala Gin Val Gly 

25 30 35 

acc gtc att gec ctg att age gtg teg gat cgt gac tct gga gec aat 198 

Thr Val He Ala Leu lie Ser Val Ser Asp Arg Asp Ser Gly Ala Asn 

40 45 50 

gga cag gtc ate tgc tea ctg aca cct cat gtt ccc ttc aag ctg gtg 246 

Gly Gin Val He Cys Ser Leu Thr Pro His Val Pro Phe Lys Leu Val 

55 60 65 

tec acc tac aag aat tac tac teg ttg gtg ctg gac age gec ctg gac 294 

Ser Thr Tyr Lys Asn Tyr Tyr Ser Leu Val Leu Asp Ser Ala Leu Asp 

70 75 80 85 

cgc gag age gtg teg gec tat gag ctg gtg gtg act gcg egg gat ggg 342 

Arg Glu Ser Val Ser Ala Tyr Glu Leu Val Val Thr Ala Arg Asp Gly 

90 95 100 

ggc teg cct teg ctg tgg gec acg get aga gtg tec gtg gag gtg gec 390 

Gly Ser Pro Ser Leu Trp Ala Thr Ala Arg Val Ser Val Glu Val Ala 

105 110 115 
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ffill# 2000-3062522 



4#¥ 11-194179 



gac gtg aac gac aat gcg cct gcg ttc gcg cag ccc gag tac aca gtg 438 
Asp Val Asn Asp Asn Ala Pro Ala Phe Ala Gin Pro Glu Tyr Thr Val 

120 125 130 

ttc gtg aag gag aac aac ccg ccg ggc tgc cac ate ttc acg gtg teg 486 
Phe Val Lys Glu Asn Asn Pro Pro Gly Cys His He Phe Thr Val Ser 

135 140 145 

gca tgg gac gcg gac gcg cag aag aac gcg ctg gtg tec tac teg ctg 534 
Ala Trp Asp Ala Asp Ala Gin Lys Asn Ala Leu Val Ser Tyr Ser Leu 

150 155 160 165 

gtg gag egg egg gtg ggc gag cac gca ctg teg age tac gtg teg gtg 582 
Val Glu Arg Arg Val Gly Glu His Ala Leu Ser Ser Tyr Val Ser Val 
170 175 180 

cac gcg gag age ggc aag gtg tac gcg ctg cag ccg eta gac cac gag 630 
His Ala Glu Ser Gly Lys Val Tyr Ala Leu Gin Pro Leu Asp His Glu 
185 190 195 

gag ctg gag ctg ctg cag ttc cag gtg age gcg cgc gac gee ggc gtg 678 
Glu Leu Glu Leu Leu Gin Phe Gin Val Ser Ala Arg Asp Ala Gly Val 

200 205 210 

ccg cct ctg ggc age aac gtg acg ctg cag gtg ttc gtg ctg gac gag 726 
Pro Pro Leu Gly Ser Asn Val Thr Leu Gin Val Phe Val Leu Asp Glu 

215 220 225 
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2000-3062522 



#5p 11-19417 9^^ 



aac gac aac gcg ccg gca ctg ctg gcg act ccg get ggc age gca gga 774 
Asn Asp Asn Ala Pro Ala Leu Leu Ala Thr Pro Ala Gly Ser Ala Gly 

230 235 240 245 



ggc gca gtt age gag ttg gta ccg egg teg gtg ggt gcg ggc cac gtg 822 
Gly Ala Val Ser Glu Leu Val Pro Arg Ser Val Gly Ala Gly His Val 

250 255 260 

gtg gcg aaa gtg cgc gcg gtg gac get gac tec ggc tat aac get tgg 870 
Val Ala Lys Val Arg Ala Val Asp Ala Asp Ser Gly Tyr Asn Ala Trp 

265 270 275 

ctg tec tac gag ttg caa ccg gcg gcg gtc ggc gcg cac ate ccg ttc 918 
Leu Ser Tyr Glu Leu Gin Pro Ala Ala Val Gly Ala His lie Pro Phe 

280 285 290 



cac gtg ggg ctg tac act ggc gag ate age acg aca cgc ate ctg gat 966 
His Val Gly Leu Tyr Thr Gly Glu He Ser Thr Thr Arg lie Leu Asp 

295 300 305 

gag gcg gac get ccg cgc cac cgc ctg ctg gtg ctg gtg aag gac cac 1014 
Glu Ala Asp Ala Pro Arg His Arg Leu Leu Val Leu Val Lys Asp His 

310 315 320 325 



ggt gag ccc gcg ctg acg tec acg gee acg gtg ctg gtg teg ctg gtg 1062 

Gly Glu Pro Ala Leu Thr Ser Thr Ala Thr Val Leu Val Ser Leu Val 

330 335 340 

gag aac ggc cag gee cca aag acg teg teg egg gee tea gtg ggc get 1110 
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ffi|E# 2000-3062522 



#5p 11 — 194179 



Glu Asn Gly Gin Ala Pro Lys Thr Ser Ser Arg Ala Ser Val Gly Ala 

345 350 355 

gtg gat ccc gaa gcg get ctg gtg gat att aac gtg tac etc ate ate 1158 
Val Asp Pro Glu Ala Ala Leu Val Asp He Asn Val Tyr Leu He He 

360 365 370 

gee ate tgt gcg gtg tec age ctg ctg gtg etc acg ctg ctg ttg tac 1206 
Ala He Cys Ala Val Ser Ser Leu Leu Val Leu Thr Leu Leu Leu Tyr 

375 380 385 

act gcg ctg cgt tgc tea gcg ccg ccc ace gtg age egg tgc gcg ccg 1254 
Thr Ala Leu Arg Cys Ser Ala Pro Pro Thr Val Ser Arg Cys Ala Pro 

390 395 400 405 

ggc aag ccc acg ctg gtg tgc tec age gee gtg ggg agt tgg tct tac 1302 
Gly Lys Pro Thr Leu Val Cys Ser Ser Ala Val Gly Ser Trp Ser Tyr 
410 415 420 

teg cag cag agg agg cag agg gtg tgc tct gca gag age ccg ccc aag 1350 
Ser Gin Gin Arg Arg Gin Arg Val Cys Ser Ala Glu Ser Pro Pro Lys 
425 430 435 

acg gac etc atg gee ttc age cca age ctt cag ctg tct cga gaa gat 1398 
Thr Asp Leu Met Ala Phe Ser Pro Ser Leu Gin Leu Ser Arg Glu Asp 

440 445 450 

tgt tta aat cct ccc agt gaa cca cga cag ccc aac cct gac tgg cgt 1446 
Cys Leu Asn Pro Pro Ser Glu Pro Arg Gin Pro Asn Pro Asp Trp Arg 
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#5£ 11-194179 



455 



460 



465 



tac tct gcc tec ctg aga gca ggc atg cac age tct gtg cac eta gag 1494 

Tyr Ser Ala Ser Leu Arg Ala Gly Met His Ser Ser Val His Leu Glu 

470 , 475 480 485 

gag get ggc att eta egg get ggt cca gga ggg cct gat cag cag tgg 1542 

Glu Ala Gly He Leu Arg Ala Gly Pro Gly Gly Pro Asp Gin Gin Trp 

490 495 500 

cca aca gta tec agt gca aca cca gaa cca gag gca gga gaa gtg tec 1590 

Pro Thr Val Ser Ser Ala Thr Pro Glu Pro Glu Ala Gly Glu Val Ser 

505 510 515 

cct cca gtc ggt gcg ggt gtc aac age aac age tgg acc ttt aaa tac 1638 

Pro Pro Val Gly Ala Gly Val Asn Ser Asn Ser Trp Thr Phe Lys Tyr 

520 525 530 

gga cca ggc aac ccc aaa caa tec ggt ccc ggt gag ttg ccc gac aaa 1686 

Gly Pro Gly Asn Pro Lys Gin Ser Gly Pro Gly Glu Leu Pro Asp Lys 

535 540 545 

ttc att ate cca gga tct cct gca ate ate tec ate egg cag gag cct 1734 

Phe He He Pro Gly Ser Pro Ala lie He Ser He Arg Gin Glu Pro 

550 555 560 565 

act aac age caa att gac aaa agt gac ttc ata acc ttc ggc aaa aag 1782 

Thr Asn Ser Gin He Asp Lys Ser Asp Phe He Thr Phe Gly Lys Lys 

570 575 580 
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miiE# 2000-3062522 



4#¥ 11 — 194179 



gag gag acc aag aaa aag aag aaa aag aag aag ggt aac aag acc cag 1830 
Glu Glu Thr Lys Lys Lys Lys Lys Lys Lys Lys Gly Asn Lys Thr Gin 

585 590 595 

gag aaa aaa gag aaa ggg aac age acg act gac aac agt gac cag 1875 
Glu Lys Lys Glu Lys Gly Asn Ser Thr Thr Asp Asn Ser Asp Gin 
600 605 610 

tgaggtcctc aaatggaaac aagecactta gccagttttt gtaataatgg caaatctctc 1935 

ccatgtagca attccctgct cctttttcct atctacatga gccctcttag agacctcaga 1995 

aatctgeaga aagttccctg tgtctgtcta gaacgcattt aacaggtttt gtcgtaaaag 2055 

ctttactaag tctggtgtta actctttctc tccactctgg cttgttttca gaacctaaaa 2115 

agcagaccca agtttccttt ctcctccgcc gcaaaggaga ggcttcccag ccccgccagt 2175 

gagaggttgg actctctgcc ctgtgctccg gggatcctgt cttgatgaca ettgeaggge 2235 

aggctgaaaa gttttgagat tgagcagctt gggagtttgt ggccactggg tatgtgtagc 2295 

taccgegggt atgcgagtgc cagatattgg ctgagacgag ccagcttaga ctaattggta 2355 

caaggaaggc aagaaaacaa agacaaataa acageggaag ttatcagtat ggaggggaag 2415 

tgtaaactta aagggaccag actttctaaa tcttacaact caagaggtgg cagccaccct 2475 



12 8 6 



2000-3062522 



11-19 



4 17 9 



ctaggagaca aaactacccc cactgacaag gctttaggag accctaaagt ctgttggctg 2535 



tgacgtcatt atacctaaaa tctgcatcat acctgcaagc caacagttca gtgttttaac 2595 



agagaaccac cctgggaaac agaagcagat ctgatgtgtt tcctatacat gtcctgtgct 2655 



cactttatta aaaattcttt tgcacacaat gtttatgaaa aggccagatc cttttccaat 2715 



acttatgcaa aagcaaaaga aaaccccgac acctcacctt tcgctgtttg ttgtttcata 2775 



gatttattta aaaaaagaga aagtctatag ctataaatct ttaaagagaa atatgaatac 2835 



aattccccta aactctcctc aaaagagaat tcagtctaca gccatttaaa tgatcattgc 2895 



tgctacagaa gtgctttaag agaattgcct gaaacatctg tattatatcg gccacctgcc 2955 



aatcacagct ttactctttc aggtcactct ggggctgcct cttgcatgta ttactaaata 3015 
aaatgatctc tctttctctc tctctctctc ttttctaaga aacaattatg tgcactttga 3075 



tacacaacct tctctaacca actatatatc aagacccaaa aattgaagaa aaatattgtt 3135 



ttctcataca gtgagcggat ttttcaatct actaattctg tgacttgtct tggtgtgcta 3195 



gcctacacct tctctttggt ttagttttcc ttttctataa cactctgaat tgctaatctt 3255 



actaacacct atgatgttac ctgaaatcaa tctcccatat gtatgctgta tgctatgcta 3315 



agactcctga aatatactta ctctgtgctt gtgtatgtga atgttaatgc aactattacc 3375 
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11 — 194179 



tagagtgaac tttaagcttt attgttgaat gtaattccat tatatttcct tttgtacacc 3435 
tgtgaaaaag tggagtagtg tttttttaac cattgttaat cagcttttgt gtatgaaaga 3495 
cacagtaaaa tttctttctt aaatc 3520 



<210> 332 
<211> 612 
<212> PRT 

<213> Homo sapiens 
<400> 332 

Met Ala Gly His Ser Met Val Leu Val Glu He Leu Asp Val Asn Asp 
15 10 15 

Asn Val Pro Glu Val Met Val Thr Ser Leu Ser Leu Pro Val Gin Glu 

20 25 30 

Asp Ala Gin Val Gly Thr Val He Ala Leu He Ser Val Ser Asp Arg 

35 40 45 

Asp Ser Gly Ala Asn Gly Gin Val He Cys Ser Leu Thr Pro His Val 

50 55 60 

Pro Phe Lys Leu Val Ser Thr Tyr Lys Asn Tyr Tyr Ser Leu Val Leu 

65 70 75 80 
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11-194179 



Asp Ser Ala Leu Asp Arg Glu Ser Val Ser Ala Tyr Glu Leu Val Val 

85 90 95 

Thr Ala Arg Asp Gly Gly Ser Pro Ser Leu Trp Ala Thr Ala Arg Val 
100 105 110 

Ser Val Glu Val Ala Asp Val Asn Asp Asn Ala Pro Ala Phe Ala Gin 

115 120 125 

Pro Glu Tyr Thr Val Phe Val Lys Glu Asn Asn Pro Pro Gly Cys His 

130 135 140 

He Phe Thr Val Ser Ala Trp Asp Ala Asp Ala Gin Lys Asn Ala Leu 

145 150 155 160 

Val Ser Tyr Ser Leu Val Glu Arg Arg Val Gly Glu His Ala Leu Ser 
165 170 175 

Ser Tyr Val Ser Val His Ala Glu Ser Gly Lys Val Tyr Ala Leu Gin 

180 185 190 



Pro Leu Asp His Glu Glu Leu Glu Leu Leu Gin Phe Gin Val Ser Ala 

195 200 205 



Arg Asp Ala Gly Val Pro Pro Leu Gly Ser Asn Val Thr Leu Gin Val 

210 215 220 

Phe Val Leu Asp Glu Asn Asp Asn Ala Pro Ala Leu Leu Ala Thr Pro 

225 230 235 240 
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11 — 194179 



Ala Gly Ser Ala Gly Gly Ala Val Ser Glu Leu Val Pro Arg Ser Val 

245 250 255 

Gly Ala Gly His Val Val Ala Lys Val Arg Ala Val Asp Ala Asp Ser 

260 265 270 

Gly Tyr Asn Ala Trp Leu Ser Tyr Glu Leu Gin Pro Ala Ala Val Gly 

275 280 285 

Ala His He Pro Phe His Val Gly Leu Tyr Thr Gly Glu He Ser Thr 

290 295 300 

Thr Arg He Leu Asp Glu Ala Asp Ala Pro Arg His Arg Leu Leu Val 

305 310 315 320 

Leu Val Lys Asp His Gly Glu Pro Ala Leu Thr Ser Thr Ala Thr Val 

325 330 335 

Leu Val Ser Leu Val Glu Asn Gly Gin Ala Pro Lys Thr Ser Ser Arg 

340 345 350 

Ala Ser Val Gly Ala Val Asp Pro Glu Ala Ala Leu Val Asp He Asn 

355 360 365 

Val Tyr Leu He He Ala He Cys Ala Val Ser Ser Leu Leu Val Leu 

370 375 380 

Thr Leu Leu Leu Tyr Thr Ala Leu Arg Cys Ser Ala Pro Pro Thr Val 
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385 



390 



395 



400 



Ser Arg Cys Ala Pro Gly Lys Pro Thr Leu Val Cys Ser Ser Ala Val 
405 410 415 

Gly Ser Trp Ser Tyr Ser Gin Gin Arg Arg Gin Arg Val Cys Ser Ala 

420 425 430 

Glu Ser Pro Pro Lys Thr Asp Leu Met Ala Phe Ser Pro Ser Leu Gin 

435 440 445 

Leu Ser Arg Glu Asp Cys Leu Asn Pro Pro Ser Glu Pro Arg Gin Pro 

450 455 460 

Asn Pro Asp Trp Arg Tyr Ser Ala Ser Leu Arg Ala Gly Met His Ser 
465 470 475 480 

Ser Val His Leu Glu Glu Ala Gly He Leu Arg Ala Gly Pro Gly Gly 

485 490 495 

Pro Asp Gin Gin Trp Pro Thr Val Ser Ser Ala Thr Pro Glu Pro Glu 

500 505 510 

Ala Gly Glu Val Ser Pro Pro Val Gly Ala Gly Val Asn Ser Asn Ser 

515 520 525 



Trp Thr Phe Lys Tyr Gly Pro Gly Asn Pro Lys Gin Ser Gly Pro Gly 

530 535 540 
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11-194179 



Glu Leu Pro Asp Lys Phe He He Pro Gly Ser Pro Ala He He Ser 

545 550 555 560 

He Arg Gin Glu Pro Thr Asn Ser Gin He Asp Lys Ser Asp Phe He 

, 565 570 575 

Thr Phe Gly Lys Lys Glu Glu Thr Lys Lys Lys Lys Lys Lys Lys Lys 
580 585 590 

Gly Asn Lys Thr Gin Glu Lys Lys Glu Lys Gly Asn Ser Thr Thr Asp 

595 600 605 

Asn Ser Asp Gin 
610 

<210> 333 

<211> 1979 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (74).. (1474) 

<400> 333 

atcaaacagt gagctgatcc gcctgatcaa caacgccatc aagaatgacc tggccagccg 60 
caaccccacc ttc atg ggc ctg gcc ctg cac tgc ate gec age gtg ggc 109 
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# 11 — 19417 9 ^j^' 

Met Gly Leu Ala Leu His Cys He Ala Ser Val Gly 
1 5 10 



age egg gag atg gec gag gec ttc gec ggg gag ate cct aag gtc etc 157 
Ser Arg Glu Met Ala Glu Ala Phe Ala Gly Glu He Pro Lys Val Leu 

15 20 25 

gta gec gga gac act atg gac age gtg aag cag age gcg gec ctg tgc 205 
Val Ala Gly Asp Thr Met Asp Ser Val Lys Gin Ser Ala Ala Leu Cys 

30 35 40 

ttg ctg cgc ctg tac agg acg tec ccc gat ctt gtc ccc atg ggc gac 253 
Leu Leu Arg Leu Tyr Arg Thr Ser Pro Asp Leu Val Pro Met Gly Asp 

45 50 55 60 

tgg aca tec cga gtg gtg cac ctg etc aat gac cag cac ttg ggt gtg 301 
Trp Thr Ser Arg Val Val His Leu Leu Asn Asp Gin His Leu Gly Val 

65 70 75 

gta act gca gee aca agt ctg ate acc act tta gca cag aag aac cca 349 
Val Thr Ala Ala Thr Ser Leu He Thr Thr Leu Ala Gin Lys Asn Pro 

80 85 90 

gaa gag ttt aaa acc tec gtg tct ctg get gtc tct agg eta age aga 397 
Glu Glu Phe Lys Thr Ser Val Ser Leu Ala Val Ser Arg Leu Ser Arg 
95 100 105 

ate gtg acg tct gca tec aca gat etc cag gat tac act tac tat ttt 445 
He Val Thr Ser Ala Ser Thr Asp Leu Gin Asp Tyr Thr Tyr Tyr Phe 



12 9 3 



tfJfiEff 2000-3062522 



11-194179 



110 115 120 

gtc ccg get ccc tgg ctg tct gtc aaa ctg ctg aga ctg ctg cag tgc 493 
Val Pro Ala Pro Trp Leu Ser Val Lys Leu Leu Arg Leu Leu Gin Cys 

125 130 135 140 

tac cca ccc cca gac cct gca gtg cga ggc cgc ctg act gag tgc ctg 541 
Tyr Pro Pro Pro Asp Pro Ala Val Arg Gly Arg Leu Thr Glu Cys Leu 

145 150 155 

gag acc ate ctg aac aaa gec caa gaa ccg ccc aag teg aag aag gtc 589 
Glu Thr He Leu Asn Lys Ala Gin Glu Pro Pro Lys Ser Lys Lys Val 
160 165 170 

cag tac tec aac gcg aag aat gee gtg ctt ttc gag gee ate age tta 637 
Gin Tyr Ser Asn Ala Lys Asn Ala Val Leu Phe Glu Ala He Ser Leu 

175 180 185 

ate att cac cat gac agt gag ccg aac ctg etc gtc cgt gee tgc aac 685 
He He His His Asp Ser Glu Pro Asn Leu Leu Val Arg Ala Cys Asn 

190 195 200 

cag ttg ggc cag ttt ctg cag cac cgc gag acc aac ctg cgc tac ctg 733 
Gin Leu Gly Gin Phe Leu Gin His Arg Glu Thr Asn Leu Arg Tyr Leu 

205 210 215 220 

gee ctg gag age atg tgc acg ctg gee age tct gag ttc tec cat gag 781 
Ala Leu Glu Ser Met Cys Thr Leu Ala Ser Ser Glu Phe Ser His Glu 

225 230 235 
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get gtc aag acg cac ate gag acg gtc ate aac gee ctg aag act gag 829 
Ala Val Lys Thr His lie Glu Thr Val He Asn Ala Leu Lys Thr Glu 

240 245 250 



egg gac gtg age gtg ctg ccg ccc ace ccg cct egg age etc tgg gag 877 
Arg Asp Val Ser Val Leu Pro Pro Thr Pro Pro Arg Ser Leu Trp Glu 

255 260 265 



cag cag tgc cac tgt gca tgg cgt ggg ctg age ctt ggt gtg tgg ccg 925 
Gin Gin Cys His Cys Ala Trp Arg Gly Leu Ser Leu Gly Val Trp Pro 

270 275 280 

tec tgg tgg ctg cac ace tgg cgt cgt cct ggg ccc ttg gga gga gca 973 
Ser Trp Trp Leu His Thr Trp Arg Arg Pro Gly Pro Leu Gly Gly Ala 

285 290 295 300 



cag ctg acc ctg gtt ttg ctg cag tec cag ctg gac tgt ttt ccc agg 1021 

Gin Leu Thr Leu Val Leu Leu Gin Ser Gin Leu Asp Cys Phe Pro Arg 

305 310 315 

cag gat ttt aat eta gaa ttt aga aac att tgt att tgt aat gac ttc 1069 

Gin Asp Phe Asn Leu Glu Phe Arg Asn He Cys He Cys Asn Asp Phe 

320 325 330 



tgg caa aag cac gtg tec tgg ccg gat gta act gtt etc ctt tec cag 1117 
Trp Gin Lys His Val Ser Trp Pro Asp Val Thr Val Leu Leu Ser Gin 

335 340 345 
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etc ctg ttt gtg aag ggc gtc tgt tat get cct gca gtc gee gag gee 
Leu Leu Phe Val Lys Gly Val Cys Tyr Ala Pro Ala Val Ala Glu Ala 

350 355 360 



1165 



ttg gat gtg cag cca ggg gag gag cgt cct gee ggc ccc gca ggg ccc 1213 
Leu Asp Val Gin Pro Gly Glu Glu Arg Pro Ala Gly Pro Ala Gly Pro 

365 370 375 380 



cca gga etc cag ggt aaa gtg tgg gec ggt ggc gca aga etc aga ggt 1261 
Pro Gly Leu Gin Gly Lys Val Trp Ala Gly Gly Ala Arg Leu Arg Gly 

385 390 395 



gtg etc gtc tct ttc ctg tea gag tgg gcg tec cca ggc cac ggt gca 1309 
Val Leu Val Ser Phe Leu Ser Glu Trp Ala Ser Pro Gly His Gly Ala 
400 405 410 



ggc ctg agt cct tec ace ggc ccc gtc cag teg tec ctg gag ggg ctg 1357 
Gly Leu Ser Pro Ser Thr Gly Pro Val Gin Ser Ser Leu Glu Gly Leu 

415 420 425 

tgg agg aag gac gee tct gtg tgg tea gga agt gaa ggg gee att ggc 1405 
Trp Arg Lys Asp Ala Ser Val Trp Ser Gly Ser Glu Gly Ala He Gly 

430 435 " 440 



cgc atg cca tgt gee ace tgc ggc ttg tgt etc ace tgt cat ctg gac 1453 
Arg Met Pro Cys Ala Thr Cys Gly Leu Cys Leu Thr Cys His Leu Asp 
445 450 455 460 

tea gca ccc agg ctg cac gtc tgacacctga gaggegagag agtggggccg 1504 
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Ser Ala Pro Arg Leu His Val 

465 

gcctaggagc caaggctggg gccttgcgct ctgtccccag gatggtggcc ttgtttgtcc 1564 

taaacacacc catcagggtc tccacagctc ccctgcagtg tgtgcacccc acaatgtctg 1624 

cggctcttct tccggcgtgt cgggctttga tcacagcata gccacgtcag tggcgtgcgc 1684 

ctctcgcaca ggccattctg ggtctggtgg tgccaggtgc cgtgacacgc cgtgctgggc 1744 

ttgtgctgca gctgggtggt gtggccctca ttctcatgtt ccagctgctg ggcagtgctc 1804 

tgcctgtgtg ctgcgcctgc aggctgcgtg tgctgccgtg gatctcctgc atcccttgac 1864 

ccctcccccc atcagaggaa aggctgctcc ccgaggcacc gcttccctgt gcggcgctgc 1924 

agaggggccc tcagtgtggc actcctcgtc aaagaaaaat aaaggctaga actgc 1979 

<210> 334 
<211> 467 
<212> PRT 

<213> Homo sapiens 
<400> 334 

Met Gly Leu Ala Leu His Cys He Ala Ser Val Gly Ser Arg Glu Met 

15 10 15 
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Ala Glu Ala Phe Ala Gly Glu He Pro Lys Val Leu Val Ala Gly Asp 

20 25 30 



Thr Met Asp Ser Val Lys Gin Ser Ala Ala Leu Cys Leu Leu Arg Leu 

35 40 45 

Tyr Arg Thr Ser Pro Asp Leu Val Pro Met Gly Asp Trp Thr Ser Arg 

50 55 60 

Val Val His Leu Leu Asn Asp Gin His Leu Gly Val Val Thr Ala Ala 

65 70 75 80 

Thr Ser Leu He Thr Thr Leu Ala Gin Lys Asn Pro Glu Glu Phe Lys 

85 90 95 

Thr Ser Val Ser Leu Ala Val Ser Arg Leu Ser Arg He Val Thr Ser 
100 105 110 

Ala Ser Thr Asp Leu Gin Asp Tyr Thr Tyr Tyr Phe Val Pro Ala Pro 

115 120 125 

Trp Leu Ser Val Lys Leu Leu Arg Leu Leu Gin Cys Tyr Pro Pro Pro 

130 135 140 

Asp Pro Ala Val Arg Gly Arg Leu Thr Glu Cys Leu Glu Thr lie Leu 

145 150 155 160 

Asn Lys Ala Gin Glu Pro Pro Lys Ser Lys Lys Val Gin Tyr Ser Asn 

165 170 175 
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Ala Lys Asn Ala Val Leu Phe Glu Ala He Ser Leu He He His His 
180 185 190 

Asp Ser Glu Pro Asn Leu Leu Val Arg Ala Cys Asn Gin Leu Gly Gin 

195 200 205 

Phe Leu Gin His Arg Glu Thr Asn Leu Arg Tyr Leu Ala Leu Glu Ser 

210 215 220 

Met Cys Thr Leu Ala Ser Ser Glu Phe Ser His Glu Ala Val Lys Thr 

225 230 235 240 

His He Glu Thr Val He Asn Ala Leu Lys Thr Glu Arg Asp Val Ser 

245 250 255 

Val Leu Pro Pro Thr Pro Pro Arg Ser Leu Trp Glu Gin Gin Cys His 

260 265 270 

Cys Ala Trp Arg Gly Leu Ser Leu Gly Val Trp Pro Ser Trp Trp Leu 

275 280 285 

His Thr Trp Arg Arg Pro Gly Pro Leu Gly Gly Ala Gin Leu Thr Leu 

290 295 300 

Val Leu Leu Gin Ser Gin Leu Asp Cys Phe Pro Arg Gin Asp Phe Asn 

305 310 315 320 



Leu Glu Phe Arg Asn lie Cys He Cys Asn Asp Phe Trp Gin Lys His 
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325 330 335 

Val Ser Trp Pro Asp Val Thr Val Leu Leu Ser Gin Leu Leu Phe Val 

340 345 350 

Lys Gly Val Cys Tyr Ala Pro Ala Val Ala Glu Ala Leu Asp Val Gin 

355 360 365 

Pro Gly Glu Glu Arg Pro Ala Gly Pro Ala Gly Pro Pro Gly Leu Gin 

370 375 380 

Gly Lys Val Trp Ala Gly Gly Ala Arg Leu Arg Gly Val Leu Val Ser 

385 390 395 400 

Phe Leu Ser Glu Trp Ala Ser Pro Gly His Gly Ala Gly Leu Ser Pro 
405 410 415 

Ser Thr Gly Pro Val Gin Ser Ser Leu Glu Gly Leu Trp Arg Lys Asp 

420 425 430 

Ala Ser Val Trp Ser Gly Ser Glu Gly Ala lie Gly Arg Met Pro Cys 

435 440 445 

Ala Thr Cys Gly Leu Cys Leu Thr Cys His Leu Asp Ser Ala Pro Arg 

450 455 460 

Leu His Val 

465 



1 3 0 0 tfJ$E# 2000-3062522 



1 1 - 1 9 4 1 7 



<210> 335 
<211> 1606 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (199).. (1488) 
<400> 335 

gagaccgacc cgccacccgc cgtagcccgc gcgcccctgg cactcaatcc ccgccatgtg 60 

ggggctcctg ctcgccctgg ccgccttcgc gccggccgtc ggccctgccc agtctcagac 120 

cccaatgacc tattccttga ggcccctgcg tcgggatcct ctgaccctct agactttcag 180 

catcacaatt acaaggcc atg agg aag ctg atg aag cag gta caa gag caa 231 

Met Arg Lys Leu Met Lys Gin Val Gin Glu Gin 

1 5 10 

tgc ccc aac ate acc cgc ate tac age att ggg aag age tac cag ggc 279 
Cys Pro Asn He Thr Arg He Tyr Ser He Gly Lys Ser Tyr Gin Gly 

15 20 25 

ctg aag ctg tat gtg atg gaa atg teg gac aag cct ggg gag cat gag 327 
Leu Lys Leu Tyr Val Met Glu Met Ser Asp Lys Pro Gly Glu His Glu 

30 35 40 
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ctg ggg gag cct gag gtg cgc tac gtg get ggc atg cat ggg aac gag - 375 

Leu Gly Glu Pro Glu Val Arg Tyr Val Ala Gly Met His Gly Asn Glu 

45 50 55 

gec ctg ggg egg gag ttg ctt ctg etc ctg atg cag ttc ctg tgc cat 423 

Ala Leu Gly Arg Glu Leu Leu Leu Leu Leu Met Gin Phe Leu Cys His 

60 65 70 75 

gag ttc ctg cga ggg aac cca egg gtg ace egg ctg etc tct gag atg 471 

Glu Phe Leu Arg Gly Asn Pro Arg Val Thr Arg Leu Leu Ser Glu Met 

80 85 90 



cgc att cac ctg ctg ccc tec atg aac cct gat ggc tat gag ate gee 519 
Arg He His Leu Leu Pro Ser Met Asn Pro Asp Gly Tyr Glu He Ala 

95 100 105 



tac cac egg ggt tea gag ctg gtg ggc tgg gee gag ggc cgc tgg aac 567 
Tyr His Arg Gly Ser Glu Leu Val Gly Trp Ala Glu Gly Arg Trp Asn 

110 115 120 

aac cag age ate gat ctt aac cat aat ttt get gac etc aac aca cca 615 
Asn Gin Ser He Asp Leu Asn His Asn Phe Ala Asp Leu Asn Thr Pro 

125 130 135 



ctg tgg gaa gca cag gac gat ggg aag gtg ccc cac ate gtc ccc aac 663 
Leu Trp Glu Ala Gin Asp Asp Gly Lys Val Pro His He Val Pro Asn 
140 145 150 155 



cat cac ctg cca ttg ccc act tac tac ace ctg ccc aat gee ace gtg 711 
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His His Leu Pro Leu Pro Thr Tyr Tyr Thr Leu Pro Asn Ala Thr Val 
160 165 170 

get cct gaa acg egg gca gta ate aag tgg atg aag egg ate ccc ttt 759 
Ala Pro Glu Thr Arg Ala Val lie Lys Trp Met Lys Arg He Pro Phe 
175 180 185 

gtg eta agt gee aac etc cac ggg ggt gag etc gtg gtg tec tac cca 807 
Val Leu Ser Ala Asn Leu His Gly Gly Glu Leu Val Val Ser Tyr Pro 

190 195 200 

ttc gac atg act cgc acc ccg tgg get gee cgc gag etc acg ccc aca 855 
Phe Asp Met Thr Arg Thr Pro Trp Ala Ala Arg Glu Leu Thr Pro Thr 

205 210 215 

cca gat gat get gtg ttt cgc tgg etc age act gtc tat get ggc agt 903 
Pro Asp Asp Ala Val Phe Arg Trp Leu Ser Thr Val Tyr Ala Gly Ser 

220 225 230 235 

aat ctg gee atg cag gac acc age cgc cga ccc tgc cac age cag gac 951 
Asn Leu Ala Met Gin Asp Thr Ser Arg Arg Pro Cys His Ser Gin Asp 

240 245 250 

ttc tec gtg cac ggc aac ate ate aac ggg get gac tgg cac acg gtc 999 
Phe Ser Val His Gly Asn He He Asn Gly Ala Asp Trp His Thr Val 

255 260 265 

ccc ggg age atg aat gac ttc age tac eta cac acc aac tgc ttt gag 1047 
Pro Gly Ser Met Asn Asp Phe Ser Tyr Leu His Thr Asn Cys Phe Glu 
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270 



# ^ 11—194179 
275 280 



gtc act gtg gag ctg tec tgt gac aag ttc cct cac gag aat gaa ttg 1095 
Val Thr Val Glu Leu Ser Cys Asp Lys Phe Pro His Glu Asn Glu Leu 

285 290 295 

ccc cag gag tgg gag aac aac aaa gac gec etc etc ace tac ctg gag 1143 
Pro Gin Glu Trp Glu Asn Asn Lys Asp Ala Leu Leu Thr Tyr Leu Glu 

300 305 310 315 

cag gtg cgc atg ggc att gca gga gtg gtg agg gac aag gac acg gag 1191 
Gin Val Arg Met Gly lie Ala Gly Val Val Arg Asp Lys Asp Thr Glu 

320 325 330 

ctt ggg att get gac get gtc att gee gtg gat ggg att aac cat gac 1239 
Leu Gly He Ala Asp Ala Val lie Ala Val Asp Gly He Asn His Asp 

335 340 345 

gtg ace acg gcg tgg ggc ggg gat tat tgg cgt ctg ctg ace cca ggg 1287 
Val Thr Thr Ala Trp Gly Gly Asp Tyr Trp Arg Leu Leu Thr Pro Gly 

350 355 360 

gac tac atg gtg act gee agt gee gag ggc tac cat tea gtg aca egg 1335 
Asp Tyr Met Val Thr Ala Ser Ala Glu Gly Tyr His Ser Val Thr Arg 

365 370 375 

aac tgt egg gtc ace ttt gaa gag ggc ccc ttc ccc tgc aat ttc gtg 1383 
Asn Cys Arg Val Thr Phe Glu Glu Gly Pro Phe Pro Cys Asn Phe Val 

380 385 390 395 
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etc acc aag act ccc aaa cag agg ctg cgc gag ctg ctg gca get ggg 1431 
Leu Thr Lys Thr Pro Lys Gin Arg Leu Arg Glu Leu Leu Ala Ala Gly 
400 405 410 

gec aag gtg ccc ccg gac ctt cgc agg cgc ctg gag egg eta agg gga 1479 
Ala Lys Val Pro Pro Asp Leu Arg Arg Arg Leu Glu Arg Leu Arg Gly 

415 420 425 

cag aag gat tgatacctgc ggtttaagag ccctagggca ggctggacct 1528 
Gin Lys Asp 
430 

gtcaagaegg gaaggggaag agtagagagg gagggacaaa gtgaggaaaa ggtgctcatt 1588 
aaagctaccg ggcacctt 1606 



<210> 336 
<211> 430 
<212> PRT 
<213> Homo sapiens 

<400> 336 

Met Arg Lys Leu Met Lys Gin Val Gin Glu Gin Cys Pro Asn lie Thr 

15 10 15 

Arg He Tyr Ser He Gly Lys Ser Tyr Gin Gly Leu Lys Leu Tyr Val 

20 25 30 
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Met Glu Met Ser Asp Lys Pro Gly Glu His Glu Leu Gly Glu Pro Glu 

35 40 45 

Val Arg Tyr Val Ala Gly Met His Gly Asn Glu Ala Leu Gly Arg Glu 

50 55 60 

Leu Leu Leu Leu Leu Met Gin Phe Leu Cys His Glu Phe Leu Arg Gly 

65 70 75 80 

Asn Pro Arg Val Thr Arg Leu Leu Ser Glu Met Arg He His Leu Leu 

85 90 95 

Pro Ser Met Asn Pro Asp Gly Tyr Glu He Ala Tyr His Arg Gly Ser 
100 105 110 

Glu Leu Val Gly Trp Ala Glu Gly Arg Trp Asn Asn Gin Ser lie Asp 

115 120 125 

Leu Asn His Asn Phe Ala Asp Leu Asn Thr Pro Leu Trp Glu Ala Gin 

130 135 140 

Asp Asp Gly Lys Val Pro His He Val Pro Asn His His Leu Pro Leu 
145 150 155 160 

Pro Thr Tyr Tyr Thr Leu Pro Asn Ala Thr Val Ala Pro Glu Thr Arg 

165 170 175 

Ala Val He Lys Trp Met Lys Arg He Pro Phe Val Leu Ser Ala Asn 
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180 



185 



190 



Leu His Gly Gly Glu Leu Val Val Ser Tyr Pro Phe Asp Met Thr Arg 

195 200 205 

Thr Pro Trp Ala Ala Arg Glu Leu Thr Pro Thr Pro Asp Asp Ala Val 

210 215 220 

Phe Arg Trp Leu Ser Thr Val Tyr Ala Gly Ser Asn Leu Ala Met Gin 

225 230 235 240 

Asp Thr Ser Arg Arg Pro Cys His Ser Gin Asp Phe Ser Val His Gly 

245 250 255 

Asn lie He Asn Gly Ala Asp Trp His Thr Val Pro Gly Ser Met Asn 

260 265 270 

Asp Phe Ser Tyr Leu His Thr Asn Cys Phe Glu Val Thr Val Glu Leu 

275 280 285 

Ser Cys Asp Lys Phe Pro His Glu Asn Glu Leu Pro Gin Glu Trp Glu 

290 295 300 

Asn Asn Lys Asp Ala Leu Leu Thr Tyr Leu Glu Gin Val Arg Met Gly 

305 310 315 320 



lie Ala Gly Val Val Arg Asp Lys Asp Thr Glu Leu Gly He Ala Asp 

325 330 335 
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Ala Val He Ala Val Asp Gly He Asn His Asp Val Thr Thr Ala Trp 

340 345 350 

Gly Gly Asp Tyr Trp Arg Leu Leu Thr Pro Gly Asp Tyr Met Val Thr 

355 . 360 365 

Ala Ser Ala Glu Gly Tyr His Ser Val Thr Arg Asn Cys Arg Val Thr 

370 375 380 

Phe Glu Glu Gly Pro Phe Pro Cys Asn Phe Val Leu Thr Lys Thr Pro 

385 390 395 400 

Lys Gin Arg Leu Arg Glu Leu Leu Ala Ala Gly Ala Lys Val Pro Pro 

405 410 415 

Asp Leu Arg Arg Arg Leu Glu Arg Leu Arg Gly Gin Lys Asp 

420 425 430 



<210> 337 
<211> 30 
<212> RNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence:an artificially 
synthesized oligo-cap linker sequence 

<400> 337 
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agcaucgagu cggccuuguu ggccuacugg 30 



<210> 338 
<211> 42 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence:an artificially 
synthesized oligo(dT) primer sequence 

<400> 338 

gcggctgaag acggcctatg tggccttttt tttttttttt tt 42 



<210> 339 
<211> 21 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence:an artificially 
synthesized primer sequence 

<400> 339 

agcatcgagt cggccttgtt g 21 
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<210> 340 
<211> 21 
<212> DNA 

<213> Artificial Sequence 



11-194179 



<220> 

<223> Description of Artificial Sequenceran artificially 
synthesized primer sequence 

<400> 340 

gcggctgaag acggcctatg t 
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Ssp 13277, 



Dra 13050 
Sea I 29 



Nco I 239 
Sf i 1 278 
EcoN 1396 
Bsu36 1400 

Oral 488 




Ahd 1 2470 



HgiE II 21 



coR I 796 
ra III 808 

coR V 816 



Acc I 961 



^Dra III 
st 1 1206 
lot 1 1215 
Xbal 1231 
Sma 1 1434 
Kpn 1 1438 
Sac 1 1444 



EcoO109 I 3086 
Aatll 
Ssp 1 2913. 



Drdl91 Nde 1 183 

EcoR 1 396 
ra III 408 
!coR V416 
1565 
fi 1 578 
1591 




Ahd 1 2106 



Dra 11 

Dra 1 1971 
HgiE I1 17! 



ra III 832 
St I 847 
phi 853 
lind III 859 



Afl III 1218 
rd I 1320 



1 



ffiSE# 2000-3062522 




11-194179 



mm] 

S£:gcDNA<Z>St& D 



1 



ffil£# 2000-3062522 



I 

f 

1 




11 — 194179 



A 



m m 



mm** 



[597059742] 



1. I5¥H0 

ft m 
ft * 



1997^ 4H280 
^3IM*3!i*Tf?&3|5 1 5 3 2 #i&3 



1 



ffiSEff 2000-3062522 



# 




#qi i 1 — 194179 



ffi m a m m m m 



[597059742] 



1. 3£55$U!B 1 9 9 7^ 4^28H 

ft ffi ^**3g$£rfj$c3P 1 5 3 2#ifc3 



1 



ffifiE# 2000-3062522 



m 



11-194179 



m 



a m 



m n 



[597059742] 



1 . ^M^B B 
& ffi 



1997^ 4^280 



i 



ffiSE# 2000-3062522 



m 



THIS PAGE BLANK (uspto) 



